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ARTICLE

Boosting MS1-only Proteomics with Machine Learning Allows 2000 Protein Identifications in

Single-Shot Human Proteome Analysis Using 5 min HPLC Gradient. Journal of Proteome Research, 2021,
20, 1864-1873.

Biosaur: An opena€source Python software for liquid chromatographya€“mass spectrometry peptide
feature detection with ion mobility support. Rapid Communications in Mass Spectrometry, 2021, ,
€9045.
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