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j Paper IF Citations

154 SaltMstressMresponsesMandMSNPbbasedMphylogeneticManalysisMofMThaiMriceMcultivarsccMPlanthGenomeaM
2022aMegefno 4.4 0

153 IdentificationMofMKeyMGenesMinMULuangMPratahnUaMThaiMSaltbTolerantMRiceaMxasedMonMTimebyourseMzataM
andMWeightedMyobexpressionMNetworksccMFrontiershinhPlanthScienceaM2021aMfgaMmiilki 6.2 0

152 ‘pigeneticallyMmismatchedMparentalMcentromeresMtriggerMgenomeMeliminationMinMhybridscMScienceh
AdvancesaM2021aMmaMeabkffkf 14.3 2

151 MutationMofMtheMimprintedMgeneMOs‘M’gaMinducesMautonomousMendospermMdevelopmentMandM
delayedMcellularizationMinMricecMPlanthCellaM2021aMhhaMnkbfeh 11.6 9

150 wMsystemsMgeneticsMapproachMtoMdecipheringMtheMeffectMofMdosageMvariationMonMleafMmorphologyMinM
PopuluscMPlanthCellaM2021aMhhaMoiebole 11.6 4

149 RareMinstancesMofMhaploidMinducerMzNwMinMpotatoMdihaploidsMandMploidybdependentMgenomeM
instabilitycMPlanthCellaM2021aMhhaMgfiobgflh 11.6 3

148 wMTILLINGMbyMsequencingMapproachMtoMidentifyMinducedMmutationsMinMsunflowerMgenescMScientifich
ReportsaM2021aMffaMonnk 4.9 2

147 PLbiMVyIPkolfhfciWpManMImprovedMPotatoMHaploidMInducercMAmericanhJournalhofhPotatohResearchaM
2021aMonaMgkkbglg 2.1 0

146 ‘fficientMconstructionMofMaMlinkageMmapMandMhaplotypesMforMMenthaMsuaveolensMusingMsequenceM
capturecMG3:hGeneswhGenomeswhGeneticsaM2021aMffaM 3.2 1

145 GenerationMofMcamelinaMmidboleicMacidMseedMoilMbyMidentificationMandMstackingMofMfattyMacidM
biosyntheticMmutantscMIndustrialhCropshandhProductsaM2021aMfkoaMffhemi 5.9 2

144 yombiningMGenomeMandMGeneMyobexpressionMNetworkMwnalysesMforMtheMIdentificationMofMGenesM
PotentiallyMRegulatingMSaltMToleranceMinMRicecMFrontiershinhPlanthScienceaM2021aMfgaMmeikio 6.2 0

143 yhromoanagenesisMfromMradiationbinducedMgenomeMdamageMinMPopuluscMPLoShGeneticsaM2021aMfmaMefeeomhk6 1

142 LzbyNVpMrapidMandMsimpleMdiscoveryMofMchromosomalMtranslocationsMusingMlinkageMdisequilibriumM
betweenMcopyMnumberMvariableMlocicMGeneticsaM2021aMgfoaM 4 1

141 ziploidMmintMVMcMlongifoliaWMcanMproduceMspearmintMtypeMoilMwithMaMhighMyieldMpotentialcMScientifich
ReportsaM2021aMffaMghkgf 4.9 0

140 wMvarietyMofMchangesaMincludingMyRISPRdyasobmediatedMdeletionsaMinMy‘NHhMleadMtoMhaploidM
inductionMonMoutcrossingcMPlanthBiotechnologyhJournalaM2020aMfnaMgeln 11.6 31

139 TheMpersimmonMgenomeMrevealsMcluesMtoMtheMevolutionMofMaMlineagebspecificMsexMdeterminationM
systemMinMplantscMPLoShGeneticsaM2020aMflaMefeenkll 6 23

138 UnequalMcontributionMofMtwoMparalogousMy‘NHhMvariantsMinMcowpeaMcentromereMfunctioncM
CommunicationshBiologyaM2020aMhaMmmk 6.7 7
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137 GeneticMvariationMandMtemperatureMaffectsMhybridMbarriersMduringMinterspecificMhybridizationcMPlanth
JournalaM2020aMfefaMfggbfie 6.9 4

