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i Paper IF Citations

264 uRwdKinhibitionKblocksKStRS[voV[dKinfectionKbyKreducingKtranscriptionKofKtheKhostKcellKreceptorK
tvxd]]KNaturenCellnBiologyYK2022YKdfYKdf[ef 23.4 5

263 PeroxisomeKfunctionKreliesKonKorganelle[associatedKmRNtKtranslation]]KSciencenAdvancesYK2022YKkYKeabkdcfc14.3 2

262 MappingKtranscriptomicKvectorKfieldsKofKsingleKcells]]KCellYK2022YK 56.2 9

261 •igh[contentKvRαSPRKscreening]KNaturenReviewsnMethodsnPrimersYK2022YKdYK 10

260 OpenvellmKxndogenousKtaggingKforKtheKcartographyKofKhumanKcellularKorganization]]KScienceYK2022YK
eigYKeabihlke 33.3 9

259 LineageKtracingKrevealsKtheKphylodynamicsYKplasticityYKandKpathsKofKtumorKevolution]]KCellYK2022YK 56.2 4

258 TheKdarkKproteomemKtranslationKfromKnoncanonicalKopenKreadingKframes]KTrendsninnCellnBiologyYK
2021YK 18.3 4

257 yunctionalKsingle[cellKgenomicsKofKhumanKcytomegalovirusKinfection]KNaturenBiotechnologyYK2021YK 44.5 11

256 xnhancedKprimeKeditingKsystemsKbyKmanipulatingKcellularKdeterminantsKofKeditingKoutcomes]KCellYK
2021YKckfYKgheg[ghgd]edl 56.2 48

255 MappingKtheKgeneticKlandscapeKofKwNtKdouble[strandKbreakKrepair]KCellYK2021YKckfYKghge[ghhl]edg 56.2 12

254 RegulationKofKtranslationKbyKmethylationKmultiplicityKofKckSKrRNt]KCellnReportsYK2021YKefYKcbkkdg 10.6 5

253 vRαSPR[basedKfunctionalKgenomicsKinKhumanKdendriticKcells]KELifeYK2021YKcbYK 8.9 2

252 zenome[wideKprogrammableKtranscriptionalKmemoryKbyKvRαSPR[basedKepigenomeKediting]KCellYK
2021YKckfYKdgbe[dgcl]eci 56.2 80

251 zenome[wideKvRαSPRiKscreeningKidentifiesKOvαtwcKasKaKprohibitinKclientKandKregulatoryK
determinantKofKmitochondrialKvomplexKαααKassemblyKinKhumanKcells]KELifeYK2021YKcbYK 8.9 8

250 xfficientKvâ�¢z[to[zâ�¢vKbaseKeditorsKdevelopedKusingKvRαSPRiKscreensYKtarget[libraryKanalysisYKandK
machineKlearning]KNaturenBiotechnologyYK2021YKelYKcfcf[cfdg 44.5 32

249 uRwdKinhibitionKblocksKStRS[voV[dKinfectionKinKvitroKbyKreducingKtranscriptionKofKtheKhostKcellK
receptorKtvxdK2021YK 5

248 Single[cellKlineagesKrevealKtheKratesYKroutesYKandKdriversKofKmetastasisKinKcancerKxenografts]KScienceYK
2021YKeicYK 33.3 51
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247
tnKengineeredKtranscriptionalKreporterKofKproteinKlocalizationKidentifiesKregulatorsKofK
mitochondrialKandKxRKmembraneKproteinKtraffickingKinKhigh[throughputKvRαSPRiKscreens]KELifeYK
2021YKcbYK

8.9 3

246 StructuredKelementsKdriveKextensiveKcircularKRNtKtranslation]KMolecularnCellYK2021YKkcYKfebb[feck]ece 17.6 13

245 •igh[contentKimaging[basedKpooledKvRαSPRKscreensKinKmammalianKcells]KJournalnofnCellnBiologyYK
2021YKddbYK 7.3 15

244 tKvRαSPRavasl[xngineeredK[weficientK•umanKzastricKvancerKOrganoidKModelKRevealsKxssentialKandK
NonessentialKModesKofKOncogenicKTransformation]KCancernDiscoveryYK2021YKccYKcghd[cgkc 24.4 19

243 zenome[ScaleKPerturbationKofKLongKNoncodingKRNtKxxpressionKUsingKvRαSPRKαnterference]K
MethodsninnMolecularnBiologyYK2021YKddgfYKede[eek 1.4 2

242 PervasiveKfunctionalKtranslationKofKnoncanonicalKhumanKopenKreadingKframes]KScienceYK2020YKehiYKccfb[ccfh33.3 168

241 vombinatorialKsingle[cellKvRαSPRKscreensKbyKdirectKguideKRNtKcaptureKandKtargetedKsequencing]K
NaturenBiotechnologyYK2020YKekYKlgf[lhc 44.5 85

240
PolysomesKuypassKaKgb[NucleotideKvodingKzapKLessKxfficientlyKThanKMonosomesKwueKtoK
tttenuationKofKaKgRKmRNtKStem[LoopKandKxnhancedKwrop[off]KJournalnofnMolecularnBiologyYK2020YK
fedYKfehl[feki

6.5 3

239 yitnessKeffectsKofKvRαSPRavasl[targetingKofKlongKnoncodingKRNtKgenes]KNaturenBiotechnologyYK2020
YKekYKgie[gih 44.5 15

238 TitratingKgeneKexpressionKusingKlibrariesKofKsystematicallyKattenuatedKvRαSPRKguideKRNts]KNaturen
BiotechnologyYK2020YKekYKegg[ehf 44.5 50

