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293 unhibitionHofHundigoidineHµynthesisHasHaHtighU·hroughputHoolourimetricHµcreenHforHmntibioticsH
·argetingHtheHqssentialH}hosphopantetheinylH·ransferaseH}pt·VHPharmaceuticsTH2021THY[TH 6.4 2

292 r]ZXUdependentHglucoseUbUphosphateHdehydrogenasefHmHcomprehensiveHreviewVHInorganicahChimicah
ActaTH2021THaZ]THYZX]Yc 2.7 0

291 mllostericHregulationHofHmenaquinoneHPvitaminHwQHbiosynthesisHinHtheHhumanHpathogenVHJournalhofh
BiologicalhChemistryTH2020THZeaTH[caeU[ccX 5.4 9

290 oonvergentHpathwaysHtoHbiosynthesisHofHtheHversatileHcofactorHrVHCurrenthOpinionhinhStructuralh
BiologyTH2020THbaTHeUYb 8.1 4

289 qngineeringHofHsroupHmHµtreptococcusHusopeptideHnondsHintoHummunoglobulinUxikeH}roteinH
pomainsVHMethodshinhMolecularhBiologyTH2020THZY[bTH[ccU[ea 1.4 1

288 sroupHmH·HmntigensHtaveHaHtighlyHoonservedHµtructureHooncealedHunderHaHteterogeneousHµurfaceH
·hatHtasHumplicationsHforHVaccineHpesignVHInfectionhandhImmunityTH2019THdcTH 3.7 6

287 mHrevisedHbiosyntheticHpathwayHforHtheHcofactorHrHinHprokaryotesVHNaturehCommunicationsTH2019THYXTHYaad17.4 35

286 ·heHactiveHsiteHofHtheHbranchedUchainHaminoHacidHbiosynthesisHenzymeHdihydroxyacidHdehydrataseH
containsHaHZreUZµHclusterVHJournalhofhBiologicalhChemistryTH2019THZe]THY[YadUY[YcX 5.4 7

285 –egulationHofHhumanH]UhydroxyUZUoxoglutarateHaldolaseHbyHpyruvateHandH˛–UketoglutaratefH
implicationsHforHprimaryHhyperoxaluriaHtypeU[VHBiochemicalhJournalTH2019TH]cbTH[[beU[[d[ 3.8 3

284
mnthranilateHphosphoribosyltransferasefHnindingHdeterminantsHforH
aOUphosphoUalphaUdUribosylUYOUpyrophosphateHP}–}}QHandHtheHimplicationsHforHinhibitorHdesignVH
BiochimicahEthBiophysicahActahxhProteinshandhProteomicsTH2018THYdbbTHZb]UZc]

4 4

283
peterminingHtheHactiveHsiteHbaseHandHorderHofHsubstrateHadditionHwithinHr]ZXUdependentH
glucoseUbUphosphateHusingHsteadyUstateHandHpreHsteadyUstateHkineticsHandHisotopeHeffectsHmethodsVH
FASEBhJournalTH2018TH[ZTHbaaV[X

0.9

282 yechanisticHinsightsHintoHrUdependentHglucoseUbUphosphateHdehydrogenaseHusingHisotopeHeffectsH
andHsubstrateHinhibitionHstudiesVHBiochimicahEthBiophysicahActahxhProteinshandhProteomicsTH2018THYdbbTH[dcU[ea4 2

281 qngineeringHaHxysUmsnHisopeptideHbondHintoHanHimmunoglobulinUlikeHproteinHdomainHenhancesHitsH
stabilityVHScientifichReportsTH2017THcTH]Zca[ 4.9 9

280 ÅsingHΔU–ayHorystallographyHtoHµimplifyHandHmccelerateHniologicsHprugHpevelopmentVHJournalhofh
PharmaceuticalhSciencesTH2017THYXbTH]ccU]e] 3.9 15

279 patasetsTHprocessingHandHrefinementHdetailsHforHUmn}–·fHinhibitorHstructuresHwithHvariousHspaceH
groupsVHDatahinhBriefTH2017THYaTHYXYeUYXZe 1.2 1

278
unvestigatingHtheH–eactionHyechanismHofHrUpependentHslucoseUbUphosphateHpehydrogenaseHfromH
yycobacteriumHtuberculosisfHwineticHmnalysisHofHtheHWildU·ypeHandHyutantHqnzymesVHBiochemistryTH
2016THaaTHaabbUaacc

3.2 12

277 µtructuralHViewsHalongHtheHyycobacteriumHtuberculosisHyenpH–eactionH}athwayHulluminateHweyH
mspectsHofH·hiaminHpiphosphateUpependentHqnzymeHyechanismsVHStructureTH2016THZ]THYYbcUcc 5.2 15
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276 }dxtHproteinsHofHmycobacteriaHareHtypicalHmembersHofHtheHclassicalHpyridoxineWpyridoxamineH
aOUphosphateHoxidaseHfamilyVHFEBShLettersTH2016THaeXTH]a[UbX 3.8 4

275
·heHµtructureHofHtheH·ranscriptionalH–epressorHwst–HinHoomplexHwithHoomH·hioesterHoholesterolH
yetabolitesHµhedsHxightHonHtheH–egulationHofHoholesterolHoatabolismHinHyycobacteriumH
tuberculosisVHJournalhofhBiologicalhChemistryTH2016THZeYTHcZabUbb

5.4 22

274 qlongationHofHtheH}olyU˛‡UglutamateH·ailHofHr]ZXH–equiresHnothHpomainsHofHtheHr]ZXf˛‡UslutamylH
xigaseHPrbinQHofHyycobacteriumHtuberculosisVHJournalhofhBiologicalhChemistryTH2016THZeYTHbddZUe] 5.4 19

273 }eptideHbindingHtoHaHbacterialHsignalHpeptidaseHvisualizedHbyHpeptideHtetheringHandHcarrierUdrivenH
crystallizationVHIUCrJTH2016TH[THYXUe 4.7 10

272 WideningHtheHreachHofHstructuralHbiologyVHIUCrJTH2016TH[THd]Ua 4.7 1

271 µerologicalHqvidenceHofHummuneH}rimingHbyHsroupHmHµtreptococciHinH}atientsHwithHmcuteH–heumaticH
reverVHFrontiershinhMicrobiologyTH2016THcTHYYYe 5.7 19

270 µynthesisHandHstructuralHinsightHintoHqµΔUYHµubstrateH}roteinHoTHanHimmunodominantH
yycobacteriumHtuberculosisUsecretedHantigenVHBiopolymersTH2016THYXbTHZbcUc] 2.2 4

269 –adiationHpamageHandH–acemicH}roteinHorystallographyH–evealHtheHÅniqueHµtructureHofHtheH
smµmWµnakinH}roteinHµuperfamilyVHAngewandtehChemiehxhInternationalhEditionTH2016THaaTHce[XU[ 16.4 30

268
µtructureHofHtheHectodomainHofHtheHelectronHtransporterH–vZdc]HfromHyycobacteriumHtuberculosisH
revealsHaHthioredoxinUlikeHdomainHcombinedHwithHaHcarbohydrateUbindingHmoduleVHActah
CrystallographicahSectionhD:hStructuralhBiologyTH2016THcZTH]XUd

5.5 3

267 yassHspectralHdeterminationHofHphosphopantetheinylationHspecificityHforHcarrierHproteinsHinVHFEBSh
OpenhBioTH2016THbTHYZZXUYZZb 2.7 2