136 GenomicMOutcomesMofMHaploidMInductionMyrossesMinMPotatoMVMLcWcMGeneticsaM2020aMgfiaMhlobhne 4 9

135 zroughtbToleranceMGeneMIdentificationMUsingMGenomeMyomparisonMandMyob‘xpressionMNetworkM
wnalysisMofMyhromosomeMSubstitutionMLinesMinMRicecMGenesaM2020aMffaM 4.2 2

134 GenomebwideMassociationMstudyMforMsalinityMtoleranceMatMtheMfloweringMstageMinMaMpanelMofMriceM
accessionsMfromMThailandcMBMChGenomicsaM2019aMgeaMml 4.5 39

133 wMcomprehensiveMgenomicMscanMrevealsMgeneMdosageMbalanceMimpactsMonMquantitativeMtraitsMinMtreescM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2019aMfflaMfhloebfhloo11.5 14

132 RegenerationMofMPlantsMfromMProtoplastsMInducesMWidespreadMGenomeMInstabilitycMPlanthPhysiologyaM
2019aMfneaMmnbnl 6.6 44

131 HaploidMInductionMandMGenomeMInstabilitycMTrendshinhGeneticsaM2019aMhkaMmofbneh 8.5 14

130 yomparativeMGenomicMwnalysisMofMRiceMwithMyontrastingMPhotosynthesisMandMGrainMProductionMunderM
SaltMStresscMGenesaM2019aMfeaM 4.2 8

129 OneMHundredMWaysMtoMInventMtheMSexespMTheoreticalMandMObservedMPathsMtoMzioecyMinMPlantscMAnnualh
ReviewhofhPlanthBiologyaM2018aMloaMkkhbkmk 30.7 46

128 zetectionMofMyhromothripsisMinMPlantscMMethodshinhMolecularhBiologyaM2018aMfmloaMffobfhg 1.4 6

127 PhotosyntheticMresponsesMandMidentificationMofMsaltMtoleranceMgenesMinMaMchromosomeMsegmentM
substitutionMlineMofMâ��KhaoMdawkMMaliMfekâ��MricecMEnvironmentalhandhExperimentalhBotanyaM2018aMfkkaMiombken5.9 8

126 RiceMOverexpressingMRevealsMzifferentialMGeneM‘xpressionMLeadingMtoMYieldMLossMReductionMafterM
SaltMStressMatMtheMxootingMStagecMInternationalhJournalhofhMolecularhSciencesaM2018aMfoaM 6.3 7

125 zownstreamMcomponentsMofMtheMcalmodulinMsignalingMpathwayMinMtheMriceMsaltMstressMresponseM
revealedMbyMtranscriptomeMprofilingMandMtargetMidentificationcMBMChPlanthBiologyaM2018aMfnaMhhk 5.3 36

124 TheMtamingMofMtheMshrubcMNaturehPlantsaM2018aMiaMmigbmih 11.5 2

123 zataMinMsupportMofMphotosyntheticMresponsesMinMaMchromosomeMsegmentMsubstitutionMlineMofMUKhaoM
zawkMMaliMfekUMriceMatMseedlingMstagecMDatahinhBriefaM2018aMgfaMhembhfg 1.2 3

122 yentromereMlocationMinMisMunalteredMbyMextremeMdivergenceMinMy‘NHhMproteinMsequencecMGenomeh
ResearchaM2017aMgmaMimfbimn 9.7 35

121 MPlantMcentromeresMcMCurrenthOpinionhinhPlanthBiologyaM2017aMhlaMfknbflm 9.9 31

120 zeterminingMMutationMzensityMUsingMRestrictionM‘nzymeMSequenceMyomparativeMwnalysisMVR‘SywNWM
2017aMhekbhgf

(2017-2020)
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119 NextbGenerationMSequencingMforMTargetedMziscoveryMofMRareMMutationsMinMRiceM2017aMhghbhie 3

