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NatureXL2007XLddiXLdfcYg 50.4 2675
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XLhXLigcYhb 30.1 1776
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113
PolymorphicLsimpleLsequenceLrepeatLregionsLinLchloroplastLgenomesjLapplicationsLtoLtheL
populationLgeneticsLofLpinesZLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaXL1995XLibXLggeiYfc

11.5 360

112 SNPLfrequencyXLhaplotypeLstructureLandLlinkageLdisequilibriumLinLeliteLmaizeLinbredLlinesZLBMCl
GeneticsXL2002XLcXLai 2.6 345

111
srossYspeciesLamplificationLofLsoybeanLTwlycineLmaxULsimpleLsequenceLrepeatsLTSSRsULwithinLtheL
genusLandLotherLlegumeLgenerajLimplicationsLforLtheLtransferabilityLofLSSRsLinLplantsZLMolecularl
BiologylandlEvolutionXL1998XLaeXLabgeYhg

8.3 334

110 qbundanceXLdistributionXLandLtranscriptionalLactivityLofLrepetitiveLelementsLinLtheLmaizeLgenomeZL
GenomelResearchXL2001XLaaXLaff]Ygf 9.7 316
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108 uvolutionLofLtNqLsequenceLnonhomologiesLamongLmaizeLinbredsZLPlantlCellXL2005XLagXLcdcYf] 11.6 255
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breadLwheatLgenomicsLandLbreedingZLPlantlBiotechnologylJournalXL2015XLacXLfdhYfc 11.6 196

102 qnnotatingLgenomesLwithLmassiveYscaleLRNqLsequencingZLGenomelBiologyXL2008XLiXLRage 18.3 186
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inlGeneticsXL2004XLb]XLa]cYaa 8.5 180

100 ydentificationLofLMicrosatelliteLMarkersLandLTheirLqpplicationLtoLPopulationLweneticsLofLVenturiaL
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99 TransposableLelementsLandLtheLplantLpanYgenomesZLCurrentlOpinionlinlPlantlBiologyXL2007XLa]XLadiYee 9.9 175
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LongYrangeLpatternsLofLdiversityLandLlinkageLdisequilibriumLsurroundingLtheLmaizeLYaLgeneLareL
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11.5 169

97 vromLplantLgenomicsLtoLbreedingLpracticeZLCurrentlOpinionlinlBiotechnologyXL2003XLadXLbadYi 11.4 168

96 tevelopmentLandLevaluationLofLaLi×LSNPLarrayLforLpeachLbyLinternationallyLcoordinatedLSNPL
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TheLSSRYbasedLmolecularLprofileLofLa]]eLgrapevineLTVitisLviniferaLLZULaccessionsLuncoversLnewL
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originZLTheoreticallandlAppliedlGeneticsXL2010XLabaXLaefiYhe

6 157

94 ResistanceLtoLPlasmoparaLviticolaLinLgrapevineLSriancaSLisLcontrolledLbyLaLmajorLdominantLgeneL
causingLlocalisedLnecrosisLatLtheLinfectionLsiteZLTheoreticallandlAppliedlGeneticsXL2009XLab]XLafcYgf 6 149

93 yntimateLassociationLofLmicrosatelliteLrepeatsLwithLretrotransposonsLandLotherLdispersedLrepetitiveL
elementsLinLbarleyZLPlantlJournalXL1999XLagXLdaeYbe 6.9 147

92 weneticLdissectionLofLbarleyLmorphologyLandLdevelopmentZLPlantlPhysiologyXL2011XLaeeXLfagYbg 6.6 145
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inLZeaLmaysZLGenomelBiologyXL2015XLafXLafg 18.3 144

(2015-2005)

3



90 slassicalLgeneticLandLquantitativeLtraitLlociLanalysesLofLheterosisLinLaLmaizeLhybridLbetweenLtwoL
eliteLinbredLlinesZLGeneticsXL2007XLagfXLfbeYdd 4 135

89 ydentificationLandLcharacterizationLofLmicrosatellitesLinLNorwayLspruceLTPiceaLabiesL×ZUZLGenomeXL
1997XLd]XLdaaYi 2.4 130

