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175 TheLcrystalLstructureLofLtheLbacterialLchaperoninLwrouαLatLb[hLq[LNatureYL1994YLcgaYLeghZhf 50.4 1250

174 qLvirulenceLlocusLofLPseudomonasLaeruginosaLencodesLaLproteinLsecretionLapparatus[LScienceYL2006YL
cabYLaebfZc_ 33.3 787

173 ProteinLproductionLandLpurification[LNaturegMethodsYL2008YLeYLaceZdf 21.6 655

172 StructureLofLaLbacterialLquorumZsensingLtranscriptionLfactorLcomplexedLwithLpheromoneLandLtγq[L
NatureYL2002YLdagYLigaZd 50.4 381

171 TheLthreeZdimensionalLstructureLofLtrpLrepressor[LNatureYL1985YLcagYLghbZf 50.4 352

170 srystalLstructureLofLtheLTSPZaLtypeLaLrepeatsjLaLnovelLlayeredLfoldLandLitsLbiologicalLimplication[L
JournalgofgCellgBiologyYL2002YLaeiYLcgcZhb 7.3 214

169 qLfamilyLofLαysLvectorsLforLhighZthroughputLcloningLandLpurificationLofLproteins[LMethodsging
MoleculargBiologyYL2009YLdihYLa_eZae 1.4 202

168 srystalLstructureLofLγspaeLendoribonucleaseLγendoULfromLSqRSZsoVZb[LProteingScienceYL2020YLbiYLaeifZaf_e6.3 199

167 StructuralLplasticityLofLSqRSZsoVZbLcsαLβLactiveLsiteLcavityLrevealedLbyLroomLtemperatureLXZrayL
crystallography[LNaturegCommunicationsYL2020YLaaYLcb_b 17.4 185

166 sharacteristicsLandLcrystalLstructureLofLbacterialLinosineZeSZmonophosphateLdehydrogenase[L
BiochemistryYL1999YLchYLdfiaZg__ 3.2 157

165 qnLexpressionLvectorLtailoredLforLlargeZscaleYLhighZthroughputLpurificationLofLrecombinantLproteins[L
ProteingExpressiongandgPurificationYL2006YLdgYLddfZed 2 149

164 vlexibilityLofLtheLtγqZbindingLdomainsLofLtrpLrepressor[LProteins:gStructurevgFunctiongandg
BioinformaticsYL1988YLcYLahZca 4.2 134

163 TheLStructuralLriologyLsenterLaiytLundulatorLbeamlinejLfacilityLspecificationsLandLproteinL
crystallographicLresults[LJournalgofgSynchrotrongRadiationYL2006YLacYLc_Zde 2.4 124

162 γvkapparLselectivityLofLestrogenLreceptorLligandsLrevealedLbyLcomparativeLcrystallographicL
analyses[LNaturegChemicalgBiologyYL2008YLdYLbdaZg 11.7 123

161 StructureLofLpapainZlikeLproteaseLfromLSqRSZsoVZbLandLitsLcomplexesLwithLnonZcovalentLinhibitors[L
NaturegCommunicationsYL2021YLabYLgdc 17.4 121

160 xighZthroughputLproteinLpurificationLandLqualityLassessmentLforLcrystallization[LMethodsYL2011YLeeYLabZbh4.6 110

159 xighZthroughputLcrystallographyLforLstructuralLgenomics[LCurrentgOpiniongingStructuralgBiologyYL
2009YLaiYLegcZhd 8.1 100
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158 qutomationLofLproteinLpurificationLforLstructuralLgenomics[LJournalgofgStructuralgandgFunctionalg
GenomicsYL2004YLeYLaaaZh 96

157 γtβZaYLtheLultimateLpromiscuousLenzymejLsubstrateLrecognitionLandLcatalyticLmechanism[LFASEBg
JournalYL2013YLbgYLaiagZbg 0.9 91

156 TakingLβqtLtoLtheLextremejLultrafastLproteinLstructureLdetermination[LActagCrystallographicag
SectiongD:gBiologicalgCrystallographyYL1999YLeeYLaafhZgc 88

155 TheLf_LktaLheatLshockLproteinsLinLtheLhyperthermophilicLarchaeonLSulfolobusLshibatae[LJournalgofg
MoleculargBiologyYL1995YLbecYLgabZbe 6.5 87

