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26 tioinformaticIdataIprocessingIpipelinesIinIsupportIofInextWgenerationIsequencingWbasedIzIVIdrugI
resistanceItestinglItheIWinnipegIuonsensusZIJournalnofnthenInternationalnAIDSnSocietyVI2018VIdcVIedgcke 5.4 24
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ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaVI2018VIccgVIwjkgjWwjkhi11.5 23

24 RelativeIeffectsIofIantiretroviralItherapyIandIharmIreductionIinitiativesIonIzIVIincidenceIinItritishI
uolumbiaVIuanadaVIckkhWdbcelIaImodellingIstudyZILancetnHIV,theVI2017VIfVIeebeWeecb 7.8 24

23 SociodemographicIcorrelatesIofIzIVIdrugIresistanceIandIaccessItoIdrugIresistanceItestingIinItritishI
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22 LongitudinalIstudyIofIsurrogateIagingImeasuresIduringIhumanIimmunodeficiencyIvirusI
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21 PopulationWLevelIImmuneWMediatedIsdaptationIinIzIVWcIPolymeraseIduringItheINorthIsmericanI
wpidemicZIJournalnofnVirologyVI2016VIkbVIcdffWgj 6.6 9
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IncreasedIPrevalenceIofIuontrolledIViremiaIandIvecreasedIRatesIofIzIVIvrugIResistanceIsmongI
zIVWPositiveIPeopleIWhoIUseIIllicitIvrugsIvuringIaIuommunityWwideITreatmentWasWPreventionI
InitiativeZIClinicalnInfectiousnDiseasesVI2016VIhdVIhfbWi
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19 TheIspreadIofIhepatitisIuIvirusIgenotypeIcaIinINorthIsmericalIaIretrospectiveIphylogeneticIstudyZI
LancetnInfectiousnDiseases,nTheVI2016VIchVIhkjWibd 25.5 35

18 TransmissionIofIhepatitisIuIvirusIinfectionIamongIyoungerIandIolderIpeopleIwhoIinjectIdrugsIinI
VancouverVIuanadaZIJournalnofnHepatologyVI2016VIhfVIcdfiWgg 13.4 18

17 NearIrealWtimeImonitoringIofIzIVItransmissionIhotspotsIfromIroutineIzIVIgenotypinglIanI
implementationIcaseIstudyZILancetnHIV,theVI2016VIeVIedecWj 7.8 122

16
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15 ylobalIoriginIandItransmissionIofIhepatitisIuIvirusInonstructuralIproteinIeIQjbKIpolymorphismZI
JournalnofnInfectiousnDiseasesVI2015VIdccVIcdjjWkg 7 42

14 uohortIProfilelIzssRTIObservationalIMedicalIwvaluationIandIResearchIRzOMwRSIcohortZI
InternationalnJournalnofnEpidemiologyVI2015VIffVIgjWhi 7.8 27
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zIVWcWinfectedIpatientsZIAntimicrobialnAgentsnandnChemotherapyVI2014VIgjVIegjgWkj 5.9 78
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warlyIinitiationIofIcombinationIantiretroviralItherapyIinIzIVWcWinfectedInewbornsIcanIachieveI
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ClinicalnInfectiousnDiseasesVI2014VIgkVIcbcdWk
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11 LveepLIsequencingIaccuracyIandIreproducibilityIusingIRocheafgfItechnologyIforIinferringI
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10 yWsTuzlIaIwebIplatformIforIautomatedIgeneIassociationIdiscoveryIanalysisZIGigaScienceVI2014VIeVIcj 7.6 2

9 yenotypicIandIfunctionalIimpactIofIzIVWcIadaptationItoIitsIhostIpopulationIduringItheINorthI
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8 TheoreticalIandIexperimentalIassessmentIofIdegenerateIprimerItaggingIinIultraWdeepIapplicationsI
ofInextWgenerationIsequencingZINucleicnAcidsnResearchVI2014VIfdVIekj 20.1 27

7 TemporalItrendsIinItheIdiscontinuationIofIfirstWlineIantiretroviralItherapyZIJournalnofnAntimicrobialn
ChemotherapyVI2014VIhkVIddbdWk 5.1 19

6
wxpansionIofIzssRTIcoverageIisIassociatedIwithIsustainedIdecreasesIinIzIVasIvSImorbidityVI
mortalityIandIzIVItransmissionlItheILzIVITreatmentIasIPreventionLIexperienceIinIaIuanadianI
settingZIPLoSnONEVI2014VIkVIejijid
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5 tloodImitochondrialIvNsImutationsIinIzIVWinfectedIwomenIandItheirIinfantsIexposedItoIzssRTI
duringIpregnancyZIAidsVI2012VIdhVIhigWje 3.5 15

4 PredictingIzIVIuoreceptorIUsageIonItheItasisIofIyeneticIandIulinicalIuovariatesZIAntiviralnTherapyVI
2007VIcdVIcbkiWccbh 1.6 88

3 zIVWcIdrugIresistancelIdegreeIofIunderestimationIbyIaIcrossWsectionalIversusIaIlongitudinalItestingI
approachZIJournalnofnInfectiousnDiseasesVI2005VIckcVIcedgWeb 7 38

2 PredictorsIofIzIVIdrugWresistanceImutationsIinIaIlargeIantiretroviralWnaiveIcohortIinitiatingItripleI
antiretroviralItherapyZIJournalnofnInfectiousnDiseasesVI2005VIckcVIeekWfi 7 349

1 PrevalenceIandIclinicalIimplicationsIofIinsertionsIinItheIzIVWcIphyagINWterminalIregionIinIdrugWnaiveI
individualsIinitiatingIantiretroviralItherapyZIAntiviralnTherapyVI2003VIjVIkcWkh 1.6 12
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