266
mHcovalentHadductHofHybtzTHanHacylUmo}HdehydrogenaseHfromHyycobacteriumHtuberculosisTHrevealsH
anHunusualHacylUbindingHpocketVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2015TH
cYTHdbZUcZ

3

265
mHfunctionalHroleHofH–vYc[dHinHyycobacteriumHtuberculosisHpersistenceHsuggestedHbyHracemicH
proteinHcrystallographyVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaTH2015THYYZTH][YXUa

11.5 34

264
oomplexHrormationHbetweenH·woHniosyntheticHqnzymesHyodifiesHtheHmllostericH–egulatoryH
}ropertiesHofHnothfHmzHqΔmy}xqH{rHy{xqoÅxm–Hµαynu{µuµVHJournalhofhBiologicalhChemistryTH2015TH
ZeXTHYdYdcUYdYed

5.4 21

263 }roductionHofHrecombinantHproteinsHinHyycobacteriumHsmegmatisHforHstructuralHandHfunctionalH
studiesVHProteinhScienceTH2015THZ]THYUYX 6.3 23

262 µelfUgeneratedHcovalentHcrossUlinksHinHtheHcellUsurfaceHadhesinsHofHsramUpositiveHbacteriaVH
BiochemicalhSocietyhTransactionsTH2015TH][THcdcUe] 5.1 17

261
µtructureHandHinhibitionHofHsubunitHuHofHtheHanthranilateHsynthaseHcomplexHofHyycobacteriumH
tuberculosisHandHexpressionHofHtheHactiveHcomplexVHActahCrystallographicahSectionhD:hBiologicalh
CrystallographyTH2015THcYTHZZecU[Xd

15

260
µtructuresHofHyycobacteriumHtuberculosisHmnthranilateH}hosphoribosyltransferaseHVariantsH–evealH
theHoonformationalHohangesH·hatHracilitateHpeliveryHofHtheHµubstrateHtoHtheHmctiveHµiteVH
BiochemistryTH2015THa]THbXdZUeZ

3.2 9

259
qxpressionTHpurificationHandHcrystallizationHofHaHmembraneUassociatedTHcatalyticallyHactiveHtypeHuH
signalHpeptidaseHfromHµtaphylococcusHaureusVHActahCrystallographicahSectionhFwhStructuralhBiologyh
CommunicationsTH2015THcYTHbYUa

1.1 3

(2015-2016)
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258
ÅseHofHaHJsilverHbulletJHtoHresolveHcrystalHlatticeHdislocationHdisorderfHaHcobalaminHcomplexHofH
˛�YUpyrrolineUaUcarboxylateHdehydrogenaseHfromHyycobacteriumHtuberculosisVHJournalhofhStructuralh
BiologyTH2015THYdeTHYa[Uc

3.4 1

257 oonvergentHweaponryHinHaHbiologicalHarmsHraceVHELifeTH2015TH]TH 8.9 3

256 niologicalHcrystallographyfHnewHmethodsTHnewHchallengesVHIUCrJTH2015THZTHYaaUb 4.7

255 µtructureHofHtheHbacterialHtypeHuuHzmptHdehydrogenasefHaHmonotopicHmembraneHproteinHwithHanH
essentialHroleHinHenergyHgenerationVHMolecularhMicrobiologyTH2014THeYTHeaXUb] 4.1 80

254 orystalHstructureHofH}hnrTHaHsnt–UfamilyHtranscriptionalHregulatorHofHphosphateHtransportHinH
yycobacteriumHsmegmatisVHJournalhofhBacteriologyTH2014THYebTH[]cZUdY 3.5 12

253 µtructuralHconservationTHvariabilityTHandHimmunogenicityHofHtheH·bHbackboneHpilinHofHserotypeHybH
µtreptococcusHpyogenesVHInfectionhandhImmunityTH2014THdZTHZe]eUac 3.7 25

252
mHslowUformingHisopeptideHbondHinHtheHstructureHofHtheHmajorHpilinHµpapHfromHoorynebacteriumH
diphtheriaeHhasHimplicationsHforHpilusHassemblyVHActahCrystallographicahSectionhD:hBiologicalh
CrystallographyTH2014THcXTHYYeXUZXY

22

251 orystalHstructureHofHkiwellinTHaHmajorHcellUwallHproteinHfromHkiwifruitVHJournalhofhStructuralhBiologyTH
2014THYdcTHZcbUZdY 3.4 8

250 WorkingHtowardsHaHgroupHmHstreptococcalHvaccinefHreportHofHaHcollaborativeH·ransU·asmanH
workshopVHVaccineTH2014TH[ZTH[cY[UZX 4.1 38

249 –epurposingHtheHchemicalHscaffoldHofHtheHantiUarthriticHdrugHxobenzaritHtoHtargetHtryptophanH
biosynthesisHinHyycobacteriumHtuberculosisVHChemBioChemTH2014THYaTHdaZUb] 3.8 14

248
oharacterizationHofHtheHprolineUutilizationHpathwayHinHyycobacteriumHtuberculosisHthroughH
structuralHandHfunctionalHstudiesVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2014TH
cXTHebdUdX

12

247 µtructureHandHactivityHofHµtreptococcusHpyogenesHµipmfHaHsignalHpeptidaseUlikeHproteinHessentialHforH
pilusHpolymerisationVHPLoShONETH2014THeTHeeeY[a 3.7 10

246 µtructuralHmodelHforHcovalentHadhesionHofHtheHµtreptococcusHpyogenesHpilusHthroughHaHthioesterH
bondVHJournalhofhBiologicalhChemistryTH2014THZdeTHYccUde 5.4 37

245
orystalHstructureHofHtheHessentialHyycobacteriumHtuberculosisHphosphopantetheinylHtransferaseH
}pt·THsolvedHasHaHfusionHproteinHwithHmaltoseHbindingHproteinVHJournalhofhStructuralhBiologyTH2014TH
YddTHZc]Ud

3.4 11

244
mlternativeHsubstratesHrevealHcatalyticHcycleHandHkeyHbindingHeventsHinHtheHreactionHcatalysedHbyH
anthranilateHphosphoribosyltransferaseHfromHyycobacteriumHtuberculosisVHBiochemicalhJournalTH
2014TH]bYTHdcUed

3.8 15

243 }reparationHofHtruncatedHorfHvirusHentryHfusionHcomplexHproteinsHbyHchemicalHsynthesisVHJournalhofh
PeptidehScienceTH2014THZXTH[edU]Xa 2.1 2

242
mutocatalyticallyHgeneratedH·hrUslnHesterHbondHcrossUlinksHstabilizeHtheHrepetitiveHugUdomainHshaftH
ofHaHbacterialHcellHsurfaceHadhesinVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaTH2014THYYYTHY[bcUcZ

11.5 24

241
ÅseHofHaHnovelHmicrotitrationHprotocolHtoHobtainHdiffractionUqualityHcrystalsHofH
]UhydroxyUZUoxoglutarateHaldolaseHfromHnosHtaurusVHActahCrystallographicahSectionhFwhStructuralh
BiologyhCommunicationsTH2014THcXTHYa]bUe

1.1 1
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240
}urificationTHcrystallizationHandHpreliminaryHΔUrayHcrystallographicHstudiesHofHwst–ZHPketosteroidH
regulatoryHproteinQHfromHyycobacteriumHtuberculosisVHActahCrystallographicahSectionhFwhStructuralh
BiologyhCommunicationsTH2014THcXTHYb][Ua

