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93 HistoneOmodificationsOatOhumanOenhancersOreflectOglobalOcelletypeespecificOgeneOexpressionfONaturedO
2009dOlmqdOihpeij 50.4 1832

92 DiscreteOsmallORNyegeneratingOlociOasOmasterOregulatorsOofOtransposonOactivityOinODrosophilafOCelldO
2007dOijpdOihpqeihk 56.2 1802

91 PrinciplesOofOmicroRNyetargetOrecognitionfOPLoSnBiologydO2005dOkdOepm 9.7 1746

90 bantamOencodesOaOdevelopmentallyOregulatedOmicroRNyOthatOcontrolsOcellOproliferationOandO
regulatesOtheOproapoptoticOgeneOhidOinODrosophilafOCelldO2003dOiikdOjmekn 56.2 1696

89 EvolutionOofOgenesOandOgenomesOonOtheODrosophilaOphylogenyfONaturedO2007dOlmhdOjhkeip 50.4 1586

88 ynimalOMicroRNysOconferOrobustnessOtoOgeneOexpressionOandOhaveOaOsignificantOimpactOonOkVUTRO
evolutionfOCelldO2005dOijkdOiikkeln 56.2 890

87 TranscriptionalOenhancersrOfromOpropertiesOtoOgenomeewideOpredictionsfONaturenReviewsnGeneticsdO
2014dOimdOjojepn 30.1 820

86 yOhigheresolutionOmapOofOhumanOevolutionaryOconstraintOusingOjqOmammalsfONaturedO2011dOlopdOlonepj 50.4 802

85 mRNyOdegradationObyOmiRNysOandOGWipjOrequiresObothOCCRlrNOTOdeadenylaseOandODCPirDCPjO
decappingOcomplexesfOGenesnandnDevelopmentdO2006dOjhdOippmeqp 12.6 720

84 SpecializedOpiRNyOpathwaysOactOinOgermlineOandOsomaticOtissuesOofOtheODrosophilaOovaryfOCelldO2009dO
ikodOmjjekm 56.2 627

83 GenomeewideOquantitativeOenhancerOactivityOmapsOidentifiedObyOSTyRReseqfOSciencedO2013dOkkqdOiholeo 33.3 603

82 IdentificationOofODrosophilaOMicroRNyOtargetsfOPLoSnBiologydO2003dOidOEnh 9.7 591

81 RNyOpolymeraseOstallingOatOdevelopmentalOcontrolOgenesOinOtheODrosophilaOmelanogasterOembryofO
NaturenGeneticsdO2007dOkqdOimijen 36.3 589

80 ynOepigeneticOroleOforOmaternallyOinheritedOpiRNysOinOtransposonOsilencingfOSciencedO2008dOkjjdOikpoeqj 33.3 574

79 GenomeOanalysisOofOtheOplatypusOrevealsOuniqueOsignaturesOofOevolutionfONaturedO2008dOlmkdOiomepk 50.4 545

78 ynOendogenousOsmallOinterferingORNyOpathwayOinODrosophilafONaturedO2008dOlmkdOoqpephj 50.4 542

77 DiscoveryOofOfunctionalOelementsOinOijODrosophilaOgenomesOusingOevolutionaryOsignaturesfONaturedO
2007dOlmhdOjiqekj 50.4 506
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76 EvolutiondObiogenesisdOexpressiondOandOtargetOpredictionsOofOaOsubstantiallyOexpandedOsetOofO
DrosophilaOmicroRNysfOGenomenResearchdO2007dOiodOipmhenl 9.7 462

75 ciseregulatoryOrequirementsOforOtissueespecificOprogramsOofOtheOcircadianOclockfOCurrentnBiologydO
2014dOjldOieih 6.3 329

74 TranscriptionalOplasticityOpromotesOprimaryOandOacquiredOresistanceOtoOzETOinhibitionfONaturedO2015dO
mjmdOmlkemlo 50.4 327