118 OsNucleolinfbLM‘xpressionMinMwrabidopsisM‘nhancesMPhotosynthesisMviaMTranscriptomeMModificationM
underMSaltMStressMyonditionscMPlanthandhCellhPhysiologyaM2017aMknaMmfmbmhi 4.9 10

117 SignificantMenhancementMofMfattyMacidMcompositionMinMseedsMofMtheMallohexaploidaMyamelinaMsativaaM
usingMyRISPRdyasoMgeneMeditingcMPlanthBiotechnologyhJournalaM2017aMfkaMlinblkm 11.6 205

116 ’unctionalMpolymorphismMinMlycopeneMbetabcyclaseMgeneMasMaMmolecularMmarkerMtoMpredictMbixinM
productionMinMxixaMorellanaMLcMVachioteWcMMolecularhBreedingaM2016aMhlaMf 3.4 9

115 RapidMidentificationMofMlettuceMseedMgerminationMmutantsMbyMbulkedMsegregantManalysisMandMwholeM
genomeMsequencingcMPlanthJournalaM2016aMnnaMhikbhle 6.9 25

114 yreationMandMGenomicMwnalysisMofMIrradiationMHybridsMinMPopuluscMCurrenthProtocolshinhPlanthBiologyaM
2016aMfaMihfbike 2.8 4

113 yhromosomeMzosageMwnalysisMinMPlantsMUsingMWholeMGenomeMSequencingcMBioxprotocolaM2016aMlaM 0.9 7

112 ‘pigeneticMRegulationMofMtheMSexMzeterminationMGeneMMeGIMinMPolyploidMPersimmoncMPlanthCellaM
2016aMgnaMgoekbgofk 11.6 55

111 NaturallyMoccurringMdifferencesMinMy‘NHhMaffectMchromosomeMsegregationMinMzygoticMmitosisMofM
hybridscMPLoShGeneticsaM2015aMffaMefeeiome 6 103

110 wMSystemMforMzosagebxasedM’unctionalMGenomicsMinMPoplarcMPlanthCellaM2015aMgmaMghmebnh 11.6 47

109 zeMnovoMtranscriptomeMsequencingMinMxixaMorellanaMtoMidentifyMgenesMinvolvedMinMmethylerythritolM
phosphateaMcarotenoidMandMbixinMbiosynthesiscMBMChGenomicsaM2015aMflaMnmm 4.5 31

108 PerturbationMofMparentallyMbiasedMgeneMexpressionMduringMinterspecificMhybridizationcMPLoShONEaM
2015aMfeaMeeffmgoh 3.7 21

107 PointMMutationsMinMyentromericMHistoneMInduceMPostbzygoticMIncompatibilityMandMUniparentalM
InheritancecMPLoShGeneticsaM2015aMffaMefeekioi 6 53

106 HighbThroughputMwnalysisMofMTbzNwMLocationMandMStructureMUsingMSequenceMyapturecMPLoShONEaM
2015aMfeaMeefholmg 3.7 21

105 yatastrophicMchromosomalMrestructuringMduringMgenomeMeliminationMinMplantscMELifeaM2015aMiaM 8.9 67

104 TillingMbyMsequencingcMMethodshinhMolecularhBiologyaM2015aMfgniaMhkobne 1.4 4

103 PlantMgeneticscMwMYbchromosomebencodedMsmallMRNwMactsMasMaMsexMdeterminantMinMpersimmonscM
ScienceaM2014aMhilaMlilbke 33.3 240

102 wMhaploidMgeneticsMtoolboxMforMwrabidopsisMthalianacMNaturehCommunicationsaM2014aMkaMkhhi 17.4 67
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101 MolecularMKaryotypingMandM‘xomeMwnalysisMofMSaltbTolerantMRiceMMutantMfromMSomaclonalMVariationcM
PlanthGenomeaM2014aMmaMplantgenomegeficeiceefl 4.4 9