88 wlobalLexpressionLanalysisLofLnucleotideLbindingLsiteYleucineLrichLrepeatYencodingLandLrelatedL
genesLinLqrabidopsisZLBMClPlantlBiologyXL2007XLgXLef 5.3 124

87 ThreeLdistinctLmutationalLmechanismsLactingLonLaLsingleLgeneLunderpinLtheLoriginLofLyellowLfleshLinL
peachZLPlantlJournalXL2013XLgfXLageYhg 6.9 115

86 tisentanglingLtheLrolesLofLhistoryLandLlocalLselectionLinLshapingLclinalLvariationLofLalleleLfrequenciesL
andLgeneLexpressionLinLNorwayLspruceLTPiceaLabiesUZLGeneticsXL2012XLaiaXLhfeYha 4 112

85 qLdenseLsingleYnucleotideLpolymorphismYbasedLgeneticLlinkageLmapLofLgrapevineLTVitisLviniferaLLZUL
anchoringLPinotLNoirLbacterialLartificialLchromosomeLcontigsZLGeneticsXL2007XLagfXLbfcgYe] 4 109

84 MolecularLtechnologiesLforLbiodiversityLevaluationjLopportunitiesLandLchallengesZLNaturel
BiotechnologyXL1997XLaeXLfbeYh 44.5 108

83 rudLsetLinLpoplarYYgeneticLdissectionLofLaLcomplexLtraitLinLnaturalLandLhybridLpopulationsZLNewl
PhytologistXL2011XLahiXLa]fYba 9.8 97

82 qnchoringLiXcgaLmaizeLexpressedLsequenceLtaggedLunigenesLtoLtheLbacterialLartificialLchromosomeL
contigLmapLbyLtwoYdimensionalLovergoLhybridizationZLPlantlPhysiologyXL2004XLacdXLacagYbf 6.6 88

81 qcceleratingLtheLdomesticationLofLforestLtreesLinLaLchangingLworldZLTrendslinlPlantlScienceXL2012XL
agXLfdYgb 13.1 85

80 SelectiveLsweepLatLtheLRpvcLlocusLduringLgrapevineLbreedingLforLdownyLmildewLresistanceZL
TheoreticallandlAppliedlGeneticsXL2012XLabdXLbggYhf 6 84

79 xistoricalLintrogressionLofLtheLdownyLmildewLresistanceLgeneLRpvabLfromLtheLqsianLspeciesLVitisL
amurensisLintoLgrapevineLvarietiesZLPLoSlONEXL2013XLhXLefabbh 3.7 83

78 NucleotideLdiversityLandLlinkageLdisequilibriumLinLPopulusLnigraLcinnamylLalcoholLdehydrogenaseL
TsqtdULgeneZLTreelGeneticslandlGenomesXL2011XLgXLa]aaYa]bc 2.1 82

77 qLsetLofLmicrosatelliteLmarkersLwithLlongLcoreLrepeatLoptimizedLforLgrapeLTVitisLsppZULgenotypingZL
BMClPlantlBiologyXL2008XLhXLabg 5.3 81

76 uxpansionLandLsubfunctionalisationLofLflavonoidLcSXeSYhydroxylasesLinLtheLgrapevineLlineageZLBMCl
GenomicsXL2010XLaaXLefb 4.5 76

75 rreedingLwithLrareLdefectiveLallelesLTrRtqUjLaLnaturalLPopulusLnigraLxsTLmutantLwithLmodifiedL
ligninLasLaLcaseLstudyZLNewlPhytologistXL2013XLaihXLgfeYggf 9.8 73

74 TheLpowderyLmildewLresistanceLgeneLRuNaLcoYsegregatesLwithLanLNrSYLRRLgeneLclusterLinLtwoL
sentralLqsianLgrapevinesZLBMClGeneticsXL2009XLa]XLhi 2.6 73

