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l Paper IF Citations

125 miRSystemnManMintegratedMsystemMforMcharacterizingMenrichedMfunctionsMandMpathwaysMofMmicroRNuM
targetsbMPLoShONEZM2012ZMkZMehfgmd 3.7 217

124 βdentificationMofMaMnovelMbiomarkerZMSyMuiuZMforMnonasmallMcellMlungMcarcinomaMinMnonsmokingM
womenbMCancerhEpidemiologyhBiomarkershandhPreventionZM2010ZMemZMfimdak 4 213

123 xistinctMeffectsMonMgeneMexpressionMofMchemicalMandMgeneticMmanipulationMofMtheMcancerMepigenomeM
revealedMbyMaMmultimodalityMapproachbMCancerhCellZM2004ZMjZMgjeake 24.3 157

122 –eneMexpressionMprofilingMofMbreastZMprostateZMandMgliomaMcellsMfollowingMsingleMversusMfractionatedM
dosesMofMradiationbMCancerhResearchZM2007ZMjkZMglhiaif 10.1 150

121 NuclearMfactorakappavMisManMimportantMmodulatorMofMtheMalteredMgeneMexpressionMprofileMandM
malignantMphenotypeMinMsquamousMcellMcarcinomabMCancerhResearchZM2004ZMjhZMjieeafg 10.1 149

120 ulteredMgutMmicrobiotaMandMinflammatoryMcytokineMresponsesMinMpatientsMwithMParkinsonUsMdiseasebM
JournalhofhNeuroinflammationZM2019ZMejZMefm 10.1 137

119 xeregulatedMmicroRNusMinMtripleanegativeMbreastMcancerMrevealedMbyMdeepMsequencingbMMolecularh
CancerZM2015ZMehZMgj 42.1 86

118 ProfilingMmicrodissectedMepitheliumMandMstromaMtoMmodelMgenomicMsignaturesMforMcervicalM
carcinogenesisMaccommodatingMforMcovariatesbMCancerhResearchZM2007ZMjkZMkeegafg 10.1 76

117
κongatermMchangesMofMgutMmicrobiotaZMantibioticMresistanceZMandMmetabolicMparametersMafterM
HelicobacterMpyloriMeradicationnMaMmulticentreZMopenalabelZMrandomisedMtrialbMLancethInfectioush
DiseasesuhTheZM2019ZMemZMeedmaeefd

25.5 65

116
SemiquinoneMradicalMintermediateMinMcatecholicMestrogenamediatedMcytotoxicityMandMmutagenesisnM
chemopreventionMstrategiesMwithMantioxidantsbMProceedingshofhthehNationalhAcademyhofhScienceshofh
thehUnitedhStateshofhAmericaZM2003ZMeddZMigmdai

11.5 61

115 HighasensitivityMinMvivoMTHzMtransmissionMimagingMofMearlyMhumanMbreastMcancerMinMaMsubcutaneousM
xenograftMmouseMmodelbMOpticshExpressZM2011ZMemZMfeiifajf 3.3 60

114 βntegratedManalysesMofMcopyMnumberMvariationsMandMgeneMexpressionMinMlungMadenocarcinomabMPLoSh
ONEZM2011ZMjZMefhlfm 3.7 55

113 –eneMexpressionManalysisMofMesophagealMsquamousMcellMcarcinomaMrevealsMconsistentMmolecularM
profilesMrelatedMtoMaMfamilyMhistoryMofMupperMgastrointestinalMcancerbMCancerhResearchZM2003ZMjgZMglkfaj 10.1 50

112 xiseaseatargetedMsequencingMofMionMchannelMgenesMidentifiesMdeMnovoMmutationsMinMpatientsMwithM
nonafamilialMvrugadaMsyndromebMScientifichReportsZM2014ZMhZMjkgg 4.9 40

111 woncurrentMgeneMsignaturesMforMhanMchineseMbreastMcancersbMPLoShONEZM2013ZMlZMekjhfe 3.7 40

110 MicroRNuahhmaMenhancesMradiosensitivityMinMwκeadMlungMadenocarcinomaMcellsbMPLoShONEZM2013ZMlZMejfglg3.7 37

109 βdentificationMofMgeneMexpressionMbiomarkersMforMpredictingMradiationMexposurebMScientifichReportsZM
2014ZMhZMjfmg 4.9 31
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108 unMmRNuMexpressionMsignatureMforMprognosticationMinMdeMnovoMacuteMmyeloidMleukemiaMpatientsM
withMnormalMkaryotypebMOncotargetZM2015ZMjZMgmdmlaeed 3.3 31