100
zistinctMrolesMforMmitogenbactivatedMproteinMkinaseMsignalingMandMywLMOzULINbxINzINGM
TRwNSyRIPTIONwLMwyTIVwTORhMinMregulatingMtheMpeakMtimeMandMamplitudeMofMtheMplantMgeneralM
stressMresponsecMPlanthPhysiologyaM2014aMfllaMonnbol

6.6 28

99 GenomeMeliminationpMtranslatingMbasicMresearchMintoMaMfutureMtoolMforMplantMbreedingcMPLoShBiologyaM
2014aMfgaMefeefnml 9.7 16

98 TheMxOYMNwM‘zMSU‘MquantitativeMtraitMlocusMconfersMincreasedMmeioticMstabilityMtoManMadaptedM
naturalMallopolyploidMofMwrabidopsiscMPlanthCellaM2014aMglaMfnfboi 11.6 54

97 ‘fficientMGenomebWideMzetectionMandMyatalogingMofM‘MSbInducedMMutationsMUsingM‘xomeMyaptureM
andMNextbGenerationMSequencingcMPlanthCellaM2014aMglaMfhngbfhom 11.6 173

96 TheMpassionateMlifeMofMSimonMyhancMGenomehBiologyaM2013aMfiaMfeh 18.3

95 TILLINGMandMecotillingMforMricecMMethodshinhMolecularhBiologyaM2013aMoklaMhobkl 1.4 14

94 ‘arlyMdisruptionMofMmaternalbzygoticMinteractionMandMactivationMofMdefenseblikeMresponsesMinM
wrabidopsisMinterspecificMcrossescMPlanthCellaM2013aMgkaMgehmbkk 11.6 29

93 ProductionMofMaMhighbefficiencyMTILLINGMpopulationMthroughMpolyploidizationcMPlanthPhysiologyaM2013
aMflfaMfleibfi 6.6 40

92 MutantMResourcesMforM’unctionalMwnalysisMofMtheMRiceMGenomeM2013aMnfbffk 6

91 RapidMcreationMofMwrabidopsisMdoubledMhaploidMlinesMforMquantitativeMtraitMlocusMmappingcM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2012aMfeoaMiggmbhg 11.5 55

90 MicroRNwspMkeyMgeneMregulatorsMwithMversatileMfunctionscMPlanthMolecularhBiologyaM2012aMneaMf 4.6 14

89 yisbMandMtransbregulatoryMdivergenceMbetweenMprogenitorMspeciesMdeterminesMgenebexpressionM
noveltyMinMwrabidopsisMallopolyploidscMNaturehCommunicationsaM2012aMhaMoke 17.4 119

88 ReferenceMgenomebindependentMassessmentMofMmutationMdensityMusingMrestrictionMenzymebphasedM
sequencingcMBMChGenomicsaM2012aMfhaMmg 4.5 36

87 HybridMincompatibilityMinMwrabidopsisMisMdeterminedMbyMaMmultipleblocusMgeneticMnetworkcMPlanth
PhysiologyaM2012aMfknaMnefbfg 6.6 31

86 GlobalManalysisMofMtheMsmallMRNwMtranscriptomeMinMdifferentMploidiesMandMgenomicMcombinationsMofMaM
vertebrateMcomplexbbtheMSqualiusMalburnoidescMPLoShONEaM2012aMmaMeiffkn 3.7 17

85 POP‘pMPipelineMofMParentallybxiasedM‘xpressioncMLecturehNoteshinhComputerhScienceaM2012aMfmmbfnn 0.9 2

84 StatisticalMmutationMcallingMfromMsequencedMoverlappingMzNwMpoolsMinMTILLINGMexperimentscMBMCh
BioinformaticsaM2011aMfgaMgnm 3.6 31

(2011-2014)
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83 ziscoveryMofMrareMmutationsMinMpopulationspMTILLINGMbyMsequencingcMPlanthPhysiologyaM2011aMfklaMfgkmbln6.6 190

82 zifferentialMsensitivityMofMtheMwrabidopsisMthalianaMtranscriptomeMandMenhancersMtoMtheMeffectsMofM
genomeMdoublingcMNewhPhytologistaM2010aMfnlaMfoibgel 9.8 38

