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55 yifferentialMRNvMsplicingMasMaMpotentiallyMimportantMdriverMmechanismMinMmultipleMmyelomacM
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54 TheMmolecularMmakeMupMofMsmolderingMmyelomaMhighlightsMtheMevolutionaryMpathwaysMleadingMtoM
multipleMmyelomacMNaturerCommunicationsaM2021aMfgaMgnh 17.4 20

53 LowbLevelMznvironmentalMHeavyMMetalsMareMvssociatedMwithMObesityMvmongMPostmenopausalM
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molecularMsubgroupscMLeukemiaaM2021aM
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48 OrthoxvRsoMzngineeredMhumanMILbgdILbgRbMorthogonalMpairsMselectivelyMenhanceMxvRMTMcellM
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46 woneMmarrowMmicroenvironmentsMthatMcontributeMtoMpatientMoutcomesMinMnewlyMdiagnosedMmultipleM
myelomaoMvMcohortMstudyMofMpatientsMinMtheMTotalMTherapyMclinicalMtrialscMPLoSrMedicineaM2020aMflaMefeehhgh11.6 10
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44 MicrohomologybmediatedMendMjoiningMdrivesMcomplexMrearrangementsMandMoverexpressionMofMandMinM
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39 xhromoplexyMandMxhromothripsisMvreMImportantMPrognosticallyMinMMyelomaMandMyeregulateMGeneM
FunctionMwyMaMRangeMofMMechanismscMBloodaM2019aMfhiaMhlklbhlkl 2.2 3

38 PoorMoverallMsurvivalMinMhyperhaploidMmultipleMmyelomaMisMdefinedMbyMdoublebhitMbiballelicM
inactivationMofcMOncotargetaM2019aMfeaMlhgblhl 3.3 5

37 zxampleMofMaMScalableMandMvdaptableMvpproachMforMNGSMvnalysesMLeveragingMHighbPerformanceM
xomputingM2019aMgilbgkn

36 xombinationMofMflowMcytometryMandMfunctionalMimagingMforMmonitoringMofMresidualMdiseaseMinM
myelomacMLeukemiaaM2019aMhhaMflfhbflgg 10.7 66

35 KinaseMdomainMactivationMthroughMgeneMrearrangementMinMmultipleMmyelomacMLeukemiaaM2018aMhgaMgihjbgiii10.7 15

34 IdentificationMofMnovelMmutationalMdriversMrevealsMoncogeneMdependenciesMinMmultipleMmyelomacM
BloodaM2018aMfhgaMjmlbjnl 2.2 196

33 waselineMandMonbTreatmentMwoneMMarrowMMicroenvironmentsMPredictMMyelomaMPatientMOutcomesM
andMInformMPotentialMInterventionMStrategiescMBloodaM2018aMfhgaMfmmgbfmmg 2.2 2

32 xhromothripsisMandMxhromoplexyMvreMvssociatedMwithMyNvMInstabilityMandMvdverseMxlinicalM
OutcomeMinMMultipleMMyelomacMBloodaM2018aMfhgaMiembiem 2.2 2

31 GlobalMzxpressionMxhangesMofMMalignantMPlasmaMxellsMoverMTimeMRevealsMtheMzvolutionaryM
yevelopmentMofMSignaturesMofMvggressiveMxlinicalMwehaviorcMBloodaM2018aMfhgaMiijlbiijl 2.2

30 zxpressionMSignatureMofMMyelomaMResidualMxellsMIsMxharacterizedMwyMGenesMvssociatedMwithM
ProliferationaMzpigeneticMModificationaMandMStemMxellMMaintenancecMBloodaM2018aMfhgaMiikjbiikj 2.2 1

29 MutationsMandMxopyMNumberMxhangesMPredictMProgressionMfromMSmolderingMMyelomaMtoM
SymptomaticMMyelomaMinMtheMzraMofMNovelMIMWGMxriteriacMBloodaM2018aMfhgaMiijkbiijk 2.2

28 xombinationMofMFlowMxytometryMandMFunctionalMImagingMforMMonitoringMofMResidualMyiseaseMinM
MyelomacMBloodaM2018aMfhgaMhfmjbhfmj 2.2

27 zxtractingMPrognosticMMolecularMInformationMfromMPzTbxTMImagingMofMMultipleMMyelomaMUsingM
RadiomicMvpproachescMBloodaM2018aMfhgaMfnekbfnek 2.2
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26 HotspotMMutationsMinMSFhwfMResultMinMIncreasedMvlternativeMSplicingMinMMultipleMMyelomaMandM
vctivationMofMKeyMxellularMPathwayscMBloodaM2018aMfhgaMiijibiiji 2.2

25 TheMgenomicMlandscapeMofMplasmaMcellsMinMsystemicMlightMchainMamyloidosiscMBloodaM2018aMfhgaMglljbglll 2.2 10

24 wiballelicMinactivationMisMmoreMprevalentMatMrelapseMinMmultipleMmyelomaaMidentifyingMRwfMasManM
independentMprognosticMmarkercMBloodrCancerrJournalaM2017aMlaMejhj 7 39

23 TheMlevelMofMdeletionMflpMandMbiballelicMinactivationMofMhasMaMsignificantMimpactMonMclinicalMoutcomeMinM
multipleMmyelomacMHaematologicaaM2017aMfegaMehkibehkl 6.6 44