154 StructuralLinsightLintoLtheLmechanismLofLcZdiZwβPLhydrolysisLbyLuqαLdomainLphosphodiesterases[L
JournalgofgMoleculargBiologyYL2010YLd_bYLebdZch 6.5 86

153 TowardsLfullyLautomatedLstructureZbasedLfunctionLpredictionLinLstructuralLgenomicsjLaLcaseLstudy[L
JournalgofgMoleculargBiologyYL2007YLcfgYLaeaaZbb 6.5 76

152 qLconformationalLswitchLcontrolsLcellLwallZremodellingLenzymesLrequiredLforLbacterialLcellLdivision[L
MoleculargMicrobiologyYL2012YLheYLgfhZha 4.1 75

151 qLsmallZmoleculeLallostericLinhibitorLofLβycobacteriumLtuberculosisLtryptophanLsynthase[LNatureg
ChemicalgBiologyYL2017YLacYLidcZie_ 11.7 75

150 StructureLofLapoZLandLmonometalatedLformsLofLγtβZaZZaLhighlyLpotentLcarbapenemZhydrolyzingL
metalloZ˛†Zlactamase[LPLoSgONEYL2011YLfYLebdfba 3.7 73

149 γewLantiviralLtargetLrevealedLbyLtheLhexamericLstructureLofLmouseLhepatitisLvirusLnonstructuralL
proteinLnspae[LJournalgofgVirologyYL2006YLh_YLgi_iZag 6.6 70

148 TheLstructuresLofLtheLthrombospondinZaLγZterminalLdomainLandLitsLcomplexLwithLaLsyntheticL
pentamericLheparin[LStructureYL2006YLadYLccZdb 5.2 69

147 sharacterizationLofLaLracillusLsubtilisLtransporterLforLpetrobactinYLanLanthraxLstealthLsiderophore[L
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2009YLa_fYLbahedZi 11.5 68

146 riochemicalLandLStructuralLynsightsLintoLunzymaticLtepolymerizationLofLPolylacticLqcidLandLOtherL
PolyestersLbyLβicrobialLsarboxylesterases[LBiomacromoleculesYL2016YLagYLb_bgZci 6.9 68

145 TheLstructureLofLtheLyrdsLgeneLproductLfromLuscherichiaLcoliLrevealsLaLnewLfoldLandLsuggestsLaLroleL
inLRγqLbinding[LProteingScienceYL2000YLiYLbeegZff 6.3 65

144 OptimizationLofLbenzoxazoleZbasedLinhibitorsLofLsryptosporidiumLparvumLinosineL
eSZmonophosphateLdehydrogenase[LJournalgofgMedicinalgChemistryYL2013YLefYLd_bhZdc 8.3 64

143 ThreeLconformationsLofLanLarchaealLchaperoninYLTveeLfromLSulfolobusLshibatae[LJournalgofg
MoleculargBiologyYL2000YLbifYLhacZi 6.5 64

142 srystalLstructuresLofLSqRSZsoVZbLqtPZriboseLphosphatasejLfromLtheLapoLformLtoLligandLcomplexes[L
IUCrJYL2020YLgYLhadZhbd 4.7 59

141 srystalLstructureLofLThermotogaLmaritimaL__feYLaLmemberLofLtheLyclRLtranscriptionalLfactorLfamily[L
JournalgofgBiologicalgChemistryYL2002YLbggYLaiahcZi_ 5.4 58
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140 sontributionsLtoLtheLγyxZγywβSLProteinLStructureLynitiativeLfromLtheLPSyLProductionLsenters[L
StructureYL2008YLafYLeZaa 5.2 55

139
vunctionalLtiversityLofLxaloacidLtehalogenaseLSuperfamilyLPhosphatasesLfromLSaccharomycesL
cerevisiaejLryOsxuβysqαYLSTRUsTURqαYLqγtLuVOαUTyOγqRYLyγSywxTS[LJournalgofgBiologicalg
ChemistryYL2015YLbi_YLahfghZih

5.4 52

138 βasitinibLisLaLbroadLcoronavirusLcsαLinhibitorLthatLblocksLreplicationLofLSqRSZsoVZb[LScienceYL2021YL
cgcYLicaZicf 33.3 49