81 TheMrapidlyMevolvingMcentromerebspecificMhistoneMhasMstringentMfunctionalMrequirementsMinM
wrabidopsisMthalianacMGeneticsaM2010aMfnlaMilfbmf 4 80

80 HomoeologbspecificMretentionMandMuseMinMallotetraploidMwrabidopsisMsuecicaMdependsMonMparentMofM
originMandMnetworkMpartnerscMGenomehBiologyaM2010aMffaMRfgk 18.3 65

79 PhenotypicMconsequencesMofManeuploidyMinMwrabidopsisMthalianacMGeneticsaM2010aMfnlaMfghfbik 4 75

78 PolyploidMgenomeMofMyamelinaMsativaMrevealedMbyMisolationMofMfattyMacidMsynthesisMgenescMBMChPlanth
BiologyaM2010aMfeaMghh 5.3 87

77 wMmodifiedMTILLINGMapproachMtoMdetectMinducedMmutationsMinMtetraploidMandMhexaploidMwheatcMBMCh
PlanthBiologyaM2009aMoaMffk 5.3 226

76 zosagebdependentMderegulationMofManMwGwMOUSbLIK‘MgeneMclusterMcontributesMtoMinterspecificM
incompatibilitycMCurrenthBiologyaM2009aMfoaMffgnbhg 6.3 102

75 ParentalMsquabblesMandMgenomeMexpressionpMlessonsMfromMtheMpolyploidscMJournalhofhBiologyaM2009aM
naMih 13

74 TILLINGMtoMdetectMinducedMmutationsMinMsoybeancMBMChPlanthBiologyaM2008aMnaMo 5.3 207

73 TheMmaternallyMexpressedMWRKYMtranscriptionMfactorMTTGgMcontrolsMlethalityMinMinterploidyMcrossesM
ofMwrabidopsiscMPLoShBiologyaM2008aMlaMgmembge 9.7 92

72 TransgenebinducedMgeneMsilencingMisMnotMaffectedMbyMaMchangeMinMploidyMlevelcMPLoShONEaM2008aMhaMehelf 3.7 4

71 ziscoveryMofMchemicallyMinducedMmutationsMinMriceMbyMTILLINGcMBMChPlanthBiologyaM2007aMmaMfo 5.3 312

70 LargebscaleMpolymorphismMofMheterochromaticMrepeatsMinMtheMzNwMofMwrabidopsisMthalianacMBMCh
PlanthBiologyaM2007aMmaMii 5.3 26

69 GeneticMbasisMforMdosageMsensitivityMinMwrabidopsisMthalianacMPLoShGeneticsaM2007aMhaMeme 6 36

68 TillingMandM‘cotillingMforMyropMImprovementM2007aMhhhbhio 17

67 yhemicalbMandMIrradiationbInducedMMutantsMandMTILLINGM2007aMfinbfne 9

66 GenomewideMnonadditiveMgeneMregulationMinMwrabidopsisMallotetraploidscMGeneticsaM2006aMfmgaMkembfm 4 447
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65 HighbthroughputMTILLINGMforMwrabidopsiscMMethodshinhMolecularhBiologyaM2006aMhghaMfgmbhk 1.4 21

64 TheMwrabidopsisMthalianaMtranscriptomeMinMresponseMtoMwgrobacteriumMtumefacienscMMolecularh
PlantxMicrobehInteractionsaM2006aMfoaMllkbnf 3.6 105

63 ParentbdependentMlossMofMgeneMsilencingMduringMinterspeciesMhybridizationcMCurrenthBiologyaM2006aM
flaMfhggbn 6.3 228

62 HighbthroughputMdiscoveryMofMrareMhumanMnucleotideMpolymorphismsMbyM‘cotillingcMNucleichAcidsh
ResearchaM2006aMhiaMeoo 20.1 45