73 GenomeescaleOfunctionalOcharacterizationOofODrosophilaOdevelopmentalOenhancersOinOvivofONaturedO
2014dOmijdOqiem 50.4 290

72 TheOrelationshipObetweenOsequenceOandOinteractionOdivergenceOinOproteinsfOJournalnofnMolecularn
BiologydO2003dOkkjdOqpqeqp 6.5 264

71 EnhancerecoreepromoterOspecificityOseparatesOdevelopmentalOandOhousekeepingOgeneOregulationfO
NaturedO2015dOmipdOmmneq 50.4 257

70 SystematicOdiscoveryOofOnewOrecognitionOpeptidesOmediatingOproteinOinteractionOnetworksfOPLoSn
BiologydO2005dOkdOelhm 9.7 257

69 WholeegenomeOChIPechipOanalysisOofODorsaldOTwistdOandOSnailOsuggestsOintegrationOofOdiverseO
patterningOprocessesOinOtheODrosophilaOembryofOGenesnandnDevelopmentdO2007dOjidOkpmeqh 12.6 232

68 TheOTDRDqeMIWIjOcomplexOisOessentialOforOpiRNyemediatedOretrotransposonOsilencingOinOtheOmouseO
maleOgermlinefODevelopmentalnCelldO2009dOiodOoomepo 10.2 230

67 EukaryoticOcoreOpromotersOandOtheOfunctionalObasisOofOtranscriptionOinitiationfONaturenReviewsn
MolecularnCellnBiologydO2018dOiqdOnjienko 48.7 218

66 LossOofOtheOMilieinteractingOTudorOdomainecontainingOproteineiOactivatesOtransposonsOandOaltersOtheO
MilieassociatedOsmallORNyOprofilefONaturenStructuralnandnMolecularnBiologydO2009dOindOnkqeln 17.6 212

65 TemporalOreciprocityOofOmiRNysOandOtheirOtargetsOduringOtheOmaternaletoezygoticOtransitionOinO
DrosophilafOCurrentnBiologydO2008dOipdOmhien 6.3 200

64 SystematicOgeneticOanalysisOofOmuscleOmorphogenesisOandOfunctionOinODrosophilafONaturedO2010dO
lnldOjpoeqi 50.4 196

63 TheOTasmanianOdevilOtranscriptomeOrevealsOSchwannOcellOoriginsOofOaOclonallyOtransmissibleOcancerfO
SciencedO2010dOkjodOpleo 33.3 188

62 yOsingleOHoxOlocusOinODrosophilaOproducesOfunctionalOmicroRNysOfromOoppositeODNyOstrandsfOGenesn
andnDevelopmentdO2008dOjjdOpeik 12.6 188

61 ForwardOandOreverseOgeneticsOthroughOderivationOofOhaploidOmouseOembryonicOstemOcellsfOCellnStemn
CelldO2011dOqdOmnkeol 18 180

60
MouseOMOVihLiOassociatesOwithOPiwiOproteinsOandOisOanOessentialOcomponentOofOtheO
PiwieinteractingORNyOWpiRNyaOpathwayfOProceedingsnofnthenNationalnAcademynofnSciencesnofnthen
UnitednStatesnofnAmericadO2010dOihodOiiplien

11.5 163

59 SystematicOdiscoveryOandOcharacterizationOofOflyOmicroRNysOusingOijODrosophilaOgenomesfOGenomen
ResearchdO2007dOiodOipnmeoq 9.7 158
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58 CombinatorialOfunctionOofOtranscriptionOfactorsOandOcofactorsfOCurrentnOpinionninnGeneticsnandn
DevelopmentdO2017dOlkdOokepi 4.9 148

57 DiverseOendonucleolyticOcleavageOsitesOinOtheOmammalianOtranscriptomeOdependOuponOmicroRNysdO
DroshadOandOadditionalOnucleasesfOMolecularnCelldO2010dOkpdOopiep 17.6 144