137 qctivityLscreeningLofLenvironmentalLmetagenomicLlibrariesLrevealsLnovelLcarboxylesteraseLfamilies[L
ScientificgReportsYL2017YLgYLdda_c 4.9 48

136 SqRSZsoVZbLynfectionLSeverityLysLαinkedLtoLSuperiorLxumoralLymmunityLagainstLtheLSpike[LMBioYL
2021YLabYL 7.8 46

135 StructuralLbasisLforLcatalysisLbyLtheLmonoZLandLdimetalatedLformsLofLtheLdapuZencodedL
γZsuccinylZαYαZdiaminopimelicLacidLdesuccinylase[LJournalgofgMoleculargBiologyYL2010YLcigYLfagZbf 6.5 42

134 StructureLandLrecognitionLofLshearedLtandemLwLxLqLbaseLpairsLassociatedLwithLhumanLcentromereL
tγqLsequenceLatLatomicLresolution[LBiochemistryYL1999YLchYLafdebZf_ 3.2 42

133
ToroidalLstructureLandLtγqLcleavageLbyLtheLsRySPRZassociatedL[dveZdS]LclusterLcontainingLsasdL
nucleaseLSSO___aLfromLSulfolobusLsolfataricus[LJournalgofgthegAmericangChemicalgSocietyYL2013YL
aceYLagdgfZhg

16.4 41

132 sonformationalLcycleLofLtheLarchaeosomeYLaLTsPaZlikeLchaperoninLfromLSulfolobusLshibatae[L
JournalgofgBiologicalgChemistryYL1995YLbg_YLbhhahZbc 5.4 40

131 StructuralLandLevolutionaryLrelationshipsLofLNqTZlessNLtypeLyLpolyketideLsynthaseLketosynthases[L
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2015YLaabYLabficZh 11.5 38

130 γewLαysLvectorsLforLproductionLofLproteinsLfromLgenesLcontainingLrareLcodons[LJournalgofgStructuralg
andgFunctionalgGenomicsYL2013YLadYLaceZdd 38

129 StructureLofLcyclinLwZassociatedLkinaseLTwqÅULtrappedLinLdifferentLconformationsLusingLnanobodies[L
BiochemicalgJournalYL2014YLdeiYLeiZfi 3.8 36

128 TipiracilLbindsLtoLuridineLsiteLandLinhibitsLγspaeLendoribonucleaseLγendoULfromLSqRSZsoVZb[L
CommunicationsgBiologyYL2021YLdYLaic 6.7 36

127 StructuralLbasisLforLsuppressionLofLhypernegativeLtγqLsupercoilingLbyLu[LcoliLtopoisomeraseLy[L
NucleicgAcidsgResearchYL2015YLdcYLaa_caZdf 20.1 35

126 ProfilingLrLcellLimmunodominanceLafterLSqRSZsoVZbLinfectionLrevealsLantibodyLevolutionLtoL
nonZneutralizingLviralLtargets[LImmunityYL2021YLedYLabi_Zac_c[eg 32.3 35

125 sleavableLsZterminalLxisZtagLvectorsLforLstructureLdetermination[LJournalgofgStructuralgandg
FunctionalgGenomicsYL2010YLaaYLcaZi 33

124 srystalLstructureLofLsecretoryLproteinLxcpcLfromLPseudomonasLaeruginosa[LJournalgofgStructuralg
andgFunctionalgGenomicsYL2011YLabYLbaZf 32

123 RolesLofLintramolecularLandLintermolecularLinteractionsLinLfunctionalLregulationLofLtheLxspg_L
zZproteinLcoZchaperoneLSisa[LJournalgofgMoleculargBiologyYL2015YLdbgYLafcbZdc 6.5 31
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122 TheLcrystalLstructureLofLrlmyLasLaLmodelLforLnonribosomalLpeptideLsynthetaseLpeptidylLcarrierL
proteins[LProteins:gStructurevgFunctiongandgBioinformaticsYL2014YLhbYLaba_Zh 4.2 31

121 StructuresLofLopenLTRULandLcloseLTTULstatesLofLprephenateLdehydrataseLTPtTUZZimplicationLofL
allostericLregulationLbyLαZphenylalanine[LJournalgofgStructuralgBiologyYL2008YLafbYLidZa_g 3.4 31