22 SpatialMgenomicMheterogeneityMinMmultipleMmyelomaMrevealedMbyMmultibregionMsequencingcMNaturer
CommunicationsaM2017aMmaMgkm 17.4 170

21 IntegratingMzxternalMResourcesMwithMaMTaskbwasedMProgrammingMModelM2017aM 2

20
MYxMRearrangementsMinMMultipleMMyelomaMvreMxomplexaMxanMInvolveMMoreMThanMFiveMyifferentM
xhromosomesaMandMxorrelateMwithMIncreasedMzxpressionMofMMYxMandMaMyistinctMyownstreamMGeneM
zxpressionMPatterncMBloodaM2017aMfheaMkjbkj
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19 zxtensiveMRegionalMIntrabxlonalMHeterogeneityMinMMultipleMMyelomaMbMImplicationsMforMyiagnosticsaM
RiskMStratificationMandMTargetedMTreatmentcMBloodaM2016aMfgmaMhglmbhglm 2.2 2

18 TheMMultipleMMyelomaMGenomeMProjectoMyevelopmentMofMaMMolecularMSegmentationMStrategyMforM
theMxlinicalMxlassificationMofMMultipleMMyelomacMBloodaM2016aMfgmaMfnkbfnk 2.2 1

17 HighMRiskMMyelomaMIsMxharacterizedMwyMtheMwibvllelicMInactivationMofMxyKNgxMandMRwfcMBloodaM2016aM
fgmaMiifkbiifk 2.2 0

16 xlonalMselectionMandMdoublebhitMeventsMinvolvingMtumorMsuppressorMgenesMunderlieMrelapseMinM
myelomacMBloodaM2016aMfgmaMflhjbii 2.2 129

15 WikiHyperGlossaryMVWHGWoManMinformationMliteracyMtechnologyMforMchemistryMdocumentscMJournalrofr
CheminformaticsaM2015aMlaMgg 8.6 1

14 znhancingMcancerMclonalityManalysisMwithMintegrativeMgenomicscMBMCrBioinformaticsaM2015aMfkMSupplM
fhaMSl 3.6 3

13
HighMRiskMMultipleMMyelomaMyemonstratesMMarkedMSpatialMGenomicMHeterogeneityMwetweenMFocalM
LesionsMandMRandomMwoneMMarrowpMImplicationsMforMTargetedMTherapyMandMTreatmentMResistancecM
BloodaM2015aMfgkaMgebge

2.2 4

12 xomprehensiveMGenomicMProfilingMofMMultipleMMyelomaMinMtheMxourseMofMxlinicalMxareMIdentifiesM
TargetableMandMPrognosticallyMSignificantMGenomicMvlterationscMBloodaM2015aMfgkaMhknbhkn 2.2 1

11 TheMImpactMofMxombinationMxhemotherapyMandMTandemMStemMxellMTransplantMonMxlonalM
SubstructureMandMMutationalMPatternMatMRelapseMofMMMcMBloodaM2015aMfgkaMhlgbhlg 2.2 1

10 LeveragingMtheMnewMwithMtheMoldoMprovidingMaMframeworkMforMtheMintegrationMofMhistoricMmicroarrayM
studiesMwithMnextMgenerationMsequencingcMBMCrBioinformaticsaM2014aMfjMSupplMffaMSh 3.6 0

9 XLPMoMefficientMalgorithmMforMtheManalysisMofMproteinbproteinMcontactsMusingMchemicalMcrossblinkingM
massMspectrometrycMBMCrBioinformaticsaM2014aMfjMSupplMffaMSfk 3.6 5
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8 RevealingMtheMinherentMheterogeneityMofMhumanMmalignanciesMbyMvariantMconsensusMstrategiesM
coupledMwithMcancerMclonalManalysiscMBMCrBioinformaticsaM2014aMfjMSupplMffaMSn 3.6 3

7 TowardsMtheMintegrationaMannotationMandMassociationMofMhistoricalMmicroarrayMexperimentsMwithM
RNvbseqcMBMCrBioinformaticsaM2013aMfiMSupplMfiaMSi 3.6 12

6 LeveragingMTheMOldMWithMTheMNewoMzxploringMandMIntegratingMHistoricMMicroarrayMStudiesMWithMNextM
GenerationMSequencingMForMMultipleMMyelomacMBloodaM2013aMfggaMhfggbhfgg 2.2

5 UsabilityMsurveyMofMbiomedicalMquestionMansweringMsystemscMHumanrGenomicsaM2012aMkaMfl 6.8 20

4 PhenotypicMplasticityMinMtemperatureMstressMresistanceMisMtriggeredMbyMphotoperiodMinMaMflycM
EvolutionaryrEcologyaM2012aMgkaMfeklbfemh 1.8 16

3 KnowledgeMbuildingMinsightsMonMbiomarkersMofMarsenicMtoxicityMtoMkeratinocytesMandMmelanocytescM
BiomarkerrInsightsaM2012aMlaMfglbif 3.5 11

2 ISywoMInteractionMSentenceMyatabasecMBMCrResearchrNotesaM2010aMhaMfgg 2.3

1 NvTboxoMaMnetworkManalysisMtoolboxMinMRcMBMCrBioinformaticsaM2009aMfeMSupplMffaMSfi 3.6 4
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