56 yOsystematicOanalysisOofODrosophilaOTUDOROdomainecontainingOproteinsOidentifiesOVretenoOandOtheO
TdrdijOfamilyOasOessentialOprimaryOpiRNyOpathwayOfactorsfOEMBOnJournaldO2011dOkhdOkqooeqk 13 140

55 yOmodelOforOstatisticalOsignificanceOofOlocalOsimilaritiesOinOstructurefOJournalnofnMolecularnBiologydO
2003dOkjndOikhoein 6.5 139

54 ynnotationOinOthreeOdimensionsfOPINTSrOPatternsOinONonehomologousOTertiaryOStructuresfONucleicn
AcidsnResearchdO2003dOkidOkkliel 20.1 130

53 ReliableOpredictionOofOregulatorOtargetsOusingOijODrosophilaOgenomesfOGenomenResearchdO2007dOiodOiqiqeki9.7 123

52 TheOmitochondrialOpermeabilityOtransitionOaugmentsOFaseinducedOapoptosisOinOmouseOhepatocytesfO
JournalnofnBiologicalnChemistrydO2000dOjomdOiipilejk 5.4 121

51 GenomeewideOanalysisOofOmRNysOregulatedObyODroshaOandOyrgonauteOproteinsOinODrosophilaO
melanogasterfOMolecularnandnCellularnBiologydO2006dOjndOjqnmeom 4.8 119

50 yccurateOpredictionOofOpeptideObindingOsitesOonOproteinOsurfacesfOPLoSnComputationalnBiologydO2009dO
mdOeihhhkkm 5 116

49 HOTOregionsOfunctionOasOpatternedOdevelopmentalOenhancersOandOhaveOaOdistinctOciseregulatoryO
signaturefOGenesnandnDevelopmentdO2012dOjndOqhpeik 12.6 110

48 TranscriptionalOregulatorsOformOdiverseOgroupsOwithOcontextedependentOregulatoryOfunctionsfO
NaturedO2015dOmjpdOiloemi 50.4 109

47 yOdynamicOstructuralOmodelOforOestrogenOreceptorealphaOactivationObyOligandsdOemphasizingOtheOroleO
ofOinteractionsObetweenOdistantOyOandOEOdomainsfOMolecularnCelldO2002dOihdOihiqekj 17.6 105

46 QuantitativeOgenomeewideOenhancerOactivityOmapsOforOfiveODrosophilaOspeciesOshowOfunctionalO
enhancerOconservationOandOturnoverOduringOciseregulatoryOevolutionfONaturenGeneticsdO2014dOlndOnpmeqj 36.3 104

45 yssessingOsufficiencyOandOnecessityOofOenhancerOactivitiesOforOgeneOexpressionOandOtheOmechanismsO
ofOtranscriptionOactivationfOGenesnandnDevelopmentdO2018dOkjdOjhjejjk 12.6 103

44 HighOconservationOofOtranscriptionOfactorObindingOandOevidenceOforOcombinatorialOregulationOacrossO
sixODrosophilaOspeciesfONaturenGeneticsdO2011dOlkdOlilejh 36.3 102

43 NeuralespecificOelongationOofOkVOUTRsOduringODrosophilaOdevelopmentfOProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericadO2011dOihpdOimpnleq 11.5 99

42 PredictionsOwithoutOtemplatesrOnewOfoldsdOsecondaryOstructuredOandOcontactsOinOCySPmfOProteins:n
Structure,nFunctionnandnBioinformaticsdO2003dOmkOSupplOndOlknemn 4.2 94

41 DissectionOofOthousandsOofOcellOtypeespecificOenhancersOidentifiesOdinucleotideOrepeatOmotifsOasO
generalOenhancerOfeaturesfOGenomenResearchdO2014dOjldOiiloemn 9.7 93