73 StructuralLvariationLandLgenomeLcomplexityjLisLdispensableLreallyLdispensableoZLCurrentlOpinionlinl
PlantlBiologyXL2014XLahXLcaYf 9.9 72
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72 MappingLandLsequencingLcomplexLgenomesjLletSsLgetLphysicalMZLNaturelReviewslGeneticsXL2004XLeXLeghYhh30.1 72

71 MonitoringLgenomeYwideLchangesLinLgeneLexpressionLinLresponseLtoLendogenousLcytokininLrevealsL
targetsLinLqrabidopsisLthalianaZLFEBSlLettersXL2003XLeedXLcgcYh] 3.8 67

70 sharacterizationLofLtheLPoplarLPanYwenomeLbyLwenomeYWideLydentificationLofLStructuralLVariationZL
MolecularlBiologylandlEvolutionXL2016XLccXLbg]fYai 8.3 66

69 PlantLgenomeLorganisationLandLdiversityjLtheLyearLofLtheLjunkMZLCurrentlOpinionlinlBiotechnologyXL
2006XLagXLafhYgc 11.4 64

68 LinkageLdisequilibriumLandLsequenceLdiversityLinLaLe]]YkbpLregionLaroundLtheLadhaLlocusLinLeliteL
maizeLgermplasmZLTheoreticallandlAppliedlGeneticsXL2004XLa]iXLfhaYi 6 63

67 WholeLgenomeLcomparisonsLofLvragariaXLPrunusLandLMalusLrevealLdifferentLmodesLofLevolutionL
betweenLRosaceousLsubfamiliesZLBMClGenomicsXL2012XLacXLabi 4.5 62

66 LargeYscaleLdetectionLofLrareLvariantsLviaLpooledLmultiplexedLnextYgenerationLsequencingjLtowardsL
nextYgenerationLucotillingZLPlantlJournalXL2011XLfgXLgcfYde 6.9 55

65 qLphysicalLmapLofLtheLheterozygousLgrapevineLSsabernetLSauvignonSLallowsLmappingLcandidateL
genesLforLdiseaseLresistanceZLBMClPlantlBiologyXL2008XLhXLff 5.3 53

64 xighLthroughputLapproachesLrevealLsplicingLofLprimaryLmicroRNqLtranscriptsLandLtissueLspecificL
expressionLofLmatureLmicroRNqsLinLVitisLviniferaZLBMClGenomicsXL2009XLa]XLeeh 4.5 52

63 TheLpeculiarLlandscapeLofLrepetitiveLsequencesLinLtheLoliveLTOleaLeuropaeaLLZULgenomeZLGenomel
BiologylandlEvolutionXL2014XLfXLggfYia 3.9 51

62 TransposonLynsertionsXLStructuralLVariationsXLandLSNPsLsontributeLtoLtheLuvolutionLofLtheLMelonL
wenomeZLMolecularlBiologylandlEvolutionXL2015XLcbXLbgf]Ygd 8.3 50

61 TheLrepetitiveLcomponentLofLtheLsunflowerLgenomeLasLshownLbyLdifferentLproceduresLforL
assemblingLnextLgenerationLsequencingLreadsZLBMClGenomicsXL2013XLadXLfhf 4.5 46

60 qsymmetricLalleleYspecificLexpressionLinLrelationLtoLdevelopmentalLvariationLandLdroughtLstressLinL
barleyLhybridsZLPlantlJournalXL2009XLeiXLadYbf 6.9 45

59 sontrolLofLstericLhindranceLonLrestrictionLenzymeLreactionsLwithLsurfaceYboundLtNqL
nanostructuresZLNanolLettersXL2008XLhXLdad]Ye 11.5 45

58 sorrectionjLxighLthroughputLapproachesLrevealLsplicingLofLprimaryLmicroRNqLtranscriptsLandLtissueL
specificLexpressionLofLmatureLmicroRNqsLinLVitisLviniferaZLBMClGenomicsXL2010XLaaXLa]i 4.5 44

57 qnalysisLofLtransposonsLandLrepeatLcompositionLofLtheLsunflowerLTxelianthusLannuusLLZULgenomeZL
TheoreticallandlAppliedlGeneticsXL2010XLab]XLdiaYe]h 6 41