1.1

239 zewHperspectivesHinHbiologicalHcrystallographyVHIUCrJTH2014THYTHdZU[ 4.7 2

238 unhibitionHstudiesHonHyycobacteriumHtuberculosisHzUacetylglucosamineUYUphosphateH
uridyltransferaseHPslmÅQVHOrganichandhBiomolecularhChemistryTH2013THYYTHdYY[UZb 3.9 21

237 ·hreeHsitesHandHyouHareHoutfHternaryHsynergisticHallosteryHcontrolsHaromaticHaminoHacidHbiosynthesisH
inHyycobacteriumHtuberculosisVHJournalhofhMolecularhBiologyTH2013TH]ZaTHYadZUeZ 6.5 30

236 xigandHpromiscuityHwithinHtheHinternalHcavityHofHqpiphyasHpostvittanaH·akeoutHYHproteinVHJournalhofh
StructuralhBiologyTH2013THYdZTHZaeUb[ 3.4 10

235 mnHarmUswappedHdimerHofHtheHµtreptococcusHpyogenesHpilinHspecificHassemblyHfactorHµipmVHJournalh
ofhStructuralhBiologyTH2013THYd[THeeUYX] 3.4 5

234 ·heHsubstrateHcaptureHmechanismHofHyycobacteriumHtuberculosisHanthranilateH
phosphoribosyltransferaseHprovidesHaHmodeHforHinhibitionVHBiochemistryTH2013THaZTHYccbUdc 3.2 20

233 uz·–my{xqoÅxm–Huµ{}q}·upqHn{zpµfHz{VqxH}{µ·U·–mzµxm·u{zmxHy{puruom·u{zµHuzH
nmo·q–umxH}uxuHmzpHoqxxUµÅ–rmoqHmptqµuzµH2013TH]YcU]Zc

232 µtructureHandHfunctionHofHhumanHxylulokinaseTHanHenzymeHwithHimportantHrolesHinHcarbohydrateH
metabolismVHJournalhofhBiologicalhChemistryTH2013THZddTHYb][UaZ 5.4 16

231 }urificationTHcrystallizationHandHpreliminaryHΔUrayHstudiesHofHybtzHP–vY[]bQHfromHyycobacteriumH
tuberculosisVHActahCrystallographicahSectionhF:hStructuralhBiologyhCommunicationsTH2013THbeTHY[a]Ub 1

230 orystalHstructuresHofHqVHcoliHnativeHyentHandHtwoHactiveHsiteHmutantsVHPLoShONETH2013THdTHebY[Za 3.7 8

229 µtructureHandHassemblyHofHsramUpositiveHbacterialHpilifHuniqueHcovalentHpolymersVHCurrenthOpinionhinh
StructuralhBiologyTH2012THZZTHZXXUc 8.1 66

228 µtructureHofHphosphoserineHaminotransferaseHfromHyycobacteriumHtuberculosisVHActah
CrystallographicahSectionhD:hBiologicalhCrystallographyTH2012THbdTHaa[Ub[ 10

227
}urificationTHcrystallizationHandHpreliminaryHcrystallographicHanalysisHofHtheHadhesionHdomainHofHqpfH
fromHµtreptococcusHpyogenesVHActahCrystallographicahSectionhF:hStructuralhBiologyhCommunicationsTH
2012THbdTHce[Uc

2

226 ÅseHofHaHrepetitiveHseedingHprotocolHtoHobtainHdiffractionUqualityHcrystalsHofHaHputativeHhumanH
pUxylulokinaseVHActahCrystallographicahSectionhF:hStructuralhBiologyhCommunicationsTH2012THbdTHYZaeUbZ 4

225 µynthesisHandHevaluationHofHyVHtuberculosisHsalicylateHsynthaseHPybtuQHinhibitorsHdesignedHtoHprobeH
plasticityHinHtheHactiveHsiteVHOrganichandhBiomolecularhChemistryTH2012THYXTHeZZ[U[b 3.9 16

224 umplicationsHofHbindingHmodeHandHactiveHsiteHflexibilityHforHinhibitorHpotencyHagainstHtheHsalicylateH
synthaseHfromHyycobacteriumHtuberculosisVHBiochemistryTH2012THaYTH]dbdUce 3.2 26

223 –emovalHofHtheHoUterminalHregulatoryHdomainHofH˛–UisopropylmalateHsynthaseHdisruptsHfunctionalH
substrateHbindingVHBiochemistryTH2012THaYTHZZdeUec 3.2 14

(2012-2014)
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222 mHstructuralHperspectiveHonHlactoferrinHfunctionVHBiochemistryhandhCellhBiologyTH2012THeXTH[ZXUd 3.6 68

221 ·atUdependentHtranslocationHofHanHr]ZXUbindingHproteinHofHyycobacteriumHtuberculosisVHPLoShONETH
2012THcTHe]aXX[ 3.7 21

220
}urificationTHcrystallizationHandHpreliminaryHcrystallographicHanalysisHofHhumanHdihydrodipicolinateH
synthaseUlikeHproteinHPptp}µxQVHActahCrystallographicahSectionhF:hStructuralhBiologyhCommunications
TH2012THbdTHaeUbZ

6

219 µtructuralHandHfunctionalHpropertiesHofHstaphylococcalHsuperantigenUlikeHproteinH]VHInfectionhandh
ImmunityTH2012THdXTH]XX]UY[ 3.7 28

218
·heHextracellularHproteinHfactorHqpfHfromHµtreptococcusHpyogenesHisHaHcellHsurfaceHadhesinHthatH
bindsHtoHcellsHthroughHanHzUterminalHdomainHcontainingHaHcarbohydrateUbindingHmoduleVHJournalhofh
BiologicalhChemistryTH2012THZdcTH[dYcdUde

5.4 17

217 µtructuralHanalysesHofHaHpurineHbiosyntheticHenzymeHfromHyycobacteriumHtuberculosisHrevealHaH
novelHboundHnucleotideVHJournalhofhBiologicalhChemistryTH2011THZdbTH]XcXbUYb 5.4 7

216 orystalHstructureHofHµpyXYZeTHaHµtreptococcusHpyogenesHclassHnHsortaseHinvolvedHinHpilusHassemblyVH
PLoShONETH2011THbTHeYaebe 3.7 40

215 µtructureHofHtheHfullUlengthHmajorHpilinHfromHµtreptococcusHpneumoniaefHimplicationsHforHisopeptideH
bondHformationHinHgramUpositiveHbacterialHpiliVHPLoShONETH2011THbTHeZZXea 3.7 30

214 untramolecularHisopeptideHbondsfHproteinHcrosslinksHbuiltHforHstresskVHTrendshinhBiochemicalhSciencesTH
2011TH[bTHZZeU[c 10.3 96

213 ·heH·nHµtructuralHsenomicsHoonsortiumfHaHdecadeHofHprogressVHTuberculosisTH2011THeYTHYaaUcZ 2.6 33

212 mHnonUsynonymousHnucleotideHsubstitutionHcanHaccountHforHoneHevolutionaryHrouteHtoH
sesquiterpeneHsynthaseHactivityHinHtheH·}µUbHsubgroupVHFEBShLettersTH2011THadaTHYd]YUb 3.8 7

211
oloningTHexpressionTHpurificationTHcrystallizationHandHpreliminaryHΔUrayHstudiesHofHtheHoUterminalH
domainHofH–v[ZbZHPrbinQHfromHyycobacteriumHtuberculosisVHActahCrystallographicahSectionhF:h
StructuralhBiologyhCommunicationsTH2011THbcTHYZc]Uc