61 TILLINGpMpracticalMsinglebnucleotideMmutationMdiscoverycMPlanthJournalaM2006aMikaMlniboi 6.9 177

60 MolecularMkaryotypingMandManeuploidyMdetectionMinMwrabidopsisMthalianaMusingMquantitativeM
fluorescentMpolymeraseMchainMreactioncMPlanthJournalaM2006aMinaMhembfo 6.9 29

59 wMprotocolMforMTILLINGMandM‘cotillingMinMplantsMandManimalscMNaturehProtocolsaM2006aMfaMgilkbmm 18.8 172

58 wMconservedMandMspeciesbspecificMfunctionalMinteractionMbetweenMtheMWernerMsyndromeblikeM
exonucleaseMatW‘XMandMtheMKuMheterodimerMinMwrabidopsiscMNucleichAcidshResearchaM2005aMhhaMlnlfbm 20.1 19

57 MethodsMforMgenomebwideManalysisMofMgeneMexpressionMchangesMinMpolyploidscMMethodshinh
EnzymologyaM2005aMhokaMkmebol 1.7 13

56 GenomicMchangesMinMsyntheticMwrabidopsisMpolyploidscMPlanthJournalaM2005aMifaMggfbhe 6.9 262

55 TheMplantMcellMdefenseMandMwgrobacteriumMtumefacienscMFEMShMicrobiologyhLettersaM2005aMgimaMgembfh 2.9 37

54 TheMadvantagesMandMdisadvantagesMofMbeingMpolyploidcMNaturehReviewshGeneticsaM2005aMlaMnhlbil 30.1 1398

53 TwoMcalloseMsynthasesaMGSLfMandMGSLkaMplayManMessentialMandMredundantMroleMinMplantMandMpollenM
developmentMandMinMfertilitycMPlanthMolecularhBiologyaM2005aMknaMhhhbio 4.6 139

52 wneuploidyMandMgeneticMvariationMinMtheMwrabidopsisMthalianaMtriploidMresponsecMGeneticsaM2005aMfmeaMfomobnn4 114

51 wMtoxicMmutatorMandMselectionMalternativeMtoMtheMnonbMendelianMRNwMcacheMhypothesisMforMhotheadM
reversioncMPlanthCellaM2005aMfmaMgnklbn 11.6 16

50 GeneticMxasisMforMzosageMSensitivityMinMwcMthalianacMPLoShGeneticsaM2005aMpreprintaMeme 6

49 MismatchMcleavageMbyMsinglebstrandMspecificMnucleasescMNucleichAcidshResearchaM2004aMhgaMglhgbif 20.1 199

48 wMdifferentialMdosageMhypothesisMforMparentalMeffectsMinMseedMdevelopmentcMPlanthCellaM2004aMflaMhfmibne11.6 114

(2004-2006)
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47
yhromosomalMlocusMrearrangementsMareMaMrapidMresponseMtoMformationMofMtheMallotetraploidM
wrabidopsisMsuecicaMgenomecMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaaM2004aMfefaMfngiebk

11.5 225

46 ‘fficientMdiscoveryMofMzNwMpolymorphismsMinMnaturalMpopulationsMbyM‘cotillingcMPlanthJournalaM2004aM
hmaMmmnbnl 6.9 370

45 TheMdevelopmentMofManMwrabidopsisMmodelMsystemMforMgenomebwideManalysisMofMpolyploidyMeffectscM
BiologicalhJournalhofhthehLinneanhSocietyaM2004aMngaMlnobmee 1.9 62

44 ziscoveryMofMinducedMpointMmutationsMinMmaizeMgenesMbyMTILLINGcMBMChPlanthBiologyaM2004aMiaMfg 5.3 282

43 StochasticMandMepigeneticMchangesMofMgeneMexpressionMinMwrabidopsisMpolyploidscMGeneticsaM2004aM
flmaMfolfbmh 4 296

42 SensitivityMofMmebmerMoligonucleotidesMandMczNwsMforMmicroarrayManalysisMofMgeneMexpressionMinM
wrabidopsisMandMitsMrelatedMspeciescMPlanthBiotechnologyhJournalaM2004aMgaMikbkm 11.6 53