56 qLPiceaLabiesLlinkageLmapLbasedLonLSNPLmarkersLidentifiesLQTLsLforLfourLaspectsLofLresistanceLtoL
xeterobasidionLparviporumLinfectionZLPLoSlONEXL2014XLiXLea]a]di 3.7 39

55 wrapevineLfieldLexperimentsLrevealLtheLcontributionLofLgenotypeXLtheLinfluenceLofLenvironmentLandL
theLeffectLofLtheirLinteractionLTwˆ�uULonLtheLberryLtranscriptomeZLPlantlJournalXL2018XLicXLaadcYaaei 6.9 37
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54 LTRLretrotransposonLdynamicsLinLtheLevolutionLofLtheLoliveLTOleaLeuropaeaULgenomeZLDNAlResearch
XL2015XLbbXLiaYa]] 4.5 34

53 xighLresolutionLmappingLofLtenseLspikeYarLTdspZarULtoLtheLgeneticLcentromereLofLbarleyL
chromosomeLgxZLTheoreticallandlAppliedlGeneticsXL2012XLabdXLcgcYhd 6 33

52 PcrYbasedLmultiplexLtNqLfingerprintingLtechniquesLforLtheLanalysisLofLconiferLgenomesZLMolecularl
BreedingXL1998XLdXLagcYagg 3.4 33

51
qLsingleLpolyploidizationLeventLatLtheLoriginLofLtheLtetraploidLgenomeLofLsoffeaLarabicaLisL
responsibleLforLtheLextremelyLlowLgeneticLvariationLinLwildLandLcultivatedLgermplasmZLScientificl
ReportsXL2020XLa]XLdfdb

4.9 32

50 qLPLqwaLmutationLcontributedLtoLstatureLrecoveryLinLmodernLcattleZLScientificlReportsXL2017XLgXLagad] 4.9 32

49 PhenotypicLplasticityXLQTLLmappingLandLgenomicLcharacterizationLofLbudLsetLinLblackLpoplarZLBMCl
PlantlBiologyXL2012XLabXLdg 5.3 32

48 TheLlimitsLandLpotentialLofLpaleogenomicLtechniquesLforLreconstructingLgrapevineLdomesticationZL
JournalloflArchaeologicallScienceXL2016XLgbXLegYg] 2.9 31

47 qLxomologLofLrladeYOnYPetioleLaLandLbLTrOPa[bULsontrolsLynternodeLLengthLandLxomeoticL
shangesLofLtheLrarleyLynflorescenceZLPlantlPhysiologyXL2016XLagaXLaaacYbg 6.6 31

46 QTLLdetectionLinLmaizeLtestcrossLprogeniesLasLaffectedLbyLrelatedLandLunrelatedLtestersZL
TheoreticallandlAppliedlGeneticsXL2009XLaahXLiicYa]]d 6 29

45 teLnovoLassemblyXLfunctionalLannotationXLandLanalysisLofLtheLgiantLreedLTLLZULleafLtranscriptomeL
provideLtoolsLforLtheLdevelopmentLofLaLbiofuelLfeedstockZLBiotechnologylforlBiofuelsXL2017XLa]XLach 7.8 28

44 qnalysisLofLtheLbarleyLbractLsuppressionLgeneLTrdaZLTheoreticallandlAppliedlGeneticsXL2012XLabeXLccYde 6 28

43 StructuredLmotifsLsearchZLJournalloflComputationallBiologyXL2005XLabXLa]feYhb 1.7 28

42 PaternalLinheritanceLofLplastidsLinLinterspecificLhybridsLofLtheLgenusLqctinidiaLrevealedLbyL
PsRYamplificationLofLchloroplastLtNqLfragmentsZLMolecularlGeneticslandlGenomicsXL1995XLbdgXLficYg 28

41 riomassLtraitsLandLcandidateLgenesLforLbioenergyLrevealedLthroughLassociationLgeneticsLinL
coppicedLuuropeanLPopulusLnigraLTLZUZLBiotechnologylforlBiofuelsXL2016XLiXLaie 7.8 24