2

210 }otentHinhibitorsHofHaHshikimateHpathwayHenzymeHfromHyycobacteriumHtuberculosisfHcombiningH
mechanismUHandHmodelingUbasedHdesignVHJournalhofhBiologicalhChemistryTH2011THZdbTHYbYecUZXc 5.4 30

209 –olesHofHminorHpilinHsubunitsHµpyXYZaHandHµpyXY[XHinHtheHserotypeHyYHµtreptococcusHpyogenesH
strainHµr[cXVHJournalhofhBacteriologyTH2010THYeZTH]baYUe 3.5 44

208 µtructuralHandHfunctionalHcharacterizationHofHanH–zaseHtuHdomainHfromHtheHbifunctionalHproteinH
–vZZZdcHfromHyycobacteriumHtuberculosisVHJournalhofhBacteriologyTH2010THYeZTHZdcdUdb 3.5 22

207 µynergisticHallosteryTHaHsophisticatedHregulatoryHnetworkHforHtheHcontrolHofHaromaticHaminoHacidH
biosynthesisHinHyycobacteriumHtuberculosisVHJournalhofhBiologicalhChemistryTH2010THZdaTH[XabcUcb 5.4 50

206 orystalHstructureHofHtheHminorHpilinHrctnHrevealsHdeterminantsHofHsroupHmHstreptococcalHpilusH
anchoringVHJournalhofhBiologicalhChemistryTH2010THZdaTHZX[dYUe 5.4 56

205 unhibitionHstudiesHofHyycobacteriumHtuberculosisHsalicylateHsynthaseHPybtuQVHChemMedChemTH2010TH
aTHYXbcUce 3.7 41
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204 oitationsHinHsupplementaryHmaterialVHJournalhofhAppliedhCrystallographyTH2010TH][THYZdaUYZdb 3.8 2

203
µtructuralHandHfunctionalHanalysisHofH–vXaa]HfromHyycobacteriumHtuberculosisfHtestingHaHputativeH
roleHinHmenaquinoneHbiosynthesisVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2010TH
bbTHeXeUYc

10

202
}urificationTHcrystallizationHandHpreliminaryHcrystallographicHanalysisHofHtheHminorHpilinHrctnHfromH
µtreptococcusHpyogenesVHActahCrystallographicahSectionhF:hStructuralhBiologyhCommunicationsTH2010TH
bbTHYccUe

3

201 yetabolicHengineeringHofHcofactorHr]ZXHproductionHinHyycobacteriumHsmegmatisVHPLoShONETH2010TH
aTHeYadX[ 3.7 88

200
·heHoorynebacteriumHdiphtheriaeHshaftHpilinHµpamHisHbuiltHofHtandemHugUlikeHmodulesHwithHstabilizingH
isopeptideHandHdisulfideHbondsVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaTH2009THYXbTHYbebcUcY

11.5 95

199 ·heHlamininUbindingHproteinHxbpHfromHµtreptococcusHpyogenesHisHaHzincHreceptorVHJournalhofh
BacteriologyTH2009THYeYTHadY]UZ[ 3.5 49

198 pefiningHtheHpotassiumHbindingHregionHinHanHappleHterpeneHsynthaseVHJournalhofhBiologicalhChemistry
TH2009THZd]THdbbYUe 5.4 34

197 orystalHstructureHofHqpiphyasHpostvittanaHtakeoutHYHwithHboundHubiquinoneHsupportsHaHroleHasH
ligandHcarriersHforHtakeoutHproteinsHinHinsectsVHJournalhofhBiologicalhChemistryTH2009THZd]TH[]ebUaX[ 5.4 38

196 untramolecularHisopeptideHbondsHgiveHthermodynamicHandHproteolyticHstabilityHtoHtheHmajorHpilinH
proteinHofHµtreptococcusHpyogenesVHJournalhofhBiologicalhChemistryTH2009THZd]THZXcZeU[c 5.4 84

195
·heHcrystalHstructuresHofHsubstrateHandHnucleotideHcomplexesHofHqnterococcusHfaeciumH
aminoglycosideUZOOUphosphotransferaseUuuaHπm}tPZOOQUuua]HprovideHinsightsHintoHsubstrateHselectivityH
inHtheHm}tPZOOQHsubfamilyVHJournalhofhBacteriologyTH2009THYeYTH]Y[[U][

3.5 47

194 usopeptideHbondsHinHbacterialHpiliHandHtheirHcharacterizationHbyHΔUrayHcrystallographyHandHmassH
spectrometryVHBiopolymersTH2009THeYTHYYZbU[] 2.2 20

193 }iliHinHsramUnegativeHandHsramUpositiveHbacteriaHUHstructureTHassemblyHandHtheirHroleHinHdiseaseVH
CellularhandhMolecularhLifehSciencesTH2009THbbTHbY[U[a 10.3 352

192 µtructureHandHfunctionHofHslmÅHfromHyycobacteriumHtuberculosisVHActahCrystallographicahSectionhD:h
BiologicalhCrystallographyTH2009THbaTHZcaUd[ 46

191
qxpressionTHpurificationTHcrystallizationHandHpreliminaryHcrystallographicHanalysisHofHµpamTHaHmajorH
pilinHfromHoorynebacteriumHdiphtheriaeVHActahCrystallographicahSectionhF:hStructuralhBiologyh
CommunicationsTH2009THbaTHdXZU]

3

190
yakingHsenseHofHaHmissenseHmutationfHcharacterizationHofHyut·ZTHaHzudixHhydrolaseHfromH
yycobacteriumHtuberculosisTHandHtheHsad–HmutantHencodedHinHWUneijingHstrainsHofHyVHtuberculosisVH
BiochemistryTH2009TH]dTHbeeUcXd

3.2 21

189 orystalHstructureHandHmetalHbindingHpropertiesHofHtheHlipoproteinHytsmTHresponsibleHforHironH
transportHinHµtreptococcusHpyogenesVHBiochemistryTH2009TH]dTHbYd]UeX 3.2 43

188 mHstructuralHframeworkHforHunderstandingHtheHmultifunctionalHcharacterHofHlactoferrinVHBiochimieTH
2009THeYTH[UYX 4.6 195

187 µtructuresHofHglycinamideHribonucleotideHtransformylaseHP}urzQHfromHyycobacteriumHtuberculosisH
revealHaHnovelHdimerHwithHrelevanceHtoHdrugHdiscoveryVHJournalhofhMolecularhBiologyTH2009TH[deTHcZZU[[ 6.5 10

(2009-2010)
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186
µurfaceH}roteinsHofHsramU}ositiveH}athogensfHÅsingHorystallographyHtoHÅncoverHzovelHreaturesHinH
prugHandHVaccineHoandidatesVHNATOhSciencehforhPeacehandhSecurityhSerieshA:hChemistryhandhBiologyTH
2009THYUe

0.1

185
·heHstructureHandHunusualHproteinHchemistryHofHhypoxicHresponseHproteinHYTHaHlatencyHantigenHandH
highlyHexpressedHmemberHofHtheHpos–HregulonHinHyycobacteriumHtuberculosisVHJournalhofhMolecularh
BiologyTH2008TH[d[THdZZU[b

