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Structural analysis of 33€™UTRSs in insect flaviviruses reveals novel determinants of sfRNA biogenesis
and provides new insights into flavivirus evolution. Nature Communications, 2022, 13, 1279.

Small molecule inhibitors possibly targeting the rearrangement of Zika virus envelope protein.
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Cross-utilisation of template RNAs by alphavirus replicases. PLoS Pathogens, 2020, 16, e1008825.
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Pan-viral protection against arboviruses by activating skin macrophages at the inoculation site.
Science Translational Medicine, 2020, 12, .

Structural and phenotypic analysis of Chikungunya virus RNA replication elements. Nucleic Acids

Research, 2019, 47, 9296-9312. 65 37

Chikungunya virus requires cellular chloride channels for efficient genome replication. PLoS
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Multiple roles of the non-structural protein 3 (nsP3) alphavirus unique domain (AUD) during

Chikungunya virus genome replication and transcription. PLoS Pathogens, 2019, 15, e1007239. 2.1 47

Structured€“function analysis of the equine hepacivirus 58€2 untranslated region highlights the
conservation of translational mechanisms across the hepaciviruses. Journal of General Virology,
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Inhibition of HCV translation by disrupting the structure and interactions of the viral CRE and 34€2
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A twist in the tail: SHAPE mapping of long-range interactions and structural rearrangements of RNA
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Detection of genome-scale ordered RNA structure (GORS) in genomes of positive-stranded RNA
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