120 βolecularLβechanismLofLynhibitionLofLqcidLseramidaseLbyLsarmofur[LJournalgofgMedicinalgChemistryYL
2019YLfbYLihgZiib 8.3 30

119
βitochondrialLxspi_LisLaLligandZactivatedLmolecularLchaperoneLcouplingLqTPLbindingLtoLdimerL
closureLthroughLaLcoiledZcoilLintermediate[LProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaYL2016YLaacYLbiebZg

11.5 29

118 soveringLcompleteLproteomesLwithLXZrayLstructuresjLaLcurrentLsnapshot[LActagCrystallographicag
SectiongD:gBiologicalgCrystallographyYL2014YLg_YLbghaZic 29

117 PredictingLproteinLcrystallizationLpropensityLfromLproteinLsequence[LJournalgofgStructuralgandg
FunctionalgGenomicsYL2010YLaaYLgaZh_ 29

116 StructureLofLtheLentZsopalylLtiphosphateLSynthaseLPtmTbLfromLStreptomycesLplatensisLsr__gciYLaL
racterialLTypeLyyLtiterpeneLSynthase[LJournalgofgthegAmericangChemicalgSocietyYL2016YLachYLa_i_eZae 16.4 29

115
ScreeningLandLsharacterizationLofLγovelLPolyesterasesLfromLunvironmentalLβetagenomesLwithL
xighLxydrolyticLqctivityLagainstLSyntheticLPolyesters[LEnvironmentalgSciencegoamp;gTechnologyYL
2018YLebYLabchhZabd_a

10.3 28

114 StructuralLandLvunctionalLqnalysisLofLxumanLxtrqcLProteaseLandLytsLSubdomains[LPLoSgONEYL2015YL
a_YLe_acaadb 3.7 27

113 xeparinZinducedLcisZLandLtransZdimerizationLmodesLofLtheLthrombospondinZaLγZterminalLdomain[L
JournalgofgBiologicalgChemistryYL2008YLbhcYLcicbZda 5.4 27

112 RoomZtemperatureLXZrayLcrystallographyLrevealsLtheLoxidationLandLreactivityLofLcysteineLresiduesLinL
SqRSZsoVZbLcsαLβjLinsightsLintoLenzymeLmechanismLandLdrugLdesign[LIUCrJYL2020YLgYL 4.7 27

111 βycobacteriumLtuberculosisLyβPtxLinLsomplexesLwithLSubstratesYLProductsLandLqntitubercularL
sompounds[LPLoSgONEYL2015YLa_YLe_achigf 3.7 27

110 TheLcrystalLstructureLofLnspa_ZnspafLheterodimerLfromLSqRSZsoVZbLinLcomplexLwithL
SZadenosylmethionineL2020YL 27

109 qLfamilyLofLmetalZdependentLphosphatasesLimplicatedLinLmetaboliteLdamageZcontrol[LNatureg
ChemicalgBiologyYL2016YLabYLfbaZg 11.7 26

108 uxpandingLrenzoxazoleZrasedLynosineLeSZβonophosphateLtehydrogenaseLTyβPtxULynhibitorL
StructureZqctivityLqsLPotentialLqntituberculosisLqgents[LJournalgofgMedicinalgChemistryYL2018YLfaYLdgciZdgef8.3 26

107
qLthiolZdisulfideLoxidoreductaseLofLtheLwramZpositiveLpathogenLsorynebacteriumLdiphtheriaeLisL
essentialLforLviabilityYLpilusLassemblyYLtoxinLproductionLandLvirulence[LMoleculargMicrobiologyYL2015YL
ihYLa_cgZe_

4.1 26

106 qLnovelLcofactorZbindingLmodeLinLbacterialLyβPLdehydrogenasesLexplainsLinhibitorLselectivity[L
JournalgofgBiologicalgChemistryYL2015YLbi_YLehicZiaa 5.4 25

105 qLtisulfideLrondZformingLβachineLysLαinkedLtoLtheLSortaseZmediatedLPilusLqssemblyLPathwayLinLtheL
wramZpositiveLracteriumLqctinomycesLoris[LJournalgofgBiologicalgChemistryYL2015YLbi_YLbacicZd_e 5.4 25
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104 srystalLstructureLofLracillusLanthracisLvirulenceLregulatorLqtxqLandLeffectsLofLphosphorylatedL
histidinesLonLmultimerizationLandLactivity[LMoleculargMicrobiologyYL2015YLieYLdbfZda 4.1 25

