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Dissecting the taxonomic heterogeneity within Propionibacterium acnes: proposal for
Propionibacterium acnes subsp. acnes subsp. nov. and Propionibacterium acnes subsp. elongatum
subsp. nov. International Journal of Systematic and Evolutionary Microbiology, 2015, 65, 4776-4787

Stone-dwelling actinobacteria Blastococcus saxobsidens, Modestobacter marinus and
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Complete genome sequence of Truepera radiovictrix type strain (RQ-24). Standards in Genomic

328 Sciences, 2011, 4, 91-9 37

The genome of Hyperthermus butylicus: a sulfur-reducing, peptide fermenting, neutrophilic
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Sciences, 2009, 1, 308-16 =

282

Evolution. Archaea and eukaryotes versus bacteria?. Current Biology, 1994, 4, 920-2

280 Toward unrestricted use of public genomic data. Science, 2019, 363, 350-352 333 25

Genomic Insights Into Plant-Growth-Promoting Potentialities of the Genus. Frontiers in Microbiology
, 2019, 10, 1457

Complete genome sequence of the rapeseed plant-growth promoting Serratia plymuthica strain
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