107 ParameterMoptimizationMforMconstructingMcompetingMendogenousMRNuMregulatoryMnetworkMinM
glioblastomaMmultiformeMandMotherMcancersbMBMChGenomicsZM2015ZMejMSupplMhZMSe 4.5 29

106 NextagenerationMsequencingMofMnineMatrialMfibrillationMcandidateMgenesMidentifiedMnovelMdeMnovoM
mutationsMinMpatientsMwithMextremeMtraitMofMatrialMfibrillationbMJournalhofhMedicalhGeneticsZM2015ZMifZMflagj5.8 29

105 xvwuTnMdatabaseMofMwp–MislandsMandManalyticalMtoolsMforMidentifyingMcomprehensiveMmethylationM
profilesMinMcancerMcellsbMJournalhofhComputationalhBiologyZM2011ZMelZMedegak 1.7 29

104 caublMregulatesMearlyMgrowthMresponseMproteinMVy–ReWMinMresponseMtoMoxidativeMstressbMOncogeneZM
2005ZMfhZMldliamf 9.2 28

103 uxuMmMuparegulatesMNacadherinMviaMmiRafelMsuppressionMinMlungMadenocarcinomaMcellsbMPLoShONEZM
2014ZMmZMemhdji 3.7 28

102 PrognosticMimpactsMandMdynamicMchangesMofMcohesinMcomplexMgeneMmutationsMinMdeMnovoMacuteM
myeloidMleukemiabMBloodhCancerhJournalZM2017ZMkZMjjg 7 26

101 TranscriptionalMsignatureMofMflavopiridolainducedMtumorMcellMdeathbMMolecularhCancerhTherapeuticsZM
2004ZMgZMljeakf 6.1 26

100 MicroRNuakjmagpMdownaregulatesMNxR–eMandMenhancesMapoptosisMinMMwzakMcellsMduringM
reoxygenationbMScientifichReportsZM2014ZMhZMimdl 4.9 24

99 xistinctMeffectsMofMionizingMradiationMonMinMvivoMmurineMkidneyMandMbrainMnormalMtissueMgeneM
expressionbMClinicalhCancerhResearchZM2006ZMefZMglfgagd 12.9 24

98 –enomeawideMscreeningMidentifiesMaMεwNβPeMcopyMnumberMvariantMasMaMgeneticMpredictorMforMatrialM
fibrillationbMNaturehCommunicationsZM2016ZMkZMedemd 17.4 23

97 miRagglaipMinhibitsMcellMproliferationZMcolonyMformationZMmigrationMandMcisplatinMresistanceMinM
esophagealMsquamousMcancerMcellsMbyMtargetingMzyRMTfbMCarcinogenesisZM2019ZMhdZMllgalmf 4.6 22

96 TranscriptionMofMTnfaipgMisMregulatedMbyMNza˛”vMandMpglMviaMwcyvP˛†MinMactivatedMmacrophagesbMPLoSh
ONEZM2013ZMlZMekgeig 3.7 21

95 xownaregulationMofMNxR–eMpromotesMmigrationMofMcancerMcellsMduringMreoxygenationbMPLoShONEZM
2011ZMjZMefhgki 3.7 21

94 βdentificationMofMprognosticMgenesMforMrecurrentMriskMpredictionMinMtripleMnegativeMbreastMcancerM
patientsMinMTaiwanbMPLoShONEZM2011ZMjZMeflfff 3.7 21

93 TheMhypoxiaaresponsiveMlncRNuMpromotesMNxR–eMdegradationMviaMubiquitinamediatedMproteolysisMinM
breastMcancerMcellsbMOncotargetZM2018ZMmZMedhkdaedhlf 3.3 20

92 –eneMregulationZMmodulationZMandMtheirMapplicationsMinMgeneMexpressionMdataManalysisbMAdvanceshinh
BioinformaticsZM2013ZMfdegZMgjdjkl 5.5 19

91 xifferentialMnetworkManalysisMrevealsMtheMgenomeawideMlandscapeMofMestrogenMreceptorMmodulationM
inMhormonalMcancersbMScientifichReportsZM2016ZMjZMfgdgi 4.9 19