Alexander Stark

4



40 CoherentObutOoverlappingOexpressionOofOmicroRNysOandOtheirOtargetsOduringOvertebrateO
developmentfOGenesnandnDevelopmentdO2009dOjkdOlnnepi 12.6 89

39 yOcomputationalOpipelineOforOcomparativeOChIPeseqOanalysesfONaturenProtocolsdO2011dOodOlmeni 18.8 88

38 RegulatoryOEnhancereCoreePromoterOCommunicationOviaOTranscriptionOFactorsOandOCofactorsfO
TrendsninnGeneticsdO2016dOkjdOphiepil 8.5 86

37 HormoneeresponsiveOenhancereactivityOmapsOrevealOpredictiveOmotifsdOindirectOrepressiondOandO
targetingOofOclosedOchromatinfOMolecularnCelldO2014dOmldOipheiqj 17.6 86

36 DecipheringOtheOtranscriptionalOciseregulatoryOcodefOTrendsninnGeneticsdO2013dOjqdOiiejj 8.5 83

35 UncoveringOciseregulatoryOsequenceOrequirementsOforOcontextespecificOtranscriptionOfactorObindingfO
GenomenResearchdO2012dOjjdOjhipekh 9.7 78

34 DenoisingOfeedbackOloopsObyOthresholdingeeaOnewOroleOforOmicroRNysfOGenesnandnDevelopmentdO
2006dOjhdOjonqeoj 12.6 78

33 ResolvingOsystematicOerrorsOinOwidelyOusedOenhancerOactivityOassaysOinOhumanOcellsfONaturenMethodsdO
2018dOimdOilieilq 21.6 73

32 ComparativeOgenomicsOofOgeneOregulationeconservationOandOdivergenceOofOciseregulatoryO
informationfOCurrentnOpinionninnGeneticsnandnDevelopmentdO2009dOiqdOmnmeoh 4.9 70

31 yOhistoneOdeacetylaseOadjustsOtranscriptionOkineticsOatOcodingOsequencesOduringOCandidaOalbicansO
morphogenesisfOPLoSnGeneticsdO2012dOpdOeihhkiip 6 67

30 yOconservedOroleOforOSnailOasOaOpotentiatorOofOactiveOtranscriptionfOGenesnandnDevelopmentdO2014dOjpdOinoepi12.6 57

29 TranscriptionalOcofactorsOdisplayOspecificityOforOdistinctOtypesOofOcoreOpromotersfONaturedO2019dOmohdOijjeijn50.4 48

28 IdentificationOofOtranscriptionOfactorObindingOsitesOfromOChIPeseqOdataOatOhighOresolutionfO
BioinformaticsdO2013dOjqdOjohmeik 7.2 45

27 GenomeewideOassessmentOofOsequenceeintrinsicOenhancerOresponsivenessOatOsingleebaseepairO
resolutionfONaturenBiotechnologydO2017dOkmdOikneill 44.5 44

26 yOreversibleOhaploidOmouseOembryonicOstemOcellObiobankOresourceOforOfunctionalOgenomicsfONaturedO
2017dOmmhdOiileiip 50.4 42

25 TheORNyebindingOproteinOyrrestOWzrunoaOregulatesOalternativeOsplicingOtoOenableOmyofibrilO
maturationOinODrosophilaOflightOmusclefOEMBOnReportsdO2015dOindOiopeqi 6.5 39

24 FindingOfunctionalOsitesOinOstructuralOgenomicsOproteinsfOStructuredO2004dOijdOilhmeij 5.2 39

23 CrystalOstructureOofOanOarchaealOclassOIOaldolaseOandOtheOevolutionOofOWbetaalphaapObarrelOproteinsfO
JournalnofnBiologicalnChemistrydO2003dOjopdOlojmkenh 5.4 39
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22 DevelopmentalOgeneOregulationOinOtheOeraOofOgenomicsfODevelopmentalnBiologydO2010dOkkqdOjkheq 3.1 35

