
P Richard Harrigan

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/author-pdf/8440844/p-richard-harrigan-publications-by-citations.pdf

Version:k2024-04-19k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistykvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalykandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

43
papers

1,577
citations

20
h-index

39
g-index

47
ext. papers

1,892
ext. citations

6.4
avg, IF

3.98
L-index



n Paper IF Citations

43 PredictorsIofIzIVIdrugWresistanceImutationsIinIaIlargeIantiretroviralWnaiveIcohortIinitiatingItripleI
antiretroviralItherapyZIJournalnofnInfectiousnDiseasesVI2005VIckcVIeekWfi 7 349

42
wxpansionIofIzssRTIcoverageIisIassociatedIwithIsustainedIdecreasesIinIzIVasIvSImorbidityVI
mortalityIandIzIVItransmissionlItheILzIVITreatmentIasIPreventionLIexperienceIinIaIuanadianI
settingZIPLoSnONEVI2014VIkVIejijid

3.7 226

41 NearIrealWtimeImonitoringIofIzIVItransmissionIhotspotsIfromIroutineIzIVIgenotypinglIanI
implementationIcaseIstudyZILancetnHIV,theVI2016VIeVIedecWj 7.8 122

40 PredictingIzIVIuoreceptorIUsageIonItheItasisIofIyeneticIandIulinicalIuovariatesZIAntiviralnTherapyVI
2007VIcdVIcbkiWccbh 1.6 88

39 SignificanceIandIclinicalImanagementIofIpersistentIlowWlevelIviremiaIandIveryWlowWlevelIviremiaIinI
zIVWcWinfectedIpatientsZIAntimicrobialnAgentsnandnChemotherapyVI2014VIgjVIegjgWkj 5.9 78

38
TheIimpactIofIclinicalVIdemographicIandIriskIfactorsIonIratesIofIzIVItransmissionlIaI
populationWbasedIphylogeneticIanalysisIinItritishIuolumbiaVIuanadaZIJournalnofnInfectiousnDiseasesVI
2015VIdccVIkdhWeg

7 73

37
warlyIinitiationIofIcombinationIantiretroviralItherapyIinIzIVWcWinfectedInewbornsIcanIachieveI
sustainedIvirologicIsuppressionIwithIlowIfrequencyIofIuvfUITIcellsIcarryingIzIVIinIperipheralIbloodZI
ClinicalnInfectiousnDiseasesVI2014VIgkVIcbcdWk

11.6 66

36 ylobalIoriginIandItransmissionIofIhepatitisIuIvirusInonstructuralIproteinIeIQjbKIpolymorphismZI
JournalnofnInfectiousnDiseasesVI2015VIdccVIcdjjWkg 7 42

35 sIsystematicIreviewIofItheIgeneticImechanismsIofIdolutegravirIresistanceZIJournalnofnAntimicrobialn
ChemotherapyVI2019VIifVIecegWecfk 5.1 41

34 zIVWcIdrugIresistancelIdegreeIofIunderestimationIbyIaIcrossWsectionalIversusIaIlongitudinalItestingI
approachZIJournalnofnInfectiousnDiseasesVI2005VIckcVIcedgWeb 7 38

33 TheIspreadIofIhepatitisIuIvirusIgenotypeIcaIinINorthIsmericalIaIretrospectiveIphylogeneticIstudyZI
LancetnInfectiousnDiseases,nTheVI2016VIchVIhkjWibd 25.5 35

32 yenotypicIandIfunctionalIimpactIofIzIVWcIadaptationItoIitsIhostIpopulationIduringItheINorthI
smericanIepidemicZIPLoSnGeneticsVI2014VIcbVIecbbfdkg 6 34

31
IncreasedIPrevalenceIofIuontrolledIViremiaIandIvecreasedIRatesIofIzIVIvrugIResistanceIsmongI
zIVWPositiveIPeopleIWhoIUseIIllicitIvrugsIvuringIaIuommunityWwideITreatmentWasWPreventionI
InitiativeZIClinicalnInfectiousnDiseasesVI2016VIhdVIhfbWi