6.5 19

184 mHnewHsatewayHvectorHandHexpressionHprotocolHforHfastHandHefficientHrecombinantHproteinH
expressionHinHyycobacteriumHsmegmatisVHProteinhExpressionhandhPurificationTH2008THacTHdYUc 2 39

183
orystalHstructuresHofHr]ZXUdependentHglucoseUbUphosphateHdehydrogenaseHrspYHinvolvedHinHtheH
activationHofHtheHantiUtuberculosisHdrugHcandidateH}mUdZ]HrevealHtheHbasisHofHcoenzymeHandH
substrateHbindingVHJournalhofhBiologicalhChemistryTH2008THZd[THYca[YU]Y

5.4 66

182 yappingHofHtheHm·}UbindingHdomainHofHhumanHfructosamineH[UkinaseUrelatedHproteinHbyHaffinityH
labellingHwithHaOUπpUPfluorosulfonylQbenzoyl]adenosineVHBiochemicalhJournalTH2008TH]YbTHZdYUd 3.8 10

181 yetalUcontainingHproteinsTHmacrocyclesTHandHcoordinationHcomplexesHinHtherapeuticHapplicationsH
andHdiseaseVHMetalxBasedhDrugsTH2008THZXXdTHZdb[b[ 1

180 µtructuresHofHyycobacteriumHtuberculosisHfolylpolyglutamateHsynthaseHcomplexedHwithHmp}HandH
my}}o}VHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2008THpb]THc]aUa[ 12

179
}urificationTHcrystallizationHandHpreliminaryHcrystallographicHanalysisHofHµtreptococcusHpyogenesH
lamininUbindingHproteinHxbpVHActahCrystallographicahSectionhF:hStructuralhBiologyhCommunicationsTH
2008THb]THY]YU[

4

178
oloningTHexpressionTHpurificationHandHpreliminaryHcrystallographicHanalysisHofHtheH–zaseHtuHdomainH
ofHtheHyycobacteriumHtuberculosisHproteinH–vZZZdcHasHaHmaltoseUbindingHproteinHfusionVHActah
CrystallographicahSectionhF:hStructuralhBiologyhCommunicationsTH2008THb]THc]bUe

3

177 orystalHstructureHofH}mqXYaYHfromH}yrobaculumHaerophilumTHaH}uzUdomainHPVapoQHproteinHfromHaH
toxinUantitoxinHoperonVHProteins:hStructurewhFunctionhandhBioinformaticsTH2008THcZTHaYXUd 4.2 41

176 tistidineHphosphorylationHinHbiologicalHsystemsVHBiochimicahEthBiophysicahActahxhProteinshandh
ProteomicsTH2008THYcd]THYXXUa 4 60

175
µynthesisHandHstructureUactivityHrelationshipsHofHzUbHsubstitutedHanaloguesHofH
eUhydroxyU]Uphenylpyrroloπ[T]Uc]carbazoleUYT[PZtTbtQUdionesHasHinhibitorsHofHWeeYHandHohkYH
checkpointHkinasesVHEuropeanhJournalhofhMedicinalhChemistryTH2008TH][THYZcbUeb

6.8 18

174
µynthesisHandHstructureUactivityHrelationshipsHofHsolubleHdUsubstitutedH
]UPZUchlorophenylQUeUhydroxypyrroloπ[T]Uc]carbazoleUYT[PZtTbtQUdionesHasHinhibitorsHofHtheHWeeYH
andHohkYHcheckpointHkinasesVHBioorganichandhMedicinalhChemistryhLettersTH2008THYdTHeZeU[[

2.9 24

173 tighUresolutionHcrystalHstructureHofHplantHcarboxylesteraseHmeoΔqYTHfromHmctinidiaHerianthaTHandHitsH
complexHwithHaHhighUaffinityHinhibitorHparaoxonVHBiochemistryTH2007TH]bTHYdaYUe 3.2 45

172 µtructuresHofHtwoHmutantsHthatHprobeHtheHroleHinHironHreleaseHofHtheHdilysineHpairHinHtheHzUlobeHofH
humanHtransferrinVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2007THb[TH]XdUY] 8

171 ·heHcrystalHstructureHofHstaphylococcalHsuperantigenUlikeHproteinHYYHinHcomplexHwithHsialylHxewisHΔH
revealsHtheHmechanismHforHcellHbindingHandHimmuneHinhibitionVHMolecularhMicrobiologyTH2007THbbTHY[]ZUaa4.1 74

170 ·heHcrystalHstructureHofHstaphylococcalHsuperantigenUlikeHproteinHYYHinHcomplexHwithHsialylHxewisHΔH
revealsHtheHmechanismHforHcellHbindingHandHimmuneHinhibitionVHMolecularhMicrobiologyTH2007THbcTH]c[U]c[4.1

169 µtructuralHgenomicsHasHanHapproachHtowardsHunderstandingHtheHbiologyHofHtuberculosisVHJournalhofh
StructuralhandhFunctionalhGenomicsTH2007THdTHacUba 17

Edward N Baker
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168 µtabilizingHisopeptideHbondsHrevealedHinHgramUpositiveHbacterialHpilusHstructureVHScienceTH2007TH[YdTHYbZaUd33.3 262

167
·heHstructureHofHaHputativeHscaffoldingHproteinHofHimmatureHpoxvirusHparticlesHasHdeterminedHbyH
electronHmicroscopyHsuggestsHsimilarityHwithHcapsidHproteinsHofHlargeHicosahedralHpzmHvirusesVH
JournalhofhVirologyTH2007THdYTHYYXcaUd[

6.6 17

166
·hreeUdimensionalHstructureHandHligandHbindingHpropertiesHofHtrichosurinTHaHmetatherianHlipocalinH
fromHtheHmilkHwheyHofHtheHcommonHbrushtailHpossumH·richosurusHvulpeculaVHBiochemicalhJournalTH
2007TH]XdTHZeU[d

3.8 9

165
qxpressionTHpurificationHandHcrystallizationHofHnativeHandHselenomethionineHlabeledHyycobacteriumH
tuberculosisHrspYHP–vX]XcQHusingHaHyycobacteriumHsmegmatisHexpressionHsystemVHProteinh
ExpressionhandhPurificationTH2007THa]TH[dU]]

2 37

164
orystalHstructuresHofHtheHstaphylococcalHtoxinHµµxaHinHcomplexHwithHsialylHxewisHΔHrevealHaH
conservedHbindingHsiteHthatHsharesHcommonHfeaturesHwithHviralHandHbacterialHsialicHacidHbindingH
proteinsVHJournalhofhMolecularhBiologyTH2007TH[c]THYZedU[Xd

6.5 57

163 ·heHpotentialHimpactHofHstructuralHgenomicsHonHtuberculosisHdrugHdiscoveryVHDrughDiscoveryhTodayTH
2006THYYTHZdU[] 8.8 38

162
µtructuralHandHfunctionalHanalysisHofH–v[ZY]HfromHyycobacteriumHtuberculosisTHaHproteinHwithH
conflictingHfunctionalHannotationsTHleadsHtoHitsHcharacterizationHasHaHphosphataseVHJournalhofh
BacteriologyTH2006THYddTH[adeUee

3.5 23

161
·heHstructureHofHanHancientHconservedHdomainHestablishesHaHstructuralHbasisHforHstableHhistidineH
phosphorylationHandHidentifiesHaHnewHfamilyHofHadenosineUspecificHkinasesVHJournalhofhBiologicalh
ChemistryTH2006THZdYTHZZY[YUZZY]Y