21 ConservationOofOsmallORNyOpathwaysOinOplatypusfOGenomenResearchdO2008dOipdOqqmeihhl 9.7 34

20 NotOmiRelyOmuscularrOmicroRNysOandOmuscleOdevelopmentfOGenesnandnDevelopmentdO2005dOiqdOjjniel 12.6 30

19 ProbingOtheOcanonicityOofOtheOWntgWinglessOsignalingOpathwayfOPLoSnGeneticsdO2017dOikdOeihhnohh 6 29

18 RNyebindingOprofilesOofOCPEzOproteinsOOrbOandOOrbjfOProceedingsnofnthenNationalnAcademynofn
SciencesnofnthenUnitednStatesnofnAmericadO2016dOiikdOEohkheEohkp 11.5 25

17 yOhighethroughputOmethodOtoOidentifyOtranseactivationOdomainsOwithinOtranscriptionOfactorO
sequencesfOEMBOnJournaldO2018dOkodO 13 22

16 MultiplexedOdetectionOofOSyRSeCoVejOandOotherOrespiratoryOinfectionsOinOhighOthroughputObyO
SyRSeqfONaturenCommunicationsdO2021dOijdOkikj 17.4 11

15 PromotingOtranscriptionOoverOlongOdistancesfONaturenGeneticsdO2017dOlqdOqojeqok 36.3 10

14 GeneORegulationrOyctivationOthroughOSpacefOCurrentnBiologydO2016dOjndORpqmeRpqp 6.3 10

13 STyRReseqOandOUMIeSTyRReseqrOyssessingOEnhancerOyctivitiesOforOGenomeeWideedOHighedOandO
LoweComplexityOCandidateOLibrariesfOCurrentnProtocolsninnMolecularnBiologydO2019dOijpdOeihm 2.9 7

12
GenomeeWideOUltrabithoraxOzindingOynalysisORevealsOHighlyOTargetedOGenomicOLociOatO
DevelopmentalORegulatorsOandOaOPotentialOConnectionOtoOPolycombeMediatedORegulationfOPLoSn
ONEdO2016dOiidOehiniqqo

3.7 7

11 InsightsOintoOgeneOregulationrOFromOregulatoryOgenomicOelementsOtoODNyeproteinOandO
proteineproteinOinteractionsfOCurrentnOpinionninnCellnBiologydO2021dOohdOmpenn 9 6

10 DrosophilaOEmbryoOStageOynnotationOUsingOLabelOPropagationO2013dO 5

9 SyRSeqdOaOrobustOandOhighlyOmultiplexedONGSOassayOforOparallelOdetectionOofOSyRSeCoVjOandOotherO
respiratoryOinfections 3

8 GenomicsrOHidingOinOplainOsightfONaturedO2014dOmijdOkolem 50.4 2

7 LearningOtheOtranscriptionalOregulatoryOcodefOMolecularnSystemsnBiologydO2009dOmdOkjq 12.2 2

6 HighethroughputOMutationalOSurveillanceOofOtheOSyRSeCoVejOSpikeOGene 2

5 DeepSTyRROpredictsOenhancerOactivityOfromODNyOsequenceOandOenablesOtheOdeOnovoOdesignOofOenhancers 1
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4 PHFkOregulatesOneuronalOgeneOexpressionOthroughOtheOPolOIIOCTDOreaderOdomainOSPOCfONaturen
CommunicationsdO2021dOijdOnhop 17.4 1

3 ResolvingOsystematicOerrorsOinOwidelyeusedOenhancerOactivityOassaysOinOhumanOcellsOenablesO
genomeewideOfunctionalOenhancerOcharacterization 1

2 ProteomeescaleOidentificationOofOtranscriptionalOactivatorsOinOhumanOcellsffOMolecularnCelldO2022dOpjdOlqoelqq17.6 0

1 CoordinatingOtheOhumanOlooksfOCelldO2015dOinkdOjlen 56.2
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