103 TheLsRySPRZassociatedLsasdLproteinLPcal__edfLfromLPyrobaculumLcalidifontisLcontainsLaL[bveZbS]L
clusterjLcrystalLstructureLandLnucleaseLactivity[LNucleicgAcidsgResearchYL2014YLdbYLaaaddZee 20.1 25

102 racillusLanthracisLinosineLeSZmonophosphateLdehydrogenaseLinLactionjLtheLfirstLbacterialLseriesLofL
structuresLofLphosphateLionZYLsubstrateZYLandLproductZboundLcomplexes[LBiochemistryYL2012YLeaYLfadhZfc3.2 24

101 ynsightsLfromLtheLStructureLofLβycobacteriumLtuberculosisLTopoisomeraseLyLwithLaLγovelLProteinL
vold[LJournalgofgMoleculargBiologyYL2016YLdbhYLahbZaic 6.5 23

100 StructuralLynsightsLintoLSubstrateLSelectivityLandLqctivityLofLracterialLPolyphosphateLÅinases[LACSg
CatalysisYL2018YLhYLa_gdfZa_gf_ 13.1 23

99 sharacterizationLofLtransportLproteinsLforLaromaticLcompoundsLderivedLfromLligninjLbenzoateL
derivativeLbindingLproteins[LJournalgofgMoleculargBiologyYL2012YLdbcYLeeeZge 6.5 22

98 srystalLstructureLofLracillusLanthracisLtranspeptidaseLenzymeLsapt[LJournalgofgBiologicalgChemistryYL
2009YLbhdYLbdd_fZad 5.4 22

97 StructureLofLsalcarisporiellaLthermophilaLxspa_dLtisaggregaseLthatLqntagonizesLtiverseL
ProteotoxicLβisfoldingLuvents[LStructureYL2019YLbgYLddiZdfc[eg 5.2 22

96 riochemicalLandLstructuralLanalysisLofLanLuisLfamilyLaminoglycosideLacetyltransferaseLfromLbacillusL
anthracis[LBiochemistryYL2015YLedYLcaigZb_f 3.2 21

95 qLmicrobialLsensorLforLorganophosphateLhydrolysisLexploitingLanLengineeredLspecificityLswitchLinLaL
transcriptionLfactor[LNucleicgAcidsgResearchYL2016YLddYLhdi_Ze__ 20.1 21

94 TheLstyLtoxinLofLYersiniaLkristenseniiLisLaLnovelLbacterialLmemberLofLtheLRγaseLqLsuperfamily[L
NucleicgAcidsgResearchYL2017YLdeYLe_acZe_be 20.1 20

93 qLstructuralLinsightLintoLtheLPaSaLbindingLmodeLofLdiaminoethylphosphonicLandLphosphinicLacidsYL
selectiveLinhibitorsLofLalanineLaminopeptidases[LEuropeangJournalgofgMedicinalgChemistryYL2016YLaagYLahgZif6.8 20

92 vunctionalLplasticityLofLantibacterialLundoULtoxins[LMoleculargMicrobiologyYL2018YLa_iYLe_iZebg 4.1 20

91 qLnovelLpolyamineLallostericLsiteLofLSpewLfromLVibrioLcholeraeLisLrevealedLbyLitsLdodecamericL
structure[LJournalgofgMoleculargBiologyYL2015YLdbgYLacafZaccd 6.5 19

90 uvolutionLofLsubstrateLspecificityLinLaLretainedLenzymeLdrivenLbyLgeneLloss[LELifeYL2017YLfYL 8.9 19

89 ProteinLproductionLforLstructuralLgenomicsLusingLu[LcoliLexpression[LMethodsgingMoleculargBiologyYL
2014YLaad_YLhiZa_e 1.4 19

88 tifferentialLSignaturesLofLracterialLandLβammalianLyβPLtehydrogenaseLunzymest[LCurrentg
MedicinalgChemistryYL1999YLfYLecgZedc 4.3 19

87 TargetLselectionLandLdeterminationLofLfunctionLinLstructuralLgenomics[LIUBMBgLifeYL2003YLeeYLbdiZee 4.7 18
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86 srystallizationLofLproteinZtγqLcomplexes[LMethodsgingEnzymologyYL1991YLb_hYLhbZii 1.7 18

