401 20,292 53 132
papers citations h-index g-index

413 28,398 5.2 6.61

ext. papers ext. citations avg, IF L-index



400

398

396

394

392

390

HANS-PETER KLENK

Paper IF Citations
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Genome-based classification of micromonosporae with a focus on their biotechnological and
ecological potential. Scientific Reports, 2018, 8, 525

Genome biology of a novel lineage of planctomycetes widespread in anoxic aquatic environments.
372 Environmental Microbiology, 2018, 20, 2438-2455 52 23

Formal description of Mycobacterium neglectum sp. nov. and Mycobacterium palauense sp. nov.,
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Saccharothrix ghardaiensis sp. nov., an actinobacterium isolated from Saharan soil. Antonie Van

354 | eeuwenhoek, 2017, 110, 399-405 2110

Characterization of the first cultured representative of a Bacteroidetes clade specialized on the
scavenging of cyanobacteria. Environmental Microbiology, 2017, 19, 1134-1148

Actinoalloteichus fjordicus sp. nov. isolated from marine sponges: phenotypic, chemotaxonomic

352 and genomic characterisation. Antonie Van Leeuwenhoek, 2017, 110, 1705-1717 2L 5

Critical Assessment of Metagenome Interpretation-a benchmark of metagenomics software.
Nature Methods, 2017, 14, 1063-1071

o Draft genome sequence of CL-YJ9 (DSM 18822), isolated from the rhizosphere of the coastal
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Actinomadura algeriensis sp. nov., an actinobacterium isolated from Saharan soil. Antonie Van
Leeuwenhoek, 2016, 109, 159-65
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