40 PopulationLgeneticsLofLNorwayLspruceLTPiceaLabies×arstZULatLregionalLscalejLsensitivityLofLdifferentL
microsatelliteLmotifLclassesLinLdetectingLdifferentiationZLAnnalsloflForestlScienceXL2006XLfcXLdheYdia 3.1 24

39 wenesLandLgeneLclustersLrelatedLtoLgenotypeLandLdroughtYinducedLvariationLinLsaccharificationL
potentialXLligninLcontentLandLwoodLanatomicalLtraitsLinLPopulusLnigraZLTreelPhysiologyXL2018XLchXLcb]Ycci4.2 24

38 TheLTyaYcopiaLLTRLretroelementLfamilyLPqRTsLisLhighlyLconservedLinLconifersLoverLb]]LMYLofL
evolutionZLGeneXL2015XLefhXLhiYii 3.8 22

37 ReplyjLqLunifiedLclassificationLsystemLforLeukaryoticLtransposableLelementsLshouldLreflectLtheirL
phylogenyZLNaturelReviewslGeneticsXL2009XLa]XLbgfYbgf 30.1 22
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36 qLfirstLlinkageLmapLofLsichoriumLintybusLLZLusingLaLoneYwayLpseudoYtestcrossLandLPsRYderivedL
markersZLMolecularlBreedingXL1997XLcXLdaeYdbe 3.4 22

35 ydentifyingLweneticLSignaturesLofLNaturalLSelectionLUsingLPooledLPopulationLSequencingLinLPiceaL
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SystematicslandlEvolutionXL1999XLbahXLbdeYbef 1.3 18

32 OptimizingLddRqtseqLinLNonYModelLSpeciesjLqLsaseLStudyLinLuucalyptusLdunniiLMaidenZLAgronomyXL
2019XLiXLdhd 3.6 17

31 TheLgeneticLbackgroundLmodulatesLtheLintensityLofLRpvcYdependentLdownyLmildewLresistanceLinL
grapevineZLPlantlBreedingXL2018XLacgXLbb]Ybbh 2.4 16

30 wenomeYwideLanalysisLofLLTRYretrotransposonLexpressionLinLleavesLofLPopulusLˆ�LcanadensisL
waterYdeprivedLplantsZLTreelGeneticslandlGenomesXL2016XLabXLa 2.1 16
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grapevineLcultivarZLBMClGenomicsXL2010XLaaXLb]d 4.5 15

28 somparativeLgenomicLmappingLbetweenLaLgedLkbLregionLflankingLtRuraqLinLqrabidopsisLthalianaL
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27 qnalysisLofLtheLdistributionLofLmarkerLclassesLinLaLgeneticLlinkageLmapjLaLcaseLstudyLinLNorwayL
spruceLTPiceaLabiesLkarstUZLTreelGeneticslandlGenomesXL2005XLaXLicYa]b 2.1 15
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poplarLandLmaizeZLAnnalsloflBotanyXL2019XLabdXLedcYeeb 4.1 14

25 weneLduplicationLandLtranspositionLofLmobileLelementsLdriveLevolutionLofLtheLRpvcLresistanceLlocusL
inLgrapevineZLPlantlJournalXL2020XLa]aXLebiYedb 6.9 14

24 TheLquestLforLrareLvariantsjLpooledLmultiplexedLnextLgenerationLsequencingLinLplantsZLFrontierslinl
PlantlScienceXL2012XLcXLacc 6.2 13

23 RecombinantLnearYisogenicLlinesjLaLresourceLforLtheLmendelizationLofLheteroticLQTLLinLmaizeZL
MolecularlGeneticslandlGenomicsXL2009XLbhaXLddgYeg 3.1 12

22 weneticXLepigeneticLandLgenomicLeffectsLonLvariationLofLgeneLexpressionLamongLgrapeLvarietiesZL
PlantlJournalXL2019XLiiXLhieYi]i 6.9 11

21 PhysicalLMappingLofLrreadLWheatLshromosomeLeqjLqnLyntegratedLqpproachZLPlantlGenomeXL2015XL
hXLeplantgenomeb]aeZ]cZ]]aa 4.4 9