5.4 8

160 ·heHstructureHofHybtuHfromHyycobacteriumHtuberculosisTHtheHfirstHenzymeHinHtheHbiosynthesisHofHtheH
siderophoreHmycobactinTHrevealsHitHtoHbeHaHsalicylateHsynthaseVHJournalhofhBacteriologyTH2006THYddTHbXdYUeY3.5 88

159
orystalHstructureHofHaHsubstrateHcomplexHofHmyoUinositolHoxygenaseTHaHdiUironHoxygenaseHwithHaHkeyH
roleHinHinositolHmetabolismVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaTH2006THYX[THYaX[ZUc

11.5 77

158
·heHcrystalHstructureHofH·rppTHaHmetabolicHenzymeHessentialHforHlungHcolonizationHbyHyycobacteriumH
tuberculosisTHinHcomplexHwithHitsHsubstrateHphosphoribosylpyrophosphateVHJournalhofhMolecularh
BiologyTH2006TH[aaTHcd]Uec

6.5 37

157 µtructureHofHqscherichiaHcoliHÅp}UzUacetylmuramoylfxUalanineHligaseHPyuroQVHActahCrystallographicah
SectionhD:hBiologicalhCrystallographyTH2006THbZTHY]bbUc] 22

156 }urificationTHcrystallizationHandHpreliminaryHcrystallographicHanalysisHofHmouseHmyoUinositolH
oxygenaseVHActahCrystallographicahSectionhF:hStructuralhBiologyhCommunicationsTH2006THbZTHdYYU[ 10

155 orystalHµtructureHofHmhpqHfromHyycobacteriumHtuberculosisTHaHYUoysHperoxiredoxinVHJournalhofh
MolecularhBiologyTH2005TH[]bTHYX[aU]b 6.5 70

154
·heHstructureHofH[UdeoxyUdUarabinoUheptulosonateHcUphosphateHsynthaseHfromHyycobacteriumH
tuberculosisHrevealsHaHcommonHcatalyticHscaffoldHandHancestryHforHtypeHuHandHtypeHuuHenzymesVH
JournalhofhMolecularhBiologyTH2005TH[a]THeZcU[e

6.5 68

153 µtructureHandHinhibitionHofHtheHhumanHcellHcycleHcheckpointHkinaseTHWeeYmHkinasefHanHatypicalH
tyrosineHkinaseHwithHaHkeyHroleHinHopwYHregulationVHStructureTH2005THY[THa]YUaX 5.2 76

152 yolecularHstructureTHbindingHpropertiesHandHdynamicsHofHlactoferrinVHCellularhandhMolecularhLifeh
SciencesTH2005THbZTHZa[YUe 10.3 252

151 µtructureHofHnaphthoateHsynthaseHPyennQHfromHyycobacteriumHtuberculosisHinHbothHnativeHandH
productUboundHformsVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2005THbYTHYYeeUZXb 19

(2005-2007)
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150 mHflexibleHandHeconomicalHmediumUthroughputHstrategyHforHproteinHproductionHandHcrystallizationVH
ActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2005THbYTHY[cdUda 65

149
orystallizationHandHpreliminaryHΔUrayHcrystallographicHanalysisHofHybtuTHaHproteinHessentialHforH
siderophoreHbiosynthesisHinHyycobacteriumHtuberculosisVHActahCrystallographicahSectionhF:h
StructuralhBiologyhCommunicationsTH2005THbYTHYZYU[

10

148
orystallizationHandHpreliminaryHdiffractionHstudiesHofHtheHoUterminalHdomainHofHtheHpipγHhomologueH
fromHyycobacteriumHtuberculosisVHActahCrystallographicahSectionhF:hStructuralhBiologyh
CommunicationsTH2005THbYTHZ][Ua

6

147
}urificationTHcrystallizationHandHpreliminaryHΔUrayHanalysisHofHqnterococcusHfaeciumH
aminoglycosideUZOOUphosphotransferaseUubHπm}tPZOOQUub]VHActahCrystallographicahSectionhF:hStructuralh
BiologyhCommunicationsTH2005THbYTH]YXU[

3

146
orystallizationHandHpreliminaryHΔUrayHcrystallographicHanalysisHofH
[UdeoxyUpUarabinoUheptulosonateUcUphosphateHsynthaseHfromHyycobacteriumHtuberculosisVHActah
CrystallographicahSectionhF:hStructuralhBiologyhCommunicationsTH2005THbYTH]X[Ub

11

145 orystallizationHofHaHproteinHusingHdehydrationHwithoutHaHprecipitantVHActahCrystallographicahSectionh
F:hStructuralhBiologyhCommunicationsTH2005THbYTHabaUd 2

144
oloningTHexpressionTHpurificationHandHpreliminaryHcrystallographicHdataHforH–v[ZY]HPqntpQTHaH
predictedHcofactorUdependentHphosphoglycerateHmutaseHfromHyycobacteriumHtuberculosisVHActah
CrystallographicahSectionhF:hStructuralhBiologyhCommunicationsTH2005THbYTHca[Ua

3

143
·heHcrystalHstructureHofH–vY[]ccTHaHputativeHantibioticHresistanceHproteinHfromHyycobacteriumH
tuberculosisTHrevealsHaHsozaUrelatedHfoldHandHsuggestsHanHalternativeHfunctionHinHsiderophoreH
biosynthesisVHJournalhofhBiologicalhChemistryTH2005THZdXTHY[ecdUdb

5.4 38

142 xactoferrinHisHaHpotentHregulatorHofHboneHcellHactivityHandHincreasesHboneHformationHinHvivoVH
EndocrinologyTH2004THY]aTH][bbUc] 4.8 215

141 orystalHstructureHofHxeumHfromHyycobacteriumHtuberculosisTHaHkeyHenzymeHinHleucineHbiosynthesisVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2004THYXYTHdZeaU[XX 11.5 109

140
orystallographicHandHmutationalHdataHshowHthatHtheHstreptococcalHpyrogenicHexotoxinHvHcanHuseHaH
commonHbindingHsurfaceHforH·UcellHreceptorHbindingHandHdimerizationVHJournalhofhBiologicalh
ChemistryTH2004THZceTH[dacYUb

5.4 15

139 pistantHstructuralHhomologyHleadsHtoHtheHfunctionalHcharacterizationHofHanHarchaealH}uzHdomainHasH
anHexonucleaseVHJournalhofhBiologicalhChemistryTH2004THZceTHYb]cYUd 5.4 96

138 ÅsingHstructuralHgenomicsHtoHunderstandHyycobacteriumHtuberculosisVHIUBMBhLifeTH2004THabTHYY[Uc 4.7

137 xactoferrinHandHironfHstructuralHandHdynamicHaspectsHofHbindingHandHreleaseVHBioMetalsTH2004THYcTHZXeUYb 3.4 135

136
orystallizationHandHpreliminaryHΔUrayHanalysisHofHaHconservedHhypotheticalHproteinH}mqZca]HfromH
}yrobaculumHaerophilumHandHofHaHdoubleHxeuUUjyetHmutantHengineeredHforHympHphasingVHActah
CrystallographicahSectionhD:hBiologicalhCrystallographyTH2004THbXTHc[[Ua

4

135 orystallizationHandHpreliminaryHΔUrayHanalysisHofHalphaUisopropylmalateHsynthaseHfromH
yycobacteriumHtuberculosisVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2004THbXTHYYbcUe 6