(2016-2015)
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90 UtilizingMmultipleMinMsilicoManalysesMtoMidentifyMputativeMcausalMSwNiuMvariantsMinMvrugadaMsyndromebM
ScientifichReportsZM2014ZMhZMglid 4.9 18

89 κiverM–eneMyxpressionMProfilesMworrelateMwithMVirusMβnfectionMandMResponseMtoMβnterferonMTherapyMinM
whronicMHepatitisMvMPatientsbMScientifichReportsZM2016ZMjZMgeghm 4.9 18

88 xuodenalMulcerarelatedMantigensMfromMHelicobacterMpylorinMimmunoproteomeMandMproteinM
microarrayMapproachesbMMolecularhandhCellularhProteomicsZM2007ZMjZMedelafj 7.6 18

87 uxuMmMenhancesMwxwPeMbyMinhibitingMmiRaeMthroughMy–zRMsignalingMactivationMinMlungMcancerM
metastasisbMOncotargetZM2017ZMlZMhkgjiahkgkl 3.3 18

86 βdentificationMofMMethylationaxrivenZMxifferentiallyMyxpressedMSTXvPjMasMaMNovelMviomarkerMinMκungM
udenocarcinomabMScientifichReportsZM2017ZMkZMhfikg 4.9 17

85
wirculatingMmRNuMProfilingMinMysophagealMSquamousMwellMwarcinomaMβdentifiesMzuMlhvMusMuM
viomarkerMβnMPredictingMPathologicalMResponseMtoMNeoadjuvantMwhemoradiationbMScientifichReportsZM
2015ZMiZMedfme

4.9 17

84 SHuNεgMRegulatesMβntestinalMvarrierMzunctionMThroughMModulatingMZOaeMyxpressionMThroughMtheM
Pεw˛µadependentMPathwaybMInflammatoryhBowelhDiseasesZM2017ZMfgZMekgdaekhd 4.5 16

83 βdentificationMofMregulatoryMSNPsMassociatedMwithMgeneticMmodificationsMinMlungMadenocarcinomabM
BMChResearchhNotesZM2015ZMlZMmf 2.3 15

82 xifferentialMcorrelationManalysisMofMglioblastomaMrevealsMimmuneMceRNuMinteractionsMpredictiveMofM
patientMsurvivalbMBMChBioinformaticsZM2017ZMelZMegf 3.6 13

81 urylMHydrocarbonMReceptorMuctivatesMNxR–eMTranscriptionMunderMHypoxiaMinMvreastMwancerMwellsbM
ScientifichReportsZM2016ZMjZMfdldl 4.9 13

80 xifferentMeffectsMofMlongMnoncodingMRNuMNxR–eaOTeMfragmentsMonMNxR–eMtranscriptionMinMbreastM
cancerMcellsMunderMhypoxiabMRNAhBiologyZM2018ZMeiZMehlkaehml 4.8 13

79 yffectsMofMhypoxiaMonMradiationaresponsiveMstressaactivatedMproteinMkinaseZMpigZMandMcaspaseMgM
signalsMinMTεjMhumanMlymphoblastoidMcellsbMCancerhResearchZM2005ZMjiZMikmalj 10.1 13

78 βdentificationMofMreproducibleMgeneMexpressionMsignaturesMinMlungMadenocarcinomabMBMCh
BioinformaticsZM2013ZMehZMgke 3.6 12

77 RadiationainducedMchangesMinMgeneaexpressionMprofilesMforMtheMSwwMVββMtumorMcellsMgrownMinMvitroM
andMinMvivobMAntioxidantshandhRedoxhSignalingZM2006ZMlZMefjgakf 8.4 12

76 i–waanMintegratedManalysisMpackageMofMgeneMexpressionMandMcopyMnumberMalterationbMBMCh
BioinformaticsZM2017ZMelZMgi 3.6 11

75 SNPMrsedfhlijiMinMHxuwmMasMaMnovelMgenomicMaberrationMbiomarkerMofMlungMadenocarcinomaMinM
nonasmokingMwomenbMJournalhofhBiomedicalhScienceZM2014ZMfeZMfh 13.3 11

74 ubnormalMgeneMexpressionMprofilesMinMunaffectedMparentsMofMpatientsMwithMhereditaryatypeM
retinoblastomabMCancerhResearchZM2006ZMjjZMghflagg 10.1 11