41 TheMeffectMofMstressMonMgenomeMregulationMandMstructurecMAnnalshofhBotanyaM2004aMoiaMinfbok 4.1 226

40 TILLINGcMTraditionalMmutagenesisMmeetsMfunctionalMgenomicscMPlanthPhysiologyaM2004aMfhkaMlhebl 6.6 286

39 ’ISHManalysisMofMmeiosisMinMwrabidopsisMallopolyploidscMChromosomehResearchaM2003aMffaMgfmbgl 4.4 70

38 UnderstandingMmechanismsMofMnovelMgeneMexpressionMinMpolyploidscMTrendshinhGeneticsaM2003aMfoaMfifbm 8.5 684

37 SinglebnucleotideMmutationsMforMplantMfunctionalMgenomicscMAnnualhReviewhofhPlanthBiologyaM2003aM
kiaMhmkbief 30.7 207

36 HighbthroughputMTILLINGMforMfunctionalMgenomicscMMethodshinhMolecularhBiologyaM2003aMghlaMgekbge 1.4 80

35 zoMtheMdifferentMparentalMUheteromesUMcauseMgenomicMshockMinMnewlyMformedMallopolyploidsucM
PhilosophicalhTransactionshofhthehRoyalhSocietyhB:hBiologicalhSciencesaM2003aMhknaMffiobkk 5.8 111

34 LargebscaleMdiscoveryMofMinducedMpointMmutationsMwithMhighbthroughputMTILLINGcMGenomehResearchaM
2003aMfhaMkgibhe 9.7 420

33 SpectrumMofMchemicallyMinducedMmutationsMfromMaMlargebscaleMreversebgeneticMscreenMinMwrabidopsiscM
GeneticsaM2003aMfliaMmhfbie 4 401

32 RemodelingMofMzNwMmethylationMandMphenotypicMandMtranscriptionalMchangesMinMsyntheticM
wrabidopsisMallotetraploidscMPlanthPhysiologyaM2002aMfgoaMmhhbil 6.6 325

31 yentromericMlocalizationMandMadaptiveMevolutionMofManMwrabidopsisMhistoneMHhMvariantcMPlanthCellaM
2002aMfiaMfekhbll 11.6 319

30 HighbthroughputMscreeningMforMinducedMpointMmutationscMPlanthPhysiologyaM2001aMfglaMinebi 6.6 434
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29 TargetedMscreeningMforMinducedMmutationscMNaturehBiotechnologyaM2000aMfnaMikkbm 44.5 571

28 GeneticMandMepigeneticMinteractionsMinMallopolyploidMplantscMPlanthMolecularhBiologyaM2000aMihaMhnmboo 4.6 252

27 PhenotypicMInstabilityMandMRapidMGeneMSilencingMinMNewlyM’ormedMwrabidopsisMwllotetraploidscMPlanth
CellaM2000aMfgaMfkkf 11.6 6

26 TargetingMinducedMlocalMlesionsMINMgenomesMVTILLINGWMforMplantMfunctionalMgenomicscMPlanth
PhysiologyaM2000aMfghaMihobig 6.6 684

25 PhenotypicMinstabilityMandMrapidMgeneMsilencingMinMnewlyMformedMarabidopsisMallotetraploidscMPlanth
CellaM2000aMfgaMfkkfbln 11.6 459

24 GeneticMandMepigeneticMinteractionsMinMallopolyploidMplantsM2000aMglmbgmo 3

23 Vir‘fMisMaMspecificMmolecularMchaperoneMforMtheMexportedMsinglebstrandedbzNwbbindingMproteinMVir‘gM
inMwgrobacteriumcMMolecularhMicrobiologyaM1999aMhfaMfmokbnem 4.1 75