85 ynteractionLofLantidiabeticL˛–ZglucosidaseLinhibitorsLandLgutLbacteriaL˛–Zglucosidase[LProteingScienceYL
2018YLbgYLadihZae_h 6.3 18

84 qLnovelLtranscriptionalLregulatorLofLαZarabinoseLutilizationLinLhumanLgutLbacteria[LNucleicgAcidsg
ResearchYL2015YLdcYLa_edfZei 20.1 17

83 ynvestigatingLmycobacterialLtopoisomeraseLyLmechanismLfromLtheLanalysisLofLmetalLandLtγqL
substrateLinteractionsLatLtheLactiveLsite[LNucleicgAcidsgResearchYL2018YLdfYLgbifZgc_h 20.1 16

82 StreptococcusLpneumoniaLYlxRLatLa[ceLqLshowsLaLputativeLnewLfold[LActagCrystallographicagSectiong
D:gBiologicalgCrystallographyYL2001YLegYLagdgZea 16

81
srystalLStructuresLofLSgcufLandLSgcsYLtheLTwoZsomponentLβonooxygenaseLThatLsatalyzesL
xydroxylationLofLaLsarrierLProteinZTetheredLSubstrateLduringLtheLriosynthesisLofLtheLunediyneL
qntitumorLqntibioticLsZa_bgLinLStreptomycesLglobisporus[LBiochemistryYL2016YLeeYLeadbZed

3.2 15

80 γaturalLseparationLofLtheLacylZsoqLligaseLreactionLresultsLinLaLnonZadenylatingLenzyme[LNatureg
ChemicalgBiologyYL2018YLadYLgc_Zgcg 11.7 15

79
TargetLhighlightsLinLsqSPijLuxperimentalLtargetLstructuresLforLtheLcriticalLassessmentLofL
techniquesLforLproteinLstructureLprediction[LProteins:gStructurevgFunctiongandgBioinformaticsYL2011YL
giLSupplLa_YLfZb_

4.2 15

78 StructureLofLaLnovelLantibacterialLtoxinLthatLexploitsLelongationLfactorLTuLtoLcleaveLspecificLtransferL
Rγqs[LNucleicgAcidsgResearchYL2017YLdeYLa_c_fZa_cb_ 20.1 14

77 ResistanceLtoLunediyneLqntitumorLqntibioticsLbyLSequestration[LCellgChemicalgBiologyYL2018YLbeYLa_geZa_he[ed8.2 14

76 sharacterizationLandLsrystalLStructureLofLaLγonhemeLtiironLβonooxygenaseLynvolvedLinL
PlatensimycinLandLPlatencinLriosynthesis[LJournalgofgthegAmericangChemicalgSocietyYL2019YLadaYLabd_fZabdab16.4 14

75 TheLdapuZencodedLγZsuccinylZαYαZdiaminopimelicLacidLdesuccinylaseLfromLxaemophilusLinfluenzaeL
containsLtwoLactiveZsiteLhistidineLresidues[LJournalgofgBiologicalgInorganicgChemistryYL2009YLadYLaZa_ 3.7 14

74 xowLqromaticLsompoundsLrlockLtγqLrindingLofLxcaRLsataboliteLRegulator[LJournalgofgBiologicalg
ChemistryYL2016YLbiaYLacbdcZef 5.4 14

73
sellZtoZcellLinteractionLrequiresLoptimalLpositioningLofLaLpilusLtipLadhesinLmodulatedLbyL
gramZpositiveLtranspeptidaseLenzymes[LProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaYL2019YLaafYLah_daZah_di

11.5 13

72 sonvergentLuvolutionLofLtheLrarnase]undoU]solicin]ReluLTrusRULvoldLinLqntibacterialLtRγaseL
Toxins[LStructureYL2019YLbgYLaff_Zafgd[ee 5.2 13

71 bSZOLmethylationLofLRγqLcapLinLSqRSZsoVZbLcapturedLbyLserialLcrystallography[LProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2021YLaahYL 11.5 13

70 ynhibitionLofLtheLdapuZuncodedLγZSuccinylZαYαZdiaminopimelicLqcidLtesuccinylaseLfromLγeisseriaL
meningitidisLbyLαZsaptopril[LBiochemistryYL2015YLedYLdhcdZdd 3.2 12