73 wellyxpressnMaMcomprehensiveMmicroarrayabasedMcancerMcellMlineMandMclinicalMsampleMgeneMexpressionM
analysisMonlineMsystembMDatabase:hthehJournalhofhBiologicalhDatabaseshandhCurationZM2018ZMfdelZM 5 11
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72 SemaphorinMjuMuttenuatesMtheMMigrationMwapabilityMofMκungMwancerMwellsMviaMtheMNRzfcHMOXeM
uxisbMScientifichReportsZM2019ZMmZMeggdf 4.9 10

71 βdentificationMofMgenesMwithMconsistentMmethylationMlevelsMacrossMdifferentMhumanMtissuesbMScientifich
ReportsZM2014ZMhZMhgie 4.9 10

70 womparisonMofMxNuMstabilizersMandMstorageMconditionsMonMpreservingMfecalMmicrobiotaMprofilesbM
JournalhofhthehFormosanhMedicalhAssociationZM2020ZMeemZMekmeaekml 3.2 10

69 unMautomatedMmicrofluidicMxNuMmicroarrayMplatformMforMgeneticMvariantMdetectionMinMinheritedM
arrhythmicMdiseasesbMAnalystuhTheZM2018ZMehgZMegjkaegkk 5 10

68 SκwOgueZMuMnovelMcrohnUsMdiseaseaassociatedMgeneZMregulatesMnfa˛”vMactivityMandMassociatesMwithM
intestinalMperforationbMPLoShONEZM2014ZMmZMeeddiei 3.7 10

67 MulticlassMpredictionMwithMpartialMleastMsquareMregressionMforMgeneMexpressionMdatanMapplicationsMinM
breastMcancerMintrinsicMtaxonomybMBioMedhResearchhInternationalZM2013ZMfdegZMfhljhl 3 9

66 –STMgMvariantMisMaMnovelMgeneticMmodifierMinMvrugadaMsyndromeZMaMdiseaseMwithMriskMofMsuddenM
cardiacMdeathbMEBioMedicineZM2020ZMikZMedflhg 8.8 9

65 anamiRnMintegratedManalysisMofMMicroRNuMandMgeneMexpressionMprofilingbMBMChBioinformaticsZM2019ZM
fdZMfgm 3.6 8

64 βdentifyingMtheMfunctionsMandMbiomarkersMofMandMaqueousMextractsMinMhepaticMcellsbMChinesehMedicineZM
2019ZMehZMed 4.7 8

63 –enomeaWideMwopyMNumberMVariationMussociationMStudyMofMutrialMzibrillationMRelatedM
ThromboembolicMStrokebMJournalhofhClinicalhMedicineZM2019ZMlZM 5.1 8

62 uMsimpleMgeneMsetabasedMmethodMaccuratelyMpredictsMtheMsynergyMofMdrugMpairsbMBMChSystemshBiology
ZM2016ZMedMSupplMgZMjj 3.5 8

61 βdentificationMofMaMliverMcirrhosisMsignatureMinMplasmaMforMpredictingMhepatocellularMcarcinomaMriskMinM
aMpopulationabasedMcohortMofMhepatitisMvMcarriersbMMolecularhCarcinogenesisZM2014ZMigZMilajj 5 8

60 uMmodelabasedMcircularMbinaryMsegmentationMalgorithmMforMtheManalysisMofMarrayMw–HMdatabMBMCh
ResearchhNotesZM2011ZMhZMgmh 2.3 8

59 TheMextracellularMSyMuMdomainMattenuatesMintracellularMapoptoticMsignalingMofMsemaphorinMjuMinM
lungMcancerMcellsbMOncogenesisZM2018ZMkZMmi 6.6 8

58 xevelopmentMofMaMpredictionMmodelMforMradiosensitivityMusingMtheMexpressionMvaluesMofMgenesMandM
longMnonacodingMRNusbMOncotargetZM2016ZMkZMfjkgmaid 3.3 7

57 WholeagenomeMdeMnovoMsequencingMrevealsMuniqueMgenesMthatMcontributedMtoMtheMadaptiveM
evolutionMofMtheMMikadoMpheasantbMGigaScienceZM2018ZMkZM 7.6 6

56 –eneticMlociMassociatedMwithManMearlierMageMatMonsetMinMmultiplexMschizophreniabMScientifichReportsZM
2017ZMkZMjhlj 4.9 6