11.6 30

30 uohortIProfilelIzssRTIObservationalIMedicalIwvaluationIandIResearchIRzOMwRSIcohortZI
InternationalnJournalnofnEpidemiologyVI2015VIffVIgjWhi 7.8 27

29 TheoreticalIandIexperimentalIassessmentIofIdegenerateIprimerItaggingIinIultraWdeepIapplicationsI
ofInextWgenerationIsequencingZINucleicnAcidsnResearchVI2014VIfdVIekj 20.1 27

28 RelativeIeffectsIofIantiretroviralItherapyIandIharmIreductionIinitiativesIonIzIVIincidenceIinItritishI
uolumbiaVIuanadaVIckkhWdbcelIaImodellingIstudyZILancetnHIV,theVI2017VIfVIeebeWeecb 7.8 24

27 tioinformaticIdataIprocessingIpipelinesIinIsupportIofInextWgenerationIsequencingWbasedIzIVIdrugI
resistanceItestinglItheIWinnipegIuonsensusZIJournalnofnthenInternationalnAIDSnSocietyVI2018VIdcVIedgcke 5.4 24

P Richard Harrigan

2



26 PhylogeneticIapproachItoIrecoverIintegrationIdatesIofIlatentIzIVIsequencesIwithinWhostZI
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaVI2018VIccgVIwjkgjWwjkhi11.5 23

25 LongitudinalIstudyIofIsurrogateIagingImeasuresIduringIhumanIimmunodeficiencyIvirusI
seroconversionZIAgingVI2017VIkVIhjiWibg 5.6 22

24 PerformanceIcomparisonIofInextIgenerationIsequencingIanalysisIpipelinesIforIzIVWcIdrugI
resistanceItestingZIScientificnReportsVI2020VIcbVIchef 4.9 21

23 TemporalItrendsIinItheIdiscontinuationIofIfirstWlineIantiretroviralItherapyZIJournalnofnAntimicrobialn
ChemotherapyVI2014VIhkVIddbdWk 5.1 19

22 TransmissionIofIhepatitisIuIvirusIinfectionIamongIyoungerIandIolderIpeopleIwhoIinjectIdrugsIinI
VancouverVIuanadaZIJournalnofnHepatologyVI2016VIhfVIcdfiWgg 13.4 18

21 IntegraseIstrandItransferIinhibitorIRINSTISWresistanceImutationsIforItheIsurveillanceIofItransmittedI
zIVWcIdrugIresistanceZIJournalnofnAntimicrobialnChemotherapyVI2020VIigVIcibWcjd 5.1 17

20 MitochondrialIvNsIsomaticImutationIburdenIandIheteroplasmyIareIassociatedIwithIchronologicalI
ageVIsmokingVIandIzIVIinfectionZIAgingnCellVI2019VIcjVIecebcj 9.9 16

19 tloodImitochondrialIvNsImutationsIinIzIVWinfectedIwomenIandItheirIinfantsIexposedItoIzssRTI
duringIpregnancyZIAidsVI2012VIdhVIhigWje 3.5 15

18 PrevalenceIandIclinicalIimplicationsIofIinsertionsIinItheIzIVWcIphyagINWterminalIregionIinIdrugWnaiveI
individualsIinitiatingIantiretroviralItherapyZIAntiviralnTherapyVI2003VIjVIkcWkh 1.6 12

17 yenotypicIandIMechanisticIuharacterizationIofISubtypeWSpecificIzIVIsdaptationItoIzostIuellularI
ImmunityZIJournalnofnVirologyVI2019VIkeVI 6.6 11

16 MultiWLaboratoryIuomparisonIofINextWyenerationItoISangerWtasedISequencingIforIzIVWcIvrugI
ResistanceIyenotypingZIVirusesVI2020VIcdVI 6.2 10