22 NuclearMmatrixMattachmentMregionsMandMplantMgeneMexpressioncMTrendshinhPlanthScienceaM1998aMhaMofbom 13.1 66

21 TransbsensingMeffectspMtheMupsMandMdownsMofMbeingMtogethercMCellaM1998aMohaMhgobhg 56.2 78

20 wMzNwMmethyltransferaseMhomologMwithMaMchromodomainMexistsMinMmultipleMpolymorphicMformsMinM
wrabidopsiscMGeneticsaM1998aMfioaMhembfn 4 173

19 VariegationMandMsilencingMofMtheMHeatMShockMyognateMneMgeneMareMrelievedMbyMaMbipartiteM
downstreamMregulatoryMelementcMPlanthJournalaM1996aMoaMhgkbho 6.9 15

18 TheMheatMshockMcognateMneMgeneMofMtomatoMisMflankedMbyMmatrixMattachmentMregionscMPlanth
MolecularhBiologyaM1996aMhgaMokobln 4.6 27

17 ImpactMofMplantMgeneticMengineeringMonMfoodsMandMnutritioncMAnnualhReviewhofhNutritionaM1993aMfhaMfofbgfk9.9 13

16 zevelopmentalMexpressionMofMtomatoMheatbshockMcognateMproteinMnecMPlanthPhysiologyaM1992aMfeeaMnefbff6.6 58

15 wrrestMofMembryoMdevelopmentMinMxrassicaMnapusMmediatedMbyMmodifiedMPseudomonasMaeruginosaM
exotoxinMwcMPlanthMolecularhBiologyaM1992aMfnaMgimbkn 4.6 27

14 TargetingMofMTmMRNwMpolymeraseMtoMtobaccoMnucleiMmediatedMbyManMSVieMnuclearMlocationMsignalcM
PlanthMolecularhBiologyaM1991aMfmaMggobhi 4.6 37

13 NovelMandMusefulMpropertiesMofMaMchimericMplantMpromoterMcombiningMyaMVMhkSMandMMwSMelementscM
PlanthMolecularhBiologyaM1990aMfkaMhmhbnf 4.6 155

12 zevelopmentMofMGlyphosatebTolerantMPopulusMPlantsMthroughM‘xpressionMofMaMMutantMarowMGeneM
fromMSalmonellaMTyphimuriumM1988aMgihbgio 10

(1988-2000)

9



11 ‘fficientMTransferMofMaMGlyphosateMToleranceMGeneMintoMTomatoMUsingMaMxinaryMwgrobacteriumM
TumefaciensMVectorcMNaturehBiotechnologyaM1987aMkaMmglbmhe 44.5 258

10 wgrobacteriumMmediatedMtransformationMandMregenerationMofMPopuluscMMolecularhGeneticshandh
GenomicsaM1987aMgelaMfogbfoo 238

9 ‘XPR‘SSIONMINMPLwNTSMO’MwMxwyT‘RIwLMG‘N‘MyOzINGM’ORMGLYPHOSwT‘MR‘SISTwNy‘M1985aMhgobhhn

8 ImpactMofMgeneticMengineeringMonMcropMprotectioncMCrophProtectionaM1984aMhaMhoobien 2.7 5

7 wMnewMtechniqueMforMgeneticMengineeringMofMwgrobacteriumMTiMplasmidcMPlasmidaM1983aMfeaMgfbhe 3.3 67

6 UnequalMcontributionMofMtwoMparalogousMcentromericMhistonesMtoMfunctionMtheMcowpeaMcentromere 3

5 RareMinstancesMofMhaploidMinducerMzNwMinMpotatoMdihaploidsMandMploidybdependentMgenomeMinstability 1

4 WidespreadMgenomeMinstabilityMinMSolanumMtuberosumMplantsMregeneratedMfromMprotoplasts 1

3 TranslocationMandMduplicationMfromMyRISPRbyasoMeditingMinMwrabidopsisMthaliana 4

2 LzbyNVpMrapidMandMsimpleMdiscoveryMofMchromosomalMtranslocationsMusingMlinkageMdisequilibriumM
betweenMcopyMnumberMvariableMloci 1

1 xiasedMremovalMandMloadingMofMcentromericMhistoneMHhMduringMreproductionMunderliesMuniparentalM
genomeMelimination 1
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