55 xNuMVcytosineaiWamethyltransferaseMeMasMaMmediatorMofMmutantMpigadeterminedMpejVinkhuWM
downaregulationbMJournalhofhBiomedicalhScienceZM2008ZMeiZMejgal 13.3 6

(2008-2019)
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54 PredictionMconsistencyMandMclinicalMpresentationsMofMbreastMcancerMmolecularMsubtypesMforMHanM
whineseMpopulationbMJournalhofhTranslationalhMedicineZM2012ZMedMSupplMeZMSed 8.5 5

53 ModelingMcompetingMendogenousMRNuMregulatoryMnetworksMinMglioblastomaMmultiformeM2013ZM 5

52 MicroRNuaedkMenhancesMradiosensitivityMbyMsuppressingMgranulinMinMPwagMprostateMcancerMcellsbM
ScientifichReportsZM2020ZMedZMehilh 4.9 5

51 HypoxiaaβnducedMPromotesMtheMProliferationMandMMigrationMofMvreastMwancerMwellsMbyMSpongingbM
FrontiershinhOncologyZM2021ZMeeZMjileie 5.3 5

50 MacrophageMMigrationMβnhibitoryMzactorMuctsMasMtheMPotentialMTargetMofMaMNewlyMSynthesizedM
wompoundZMeaVmUamethylagUacarbazoleWagZMhadihydroa˛†acarbolinebMScientifichReportsZM2019ZMmZMfehk 4.9 5

49
ValidationMandMxiseaseMRiskMussessmentMofMPreviouslyMReportedM–enomeaWideM–eneticMVariantsM
ussociatedMWithMvrugadaMSyndromenMSuxSaTWMvrSMRegistrybMCirculationhGenomichandhPrecisionh
MedicineZM2020ZMegZMeddfkmk

5.2 4

48 ystrogenMreceptorMstatusMpredictionMbyMgeneMcomponentMregressionnMaMcomparativeMstudybM
InternationalhJournalhofhDatahMininghandhBioinformaticsZM2014ZMmZMehmake 0.5 4

47 woamodulationManalysisMofMgeneMregulationMinMbreastMcancerMrevealsMcomplexMinterplayMbetweenM
ySReMandMyRvvfMgenesbMBMChGenomicsZM2015ZMejMSupplMkZMSem 4.5 4

46 womparisonsMandMperformanceMevaluationsMofMRNuaseqMalignmentMtoolsM2014ZM 4

45 PutativeMeffectorsMforMprognosisMinMlungMadenocarcinomaMareMethnicMandMgenderMspecificbMOncotarget
ZM2015ZMjZMemhlgamm 3.3 4

44 RegulatoryMMechanismsMandMzunctionalMRolesMofMHypoxiaaβnducedMκongMNonawodingMRNuMinMvreastM
wancerMwellsbMFrontiershinhOncologyZM2021ZMeeZMjjgeeh 5.3 4

43 yasyMuPnMuMuserafriendlyMonlineMplatformMforManalyzingMejSMribosomalMxNuMsequencingMdatabMNewh
BiotechnologyZM2021ZMjgZMgkahh 6.4 4

42 xeepMSequencingMRevealsMaMMicroRNuMyxpressionMSignatureMinMTripleaNegativeMvreastMwancerbM
MethodshinhMolecularhBiologyZM2018ZMejmmZMmmaeee 1.4 3

41 VariyxnMtheMfirstMintegratedMdatabaseMofMgeneMannotationMandMexpressionMprofilesMforMvariantsM
relatedMtoMhumanMdiseasesbMDatabase:hthehJournalhofhBiologicalhDatabaseshandhCurationZM2019ZMfdemZM 5 3

40 yvaluationMofMhybridizationMconditionsMforMspottedMoligonucleotideabasedMxNuMmicroarraysbM
MolecularhBiotechnologyZM2005ZMfmZMffeah 3 3

39 MitomycinMwMtreatmentMinducesMresistanceMandMenhancedMmigrationMviaMphosphorylatedMuktMinM
aggressiveMlungMcancerMcellsbMOncotargetZM2016ZMkZMkmmmialdddk 3.3 3

38 OverexpressionMofMmethylationadrivenMxwwMsuppressesMproliferationMofMlungMcancerMcellsbM
TranslationalhCancerhResearchZM2016ZMiZMejmaeki 0.3 3