15 PopulationWLevelIImmuneWMediatedIsdaptationIinIzIVWcIPolymeraseIduringItheINorthIsmericanI
wpidemicZIJournalnofnVirologyVI2016VIkbVIcdffWgj 6.6 9

14 LveepLIsequencingIaccuracyIandIreproducibilityIusingIRocheafgfItechnologyIforIinferringI
coWreceptorIusageIinIzIVWcZIPLoSnONEVI2014VIkVIekkgbj 3.7 9

13 IncreasingIPrevalenceIofIzIVIPretreatmentIvrugIResistanceIinIWomenItutINotIMenIinIRuralI
UgandaIvuringIdbbgWdbceZIAIDSnPatientnCarenandnSTDsVI2018VIedVIdgiWdhf 5.8 8

12 sreIWeIReadyIforINySIzIVIvrugIResistanceITestingqITheISecondILWinnipegIuonsensusLI
SymposiumZIVirusesVI2020VIcdVI 6.2 6

11
ImprovingItheIclinicalIrelevanceIofIaImouseIpregnancyImodelIofIantiretroviralItoxicitymIaI
pharmacokineticIdosingWoptimizationIstudyIofIcurrentIzIVIantiretroviralIregimensZIAntiviraln
ResearchVI2018VIcgkVIfgWgf

10.8 6

10
PrevalenceIofIzumanIImmunodeficiencyIVirusWcIIntegraseIStrandITransferIInhibitorIResistanceIinI
tritishIuolumbiaVIuanadaItetweenIdbbkIandIdbchlIsILongitudinalIsnalysisZIOpennForumnInfectiousn
DiseasesVI2019VIhVIofzbhb

1 5

9 sIsystematicVIdeepIsequencingWbasedImethodologyIforIidentificationIofImixedWgenotypeIhepatitisI
uIvirusIinfectionsZIInfection,nGeneticsnandnEvolutionVI2019VIhkVIihWjf 4.5 5

(2019-2018)

3



8 SociodemographicIcorrelatesIofIzIVIdrugIresistanceIandIaccessItoIdrugIresistanceItestingIinItritishI
uolumbiaVIuanadaZIPLoSnONEVI2017VIcdVIebcjfjfj 3.7 4

7 QualityIuontrolIofINextWyenerationISequencingWtasedIzIVWcIvrugIResistanceIvataIinIulinicalI
LaboratoryIInformationISystemsIxrameworkZIVirusesVI2020VIcdVI 6.2 2

6 yWsTuzlIaIwebIplatformIforIautomatedIgeneIassociationIdiscoveryIanalysisZIGigaScienceVI2014VIeVIcj 7.6 2

5 zIVWcIphylodynamicIanalysisIamongIpeopleIwhoIinjectIdrugsIinIPakistanIcorrelatesIwithItrendsIinI
illicitIopioidItradeZIPLoSnONEVI2020VIcgVIebdeighb 3.7 2

4
viscordanceIbetweenIwtravirineIPhenotypeIandIyenotypeWtasedIPredictedIPhenotypeIforISubtypeI
uIzIVWcIfromIxirstWLineIsntiretroviralITherapyIxailuresIinISouthIsfricaZIAntimicrobialnAgentsnandn
ChemotherapyVI2020VIhfVI

5.9 1

3 IntraWhostIevolutionaryIdynamicsIofItheIhepatitisIuIvirusIamongIpeopleIwhoIinjectIdrugsZIScientificn
ReportsVI2021VIccVIkkjh 4.9 1

2 PhylogeneticIsurveillanceIofItravelWrelatedIZikaIvirusIinfectionsIthroughIwholeWgenomeIsequencingI
methodsZIScientificnReportsVI2019VIkVIchfee 4.9 1

1 TenofovirIandIemtricitabineIresistanceIamongIantiretroviralWnaiveIpatientsIinItheIuanadianI
ObservationalIuohortIuollaborationlIimplicationsIforIPrwPZIAntiviralnTherapyVI2019VIdfVIdccWddb 1.6 0

P Richard Harrigan

4