134 orystalHstructureHofHyshnHfromHyycobacteriumHtuberculosisTHaHdeacetylaseHinvolvedHinHmycothiolH
biosynthesisVHJournalhofhMolecularhBiologyTH2004TH[[aTHYY[YU]Y 6.5 57

133 rromH}enicillinHtoHtheH–ibosomefH–evolutionsHinHtheHpeterminationHandHÅseHofHyolecularHµtructureH
inHohemistryHandHniologyVHAustralianhJournalhofhChemistryTH2004THacTHdZe 1.2 1
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132 orystalHstructureHofHaHputativeHmethyltransferaseHfromHyycobacteriumHtuberculosisfHmisannotationH
ofHaHgenomeHclarifiedHbyHproteinHstructuralHanalysisVHJournalhofhBacteriologyTH2003THYdaTH]XacUba 3.5 26

131 ·heH·nHstructuralHgenomicsHconsortiumfHaHresourceHforHyycobacteriumHtuberculosisHbiologyVH
TuberculosisTH2003THd[THZZ[U]e 2.6 86

130 tumanHmilkHlactoferrinHisHaHserineHproteaseHthatHcleavesHtaemophilusHsurfaceHproteinsHatH
arginineUrichHsitesVHMolecularhMicrobiologyTH2003TH]cTHbXcUYc 4.1 84

129
}urificationTHcrystallizationHandHpreliminaryHΔUrayHanalysisHofHqscherichiaHcoliH
Åp}UzUacetylmuramoylfxUalanineHligaseHPyuroQVHActahCrystallographicahSectionhD:hBiologicalh
CrystallographyTH2003THaeTHYaYXU[

1

128
yakingHtheHmostHofHtwoHcrystalsfHstructuralHanalysisHofHaHconservedHhypotheticalHproteinHusingH
nativeHgelHscreeningHandHµmpHphasingVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH
2003THaeTHZZ]ZUb

1

127
orystallizationHandHpreliminaryHΔUrayHanalysisHofH
zUacetylUYUpUmyoUinositylUZUdeoxyUalphaUpUglucopyranosideHdeacetylaseHPyshnQHfromH
yycobacteriumHtuberculosisVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2003THaeTHZ[YbUd

9

126 µtructuralHandHfunctionalHconsequencesHofHbindingHsiteHmutationsHinHtransferrinfHcrystalHstructuresH
ofHtheHmspb[sluHandHmrgYZ]mlaHmutantsHofHtheHzUlobeHofHhumanHtransferrinVHBiochemistryTH2003TH]ZTHcXd]Ue3.2 29

125 ·heHcrystalHstructureHofHaminoglycosideU[OUphosphotransferaseUuuaTHanHenzymeHresponsibleHforH
antibioticHresistanceVHJournalhofhMolecularhBiologyTH2003TH[ZcTH]eYUaXb 6.5 90

124 pealingHwithHironfHcommonHstructuralHprinciplesHinHproteinsHthatHtransportHironHandHhemeVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2003THYXXTH[aceUd[ 11.5 192

123 mHmodelingHstudyHofHtheHinteractionHandHelectronHtransferHbetweenHcytochromeHbaHandHsomeH
oxidizedHhaemoglobinsVHJournalhofhBiologicalhInorganichChemistryTH2002THcTHZ[U[X 3.7 11

122
µtructureHofHaHdomainUopenedHmutantHP–YZYpQHofHtheHhumanHlactoferrinHzUlobeHrefinedHfromHaH
merohedrallyHtwinnedHcrystalHformVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH
2002THadTHeaaUbZ

9

121 qlectronHtransferHbetweenHcytochromeHbPaQHandHsomeHoxidisedHhaemoglobinsfHtheHroleHofHionicH
strengthVHJournalhofhInorganichBiochemistryTH2002THddTH[ZdU[] 4.2 7

120 mminoglycosideHantibioticHresistanceHbyHenzymaticHdeactivationVHCurrenthDrughTargetshInfectioush
DisordersTH2002THZTHY][UbX 90

119 ·heH·hreeUdimensionalHstructureHofHaHsuperantigenUlikeHproteinTHµq·[THfromHaHpathogenicityHislandH
ofHtheHµtaphylococcusHaureusHgenomeVHJournalhofhBiologicalhChemistryTH2002THZccTH[ZZc]UdY 5.4 60

118 ·heH·nHstructuralHgenomicsHconsortiumfHprovidingHaHstructuralHfoundationHforHdrugHdiscoveryVH
CurrenthDrughTargetshInfectioushDisordersTH2002THZTHYZYU]Y 60

117 JpilysineHtriggerJHinHtransferrinsHprobedHbyHmutagenesisHofHlactoferrinfHcrystalHstructuresHofHtheH
–ZYXsTH–ZYXqTHandH–ZYXxHmutantsHofHhumanHlactoferrinVHBiochemistryTH2002TH]YTHY]YbcUca 3.2 20

116 xactoferrinHandHtransferrinfHfunctionalHvariationsHonHaHcommonHstructuralHframeworkVHBiochemistryh
andhCellhBiologyTH2002THdXTHZcU[] 3.6 135

115
qxpressionTHcrystallizationHandHpreliminaryHcharacterizationHofHmethylmalonylHcoenzymeHmH
epimeraseHfromH}ropionibacteriumHshermaniiVHActahCrystallographicahSectionhD:hBiologicalh
CrystallographyTH2001THacTHcXbUd

7

(2001-2003)
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114
µubunitHdissociationHandHreassociationHleadsHtoHpreferentialHcrystallizationHofHhaemoglobinHnartOsH
Pgamma]QHfromHsolutionsHofHhumanHembryonicHhaemoglobinH}ortlandHPzetaZgammaZQHatHlowHptVH
ActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2001THacTHeZYU]

7

113 xuµmfHanHintranetUbasedHflexibleHdatabaseHforHproteinHcrystallographyHprojectHmanagementVHActah
CrystallographicahSectionhD:hBiologicalhCrystallographyTH2001THacTHY[]YU[ 8

112 µtructureHofHtisrTHaHhistidineHbiosyntheticHproteinHfromH}yrobaculumHaerophilumVHActah
CrystallographicahSectionhD:hBiologicalhCrystallographyTH2001THacTHYaYdUZa 8

111
{ligomerizationHandHligandHbindingHinHaHhomotetramericHhemoglobinfHtwoHhighUresolutionHcrystalH
structuresHofHhemoglobinHnartOsHPgammaP]QQTHaHmarkerHforHalphaUthalassemiaVHProteinhScienceTH2001TH
YXTHYc[eU]e

6.3 21

110 orystalHstructureHofHmethylmalonylUcoenzymeHmHepimeraseHfromH}VHshermaniifHaHnovelHenzymaticH
functionHonHanHancientHmetalHbindingHscaffoldVHStructureTH2001THeTHb[cU]b 5.2 53

109 ummunologicalHandHbiochemicalHcharacterizationHofHstreptococcalHpyrogenicHexotoxinsHuHandHvHPµ}qUuH
andHµ}qUvQHfromHµtreptococcusHpyogenesVHJournalhofhImmunologyTH2001THYbbTHbcYYUe 5.3 46

108 orystalHstructureHofHtheHzmp}PtQUdependentHketoseHreductaseHfromHnemisiaHargentifoliiHatHZV[HmH
resolutionVHJournalhofhMolecularhBiologyTH2001TH[XbTHZ[eUaX 6.5 65