37 RNuSeqRnMunMRMPackageMforMuutomatedMTwoa–roupMRNuaSeqMunalysisMWorkflowbMIEEExACMh
TransactionshonhComputationalhBiologyhandhBioinformaticsZM2021ZMelZMfdfgafdge 3 3
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36 RareMvariantsMdiscoveryMbyMextensiveMwholeagenomeMsequencingMofMtheMHanMwhineseMpopulationMinM
TaiwannMupplicationsMtoMcardiovascularMmedicinebMJournalhofhAdvancedhResearchZM2021ZMgdZMehkaeil 13 3

35 xevelopmentMofMaM–eneavasedMPredictionMModelMforMRecurrenceMofMwolorectalMwancerMUsingManM
ynsembleMκearningMulgorithmbMFrontiershinhOncologyZM2021ZMeeZMjgedij 5.3 3

34 –lobalMyxpressionMProfilingMβdentifiesMaMNovelMHyaluronanMSynthasesMfM–eneMinMtheMPathogenesisMofM
κowerMyxtremityMVaricoseMVeinsbMJournalhofhClinicalhMedicineZM2018ZMkZM 5.1 3

33 –enomeawideMidentificationMofMkeyMmodulatorsMofMgeneageneMinteractionMnetworksMinMbreastMcancerbM
BMChGenomicsZM2017ZMelZMjkm 4.5 2

32
unalyzingMxifferentialMRegulatoryMNetworksMModulatedMbyMwontinuousaStateM–enomicMzeaturesMinM
–lioblastomaMMultiformebMIEEExACMhTransactionshonhComputationalhBiologyhandhBioinformaticsZM2018
ZMeiZMekihaekjh

3 2

31 RefinementMofMbreastMcancerMriskMpredictionMwithMconcordantMleadingMedgeMsubsetsMfromMprognosticM
geneMsignaturesbMBreasthCancerhResearchhandhTreatmentZM2014ZMehkZMgigakd 4.4 2

30 βκafkcβκafkRuMsignalingMmayMmodulateMinflammationMandMprogressionMofMbenignMprostaticM
hyperplasiaMviaMsuppressingMtheMκPScTκRhMpathwaybbMTranslationalhCancerhResearchZM2020ZMmZMhjelahjgh 0.3 2

29 wNVβntegratenMtheMfirstMmultiaethnicMdatabaseMforMidentifyingMcopyMnumberMvariationsMassociatedM
withMcancerbMDatabase:hthehJournalhofhBiologicalhDatabaseshandhCurationZM2021ZMfdfeZM 5 2

28 xualMimmunoarenalMtargetingMofMkabenzylidenenaltrexoneMalleviatesMlupusMnephritisMviaMzc˛‡RββvMandM
HOaebMJournalhofhMolecularhMedicineZM2018ZMmjZMhegahfi 5.5 1

27 unalyzingMdifferentialMregulatoryMnetworksMmodulatedMbyMcontinuousastateMgenomicMfeaturesMinM
glioblastomaMmultiformeM2015ZM 1

26 βnMvivoMTHzMfiberascanningMmammographyMofMearlyMbreastMcancerMinMmiceM2011ZM 1

25 VerifyingMexpressedMtranscriptMvariantsMbyMdetectingMandMassemblingMstretchesMofMconsecutiveM
exonsbMNucleichAcidshResearchZM2010ZMglZMeelk 20.1 1

24 γoinMwlassifierMofMTypeMandMβndexMMutationMonMκungMwancerMxNuMUsingMSequentialMκabelingMModelbM
IEEEhAccessZM2022ZMedZMmddhamdfe 3.5 1

23 Nexta–enerationMSequencingMinMtheM–eneticsMofMHumanMutrialMzibrillationbMActahCardiologicahSinicaZM
2013ZMfmZMgekaff 1.1 1

22 NovelMTumoraSpecificMuntigensMforMβmmunotherapyMβdentifiedMzromMMultiaomicsMProfilingMinMThymicM
warcinomasbMFrontiershinhImmunologyZM2021ZMefZMkhllfd 8.4 1

21 SemaphorinMiuMsuppressesMtheMproliferationMandMmigrationMofMlungMadenocarcinomaMcellsbM
InternationalhJournalhofhOncologyZM2020ZMijZMejiaekk 4.4 1