69 qllostericLinhibitorsLofLβycobacteriumLtuberculosisLtryptophanLsynthase[LProteingScienceYL2020YLbiYLggiZghh6.3 12
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68 TheLmannitolLoperonLrepressorLβtlRLbelongsLtoLaLnewLclassLofLtranscriptionLregulatorsLinLbacteria[L
JournalgofgBiologicalgChemistryYL2009YLbhdYLcffg_Zcffgi 5.4 12

67 StructureLofLsryptosporidiumLyβPLdehydrogenaseLboundLtoLanLinhibitorLwithLinLvivoLantiparasiticL
activity[LActagCrystallographicagSectiongFvgStructuralgBiologygCommunicationsYL2015YLgaYLecaZh 1.1 11

66
StructuralLandLbiochemicalLanalysisLofLtheLmetalloZ˛†ZlactamaseLαaLfromLemergingLpathogenL
StenotrophomonasLmaltophiliaLrevealedLtheLsubtleLbutLdistinctLdiZmetalLscaffoldLforLcatalyticL
activity[LProteingScienceYL2020YLbiYLgbcZgdc

6.3 11

65
ynLvitroLreconstitutionLofLsortaseZcatalyzedLpilusLpolymerizationLrevealsLstructuralLelementsL
involvedLinLpilinLcrossZlinking[LProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesg
ofgAmericaYL2018YLaaeYLuedggZuedhf

11.5 11

64 TransientLandLstabilizedLcomplexesLofLγspgYLγsphYLandLγspabLinLSqRSZsoVZbLreplication[LBiophysicalg
JournalYL2021YLab_YLcaebZcafe 2.9 11

63 γewLaminopeptidaseLfromLNmicrobialLdarkLmatterNLarchaeon[LFASEBgJournalYL2015YLbiYLd_gaZi 0.9 10

62 αoopZtoZhelixLtransitionLinLtheLstructureLofLmultidrugLregulatorLqcrRLatLtheLentranceLofLtheL
drugZbindingLcavity[LJournalgofgStructuralgBiologyYL2016YLaidYLahZbh 3.4 10

61 TheLdimerizationLdomainLinLtapuLenzymesLisLrequiredLforLcatalysis[LPLoSgONEYL2014YLiYLeiceic 3.7 10

60 TargetLhighlightsLinLsqSPacjLuxperimentalLtargetLstructuresLthroughLtheLeyesLofLtheirLauthors[L
Proteins:gStructurevgFunctiongandgBioinformaticsYL2019YLhgYLa_cgZa_eg 4.2 9

59 StructuralLynsightsLintoLtheLvreeZStandingLsondensationLunzymeLSgcseLsatalyzingLusterZrondL
vormationLinLtheLriosynthesisLofLtheLunediyneLqntitumorLqntibioticLsZa_bg[LBiochemistryYL2018YLegYLcbghZcbhh3.2 9

58 vunctionalLProfilingLandLsrystalLStructuresLofLysothiocyanateLxydrolasesLvoundLinLwutZqssociatedL
andLPlantZPathogenicLracteria[LAppliedgandgEnvironmentalgMicrobiologyYL2018YLhdYL 4.8 9

57 SubstrateZynducedLqllostericLshangeLinLtheLQuaternaryLStructureLofLtheLSpermidineL
γZqcetyltransferaseLSpew[LJournalgofgMoleculargBiologyYL2015YLdbgYLcechZceec 6.5 9

56
StructuralLcharacterizationLofLqtmSacYLaLputativeLsugarLaminotransferaseLinvolvedLinL
indolocarbazoleLqTbdccLaminopentoseLbiosynthesis[LProteins:gStructurevgFunctiongandg
BioinformaticsYL2015YLhcYLaedgZed

4.2 9

55 srystalLStructureLofLtheLZorbamycinZrindingLProteinLZbmqYLtheLPrimaryLSelfZResistanceLulementLinL
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19 StructuralLPlasticityLofLtheLSqRSZsoVZbLcsαLβproLqctiveLSiteLsavityLRevealedLbyLRoomLTemperatureL
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aminoacylation[LNucleicgAcidsgResearchYL2021YLdiYLeceaZecfh 20.1 1
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