107 rolateUbindingHtriggersHtheHactivationHofHfolylpolyglutamateHsynthetaseVHJournalhofhMolecularh
BiologyTH2001TH[YXTHYXbcUcd 6.5 53

106
·heHstructureHofHtruncatedHrecombinantHhumanHbileHsaltUstimulatedHlipaseHrevealsHbileH
saltUindependentHconformationalHflexibilityHatHtheHactiveUsiteHloopHandHprovidesHinsightsHintoH
heparinHbindingVHJournalhofhMolecularhBiologyTH2001TH[YZTHaYYUZ[

6.5 29

105 xigandHvariationHinHtheHtransferrinHfamilyfHtheHcrystalHstructureHofHtheHtZ]e†HmutantHofHtheHhumanH
transferrinHzUlobeHasHaHmodelHforHironHbindingHinHinsectHtransferrinsVHBiochemistryTH2001TH]XTHYYbcXUa 3.2 26

104 –emovingHaHhydrogenHbondHinHtheHdimerHinterfaceHofHqscherichiaHcoliHmanganeseHsuperoxideH
dismutaseHaltersHstructureHandHreactivityVHBiochemistryTH2001TH]XTH]bZZU[Z 3.2 37

103 ·heHroleHofHbetaHchainsHinHtheHcontrolHofHtheHhemoglobinHoxygenHbindingHfunctionfHchimericH
humanWmouseHproteinsTHstructureTHandHfunctionVHBiochemistryTH2001TH]XTHYabbeUca 3.2 6

102 orystalHstructuresHandHironHreleaseHpropertiesHofHmutantsHPwZXbmHandHwZebmQHthatHabolishHtheH
dilysineHinteractionHinHtheHzUlobeHofHhumanHtransferrinVHBiochemistryTH2001TH]XTHYbYbUZ[ 3.2 33

101 orystalHstructuresHofHtheHprecursorHformHofHglucoseUfructoseHoxidoreductaseHfromHγymomonasH
mobilisHandHitsHcomplexesHwithHboundHligandsVHBiochemistryTH2001TH]XTHY[dacUbc 3.2 38

100 {uterHsphereHmutationsHperturbHmetalHreactivityHinHmanganeseHsuperoxideHdismutaseVHBiochemistryTH
2001TH]XTHYaUZc 3.2 69

99 usolationHandHcharacterizationHofHaHgeneHencodingHaHdroughtUinducedHcysteineHproteaseHinHtomatoH
PxycopersiconHesculentumQVHGenomeTH2001TH]]TH[bdU[c] 2.4 7

98 }urificationHandHcharacterizationHofHmkVYHproteaseTHaHthermostableHsubtilisinHwithHaHdisulphideHbondH
inHtheHsubstrateUbindingHcleftVHBiochemicalhJournalTH2000TH[aXTH[ZY 3.8 8

97 }urificationHandHcharacterizationHofHmkVYHproteaseTHaHthermostableHsubtilisinHwithHaHdisulphideHbondH
inHtheHsubstrateUbindingHcleftVHBiochemicalhJournalTH2000TH[aXTH[ZYU[Zd 3.8 19
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96
orystallizationHandHpreliminaryHΔUrayHanalysisHofHnativeHandHrecombinantHhumanHbileUsaltHdependentH
lipasefHstrategiesHforHimprovementHofHdiffractionHqualityVHActahCrystallographicahSectionhD:hBiologicalh
CrystallographyTH2000THabTH]cdUdX

3

95 µtructureHofHΔynnTHaHhighlyHthermostableHbetaUYT]UxylanaseHfromHpictyoglomusHthermophilumH
–t]bnVYTHatHYVdHmHresolutionVHActahCrystallographicahSectionhD:hBiologicalhCrystallographyTH2000THabTHY[bcUca 37

94 orystalHstructureHofHtheHproteinHdisulfideHbondHisomeraseTHpsboTHfromHqscherichiaHcoliVHNatureh
StructuralhBiologyTH2000THcTHYebUe 211

93 µpectroscopicHstudiesHonHmetalHcomplexesHofHmspergillusHawamoriUderivedHrecombinantHhumanH
lactoferrinVHInorganicahChimicahActaTH2000THZedTHYdcUYe] 2.7 4

92 µuperantigensHUHpowerfulHmodifiersHofHtheHimmuneHsystemVHTrendshinhMolecularhMedicineTH2000THbTHYZaU[Z 126

91 yetalHsubstitutionHinHtransferrinsfHspecificHbindingHofHceriumPuVQHrevealedHbyHtheHcrystalHstructureHofH
ceriumUsubstitutedHhumanHlactoferrinVHJournalhofhBiologicalhInorganichChemistryTH2000THaTHbeZUd 3.7 37

90
orystalHstructureHofHtheHzymogenHformHofHtheHgroupHmHµtreptococcusHvirulenceHfactorHµpenfHanH
integrinUbindingHcysteineHproteaseVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaTH2000THecTHZZ[aU]X

11.5 89

89
oonservationHandHvariationHinHsuperantigenHstructureHandHactivityHhighlightedHbyHtheH
threeUdimensionalHstructuresHofHtwoHnewHsuperantigensHfromHµtreptococcusHpyogenesVHJournalhofh
MolecularhBiologyTH2000THZeeTHYacUbd

6.5 64

88
µtructuralHandHfunctionalHsimilaritiesHinHtheHmp}UformingHamideHbondHligaseHsuperfamilyfH
implicationsHforHaHsubstrateUinducedHconformationalHchangeHinHfolylpolyglutamateHsynthetaseVH
JournalhofhMolecularhBiologyTH2000TH[XZTH]ZcU]X

6.5 32

87 orystalHstructureHofHaHtruncatedHmutantHofHglucoseUfructoseHoxidoreductaseHshowsHthatHanH
zUterminalHarmHcontrolsHtetramerHformationVHJournalhofhMolecularhBiologyTH2000TH[X]THacaUd] 6.5 13

86 yutationHofHtheHironHligandHtisHZ]eHtoHsluHinHtheHzUlobeHofHhumanHtransferrinHabolishesHtheHdilysineH
JtriggerJHbutHdoesHnotHsignificantlyHaffectHironHreleaseVHBiochemistryTH2000TH[eTHYZYYUb 3.2 34

85 orystalHstructureHandHironUbindingHpropertiesHofHtheH–ZYXwHmutantHofHtheHzUlobeHofHhumanH
lactoferrinfHimplicationsHforHironHreleaseHfromHtransferrinsVHBiochemistryTH2000TH[eTHbbZaU[[ 3.2 28

84 runctionalHimplicationsHofHstructuralHdifferencesHbetweenHvariantsHmHandHnHofHbovineH
betaUlactoglobulinVHProteinhScienceTH1999THdTHcaUd[ 6.3 110

83 mHstructuralHexplanationHforHtheHretinalHspecificityHofHclassHYHmxptHenzymesVHAdvanceshinh
ExperimentalhMedicinehandhBiologyTH1999TH]b[THZcU[d 3.6 8
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MedicinehandhBiologyTH1994TH[acTHZaeUb[ 3.6 5
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26 mpolactoferrinHstructureHdemonstratesHligandUinducedHconformationalHchangeHinHtransferrinsVH
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5 µtructureHofHactinidinfHdetailsHofHtheHpolypeptideHchainHconformationHandHactiveHsiteHfromHanH
electronHdensityHmapHatHZUdHmHresolutionVHJournalhofhMolecularhBiologyTH1977THYYaTHZb[Ucc 6.5 57
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