20 yvolutionaryMTrajectoriesMandM–enomicMxivergenceMinMκocalizedMvreastMwancersMafterMβpsilateralM
vreastMTumorMRecurrencebMCancersZM2021ZMegZM 6.6 1

19 uMriskMpredictionMmodelMofMgeneMsignaturesMinMovarianMcancerMthroughMbaggingMofM–uaX–voostM
modelsbMJournalhofhAdvancedhResearchZM2021ZMgdZMeegaeff 13 1

(2021-2021)
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18 HighMprevalenceMofMuPOuecwgcuhcuiMalterationsMinMluminalMbreastMcancersMamongMyoungMwomenMinM
yastMusiabMNpjhBreasthCancerZM2021ZMkZMll 7.8 1

17 MixSystemnMuMcomprehensiveMonlineMsystemMforMdeMnovoMassemblyMandManalysisMofMmicrobialM
genomesbMNewhBiotechnologyZM2021ZMjiZMhfaif 6.4 1

16 ToMcompareMtheMperformanceMofMprokaryoticMtaxonomyMclassifiersMusingMcuratedMejSMfullalengthM
rRNuMsequencesbbMComputershinhBiologyhandhMedicineZM2022ZMehiZMedihej 7 1

15
UremicMToxinaProducingMSpeciesMPrevailMinMtheM–utMMicrobiotaMofMTaiwaneseMwεxMPatientsnMunM
unalysisMUsingMtheMNewMTaiwanMMicrobiomeMvaselinebbMFrontiershinhCellularhandhInfectionhMicrobiology
ZM2022ZMefZMkfjfij

5.9 1

14 UsingMproteomicMprofilingMtoMcharacterizeMproteinMsignaturesMofMdifferentMthymomaMsubtypesbMBMCh
CancerZM2019ZMemZMkmj 4.8 0

13 κidocaineMandMvupivacaineMxownregulateMMYvMandMlncRNuMbyMUpregulatingMinMMwzakMwellsbbM
FrontiershinhMedicineZM2021ZMlZMkgflek 4.9 0

12 PredictionMofMvreastMwancerMRecurrenceMUsingMaMxeepMwonvolutionalMNeuralMNetworkMWithoutM
RegionaofaβnterestMκabelingbMFrontiershinhOncologyZM2021ZMeeZMkghdei 5.3 0

11 RiskMzactorsMandM–eneticMviomarkersMofMMultipleMPrimaryMwancersMinMysophagealMwancerMPatientsbM
FrontiershinhOncologyZM2020ZMedZMilijfe 5.3 0

10 xifferentialMwholeagenomeMdoublingMandMhomologousMrecombinationMdeficienciesMacrossMbreastM
cancerMsubtypesMfromMtheMTaiwaneseMpopulationbMCommunicationshBiologyZM2021ZMhZMedif 6.7 0

9 PredictingMvreastMwancerM–eneMyxpressionMSignatureMbyMupplyingMxeepMwonvolutionalMNeuralM
NetworksMzromMUnannotatedMPathologicalMβmagesbbMFrontiershinhOncologyZM2021ZMeeZMkjmhhk 5.3 0

8 PrevalenceMofMsuddenMarrhythmicMdeathMsyndromearelatedMgeneticMmutationsMinManMusianMcohortMofM
wholeMgenomeMsequencebMEuropaceZM2020ZMffZMeflkaefmk 3.9

7
woncurrentManalysisMofMcopyMnumberMvariationMandMgeneMexpressionnMapplicationMinMpairedM
nonasmokingMfemaleMlungMcancerMpatientsbMInternationalhJournalhofhDatahMininghandhBioinformaticsZM
2013ZMlZMmfaedh

0.5

6 MutScapenManManalyticalMtoolkitMforMprobingMtheMmutationalMlandscapeMinMcancerMgenomicsbMNARh
GenomicshandhBioinformaticsZM2021ZMgZMlqabdmm 3.7

5 UtilizingMwancerMaMzunctionalM–eneMSetMaMwompoundMNetworksMtoMβdentifyMPutativeMxrugsMforMvreastM
wancerbMCombinatorialhChemistryhandhHighhThroughputhScreeningZM2018ZMfeZMkhalg 1.3

4 uMSimpleZMPowerfulZMandMWidelyMupplicableMMicroaRNuMScoringMSystemMinMPrognosticationMofMxeM
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