20 TwoYomicsLdataLrevealedLcommonalitiesLandLdifferencesLbetweenLRpvabYLandLRpvcYmediatedL
resistanceLinLgrapevineZLScientificlReportsXL2020XLa]XLabaic 4.9 9

19 ReductionLofLheterozygosityLTROxULasLaLmethodLtoLdetectLmosaicLstructuralLvariationZLPlantl
BiotechnologylJournalXL2017XLaeXLgiaYgic 11.6 8
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18 qutomatedLvingerPrintLrackgroundLremovaljLvPrZLBMClBioinformaticsXL2009XLa]XLabg 3.6 8

17 uxploitingLinducedLvariationLtoLdissectLquantitativeLtraitsLinLbarleyZLBiochemicallSocietylTransactions
XL2010XLchXLfhcYh 5.1 8

16 wenomeLSequencingXLTranscriptomicsXLandLProteomicsZLCompendiumloflPlantlGenomesXL2016XLadaYafa 0.8 8
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14 weneticLtiversityLinLtheLwrapevineLwermplasmL2014XLfhcYg]d 7

13 vorestLecosystemLgenomicsLandLadaptationjLuVOLTRuuLconferenceLreportZLTreelGeneticslandl
GenomesXL2011XLgXLhfiYhge 2.1 7

12 weneticLandLwenomicLqpproachesLforLqdaptationLofLwrapevineLtoLslimateLshangeL2020XLaegYbg] 7

11 qLdraftLgenomeLofLsweetLcherryLTPrunusLaviumLLZULrevealsLgenomeYwideLandLlocalLeffectsLofL
domesticationZLPlantlJournalXL2020XLa]cXLadb]Yadcb 6.9 6

10 TheLgenomesLofLb]dLVitisLviniferaLaccessionsLrevealLtheLoriginLofLuuropeanLwineLgrapesZZLNaturel
CommunicationsXL2021XLabXLgbd] 17.4 6

9 yntelLmarkersLforLmonitoringLtheLintrogressionLofLdownyLmildewLresistanceLfromLwildLrelativesLintoL
grapeLvarietiesZLMolecularlBreedingXL2018XLchXLa 3.4 6

8 PhysiologicalLandLRNqLsequencingLdataLofLwhiteLlupinLplantsLgrownLunderLveLandLPLdeficiencyZLDatal
inlBriefXL2019XLbeXLa]d]fi 1.2 5

7 wenomicLtoolsLforLdurumLwheatLbreedingjLdeLnovoLassemblyLofLSvevoLtranscriptomeLandLSNPL
discoveryLinLeliteLgermplasmZLBMClGenomicsXL2019XLb]XLbgh 4.5 4

6 sommonLandLspecificLresponsesLtoLironLandLphosphorusLdeficienciesLinLrootsLofLappleLtreeLTMalusLˆ�L
domesticaUZLPlantlMolecularlBiologyXL2019XLa]aXLabiYadh 4.6 4

5 qLuniversalLclassificationLofLeukaryoticLtransposableLelementsLimplementedLinLRepbaseZLNaturel
ReviewslGeneticsXL2008XLiXLdadYdad 30.1 4

4 TheLxypomethylatedLPartialLRestrictionLTxMPRULmethodLreducesLtheLrepetitiveLcontentLofLgenomicL
librariesLinLNorwayLspruceLTPiceaLabiesUZLTreelGeneticslandlGenomesXL2013XLiXLf]aYfab 2.1 3

3 TransgenerationalLResponseLtoLNitrogenLteprivationLinZLInternationallJournalloflMolecularlSciencesXL
2019XLb]XL 6.3 2

2 ddRqtYseqLrevealsLtheLgeneticLstructureLandLdetectsLsignalsLofLselectionLinLytalianLbrownLtroutZZL
GeneticslSelectionlEvolutionXL2022XLedXLh 4.9 1
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withLgeneLexpressionZLPlantlJournalXL2021XLa]gXLafcaYafdg 6.9 1
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