237 StructuralKandKmechanisticKbasisKofKtheKxMv[dependentKbiogenesisKofKdistinctKtransmembraneK
clients]KELifeYK2020YKlYK 8.9 21

236 TheKmicrotubuleKregulatorKfunctionsKdownstreamKfromKtheKRNtKrepairasplicingKpathwayKtoK
promoteKaxonKregeneration]KGenesnandnDevelopmentYK2020YKefYKclf[dbk 12.6 7

235 Mismatch[vRαSPRiKRevealsKtheKvo[varyingKxxpression[yitnessKRelationshipsKofKxssentialKzenesKinK
xscherichiaKcoliKandKuacillusKsubtilis]KCellnSystemsYK2020YKccYKgde[geg]el 10.6 17

234 vonservedKyunctionsKofKxtherKLipidsKandKSphingolipidsKinKtheKxarlyKSecretoryKPathway]KCurrentn
BiologyYK2020YKebYKeiig[eiki]ei 6.3 19

233 Pharmaceutical[zradeKRigosertibKαsKaKMicrotubule[westabilizingKtgent]KMolecularnCellYK2020YKilYKclc[clk]ee17.6 7

232 zαzYydKandKfx•PKαnhibitKTranslationKαnitiationKofKwefectiveKMessengerKRNtsKtoKtssistK
Ribosome[tssociatedKQualityKvontrol]KMolecularnCellYK2020YKilYKlgb[lhd]eh 17.6 36

231
LifeKspanKextensionKbyKglucoseKrestrictionKisKabrogatedKbyKmethionineKsupplementationmKvross[talkK
betweenKglucoseKandKmethionineKandKimplicationKofKmethionineKasKaKkeyKregulatorKofKlifeKspan]K
SciencenAdvancesYK2020YKhYKeabacebh

14.3 17

230 Therapy[αnducedKxvolutionKofK•umanKLungKvancerKRevealedKbyKSingle[vellKRNtKSequencing]KCellYK
2020YKckdYKcded[cdgc]edd 56.2 116

(2020-2021)
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229 αnferenceKofKsingle[cellKphylogeniesKfromKlineageKtracingKdataKusingKvassiopeia]KGenomenBiologyYK
2020YKdcYKld 18.3 16

228 vRαSPRi[basedKradiationKmodifierKscreenKidentifiesKlongKnon[codingKRNtKtherapeuticKtargetsKinK
glioma]KGenomenBiologyYK2020YKdcYKke 18.3 39

227 MULTα[seqmKsampleKmultiplexingKforKsingle[cellKRNtKsequencingKusingKlipid[taggedKindices]KNaturen
MethodsYK2019YKchYKhcl[hdh 21.6 169

226 MolecularKrecordingKofKmammalianKembryogenesis]KNatureYK2019YKgibYKii[kd 50.4 140

225 vhaperone[mediatedKrefluxKofKsecretoryKproteinsKtoKtheKcytosolKduringKendoplasmicKreticulumK
stress]KProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2019YKcchYKccdlc[ccdlk11.5 17

224 ProbingKtheKzlobalKvellularKResponsesKtoKLipotoxicityKvausedKbyKSaturatedKyattyKtcids]KMolecularn
CellYK2019YKifYKed[ff]ek 17.6 84

223 vellularKresponseKtoKsmallKmoleculesKthatKselectivelyKstallKproteinKsynthesisKbyKtheKribosome]KPLoSn
GeneticsYK2019YKcgYKecbbkbgi 6 19

222 vycloheximideKcanKdistortKmeasurementsKofKmRNtKlevelsKandKtranslationKefficiency]KNucleicnAcidsn
ResearchYK2019YKfiYKflif[flkg 20.1 31

221 RibosomeKProfilingmKzlobalKViewsKofKTranslation]KColdnSpringnHarbornPerspectivesninnBiologyYK2019YK
ccYK 10.2 94

220 xxploringKgeneticKinteractionKmanifoldsKconstructedKfromKrichKsingle[cellKphenotypes]KScienceYK2019
YKehgYKikh[ile 33.3 64

219 veapinsKblockKtheKunfoldedKproteinKresponseKsensorKtTyh˛–KbyKinducingKaKneomorphicK
inter[organelleKtether]KELifeYK2019YKkYK 8.9 29

218 TheKxRKmembraneKproteinKcomplexKisKrequiredKtoKensureKcorrectKtopologyKandKstableKexpressionKofK
flavivirusKpolyproteins]KELifeYK2019YKkYK 8.9 25

217 NewKfactorsKforKproteinKtransportKidentifiedKbyKaKgenome[wideKvRαSPRiKscreenKinKmammalianKcells]K
JournalnofnCellnBiologyYK2019YKdckYKekhc[ekil 7.3 12

216 tKStressKResponseKthatKMonitorsKandKRegulatesKmRNtKStructureKαsKventralKtoKvoldKShockK
tdaptation]KMolecularnCellYK2018YKibYKdif[dkh]ei 17.6 82

215 wefiningKtheKphysiologicalKroleKofKSRPKinKprotein[targetingKefficiencyKandKspecificity]KScienceYK2018YK
eglYKhkl[hld 33.3 108

214 LipidK•omeostasisKαsKMaintainedKbyKwualKTargetingKofKtheKMitochondrialKPxKuiosynthesisKxnzymeKtoK
theKxR]KDevelopmentalnCellYK2018YKffYKdhc[dib]eh 10.2 60

213 vRαSPRKtpproachesKtoKSmallKMoleculeKTargetKαdentification]KACSnChemicalnBiologyYK2018YKceYKehh[eig 4.9 41

212 PromoterKofKlncRNtKzeneKPVTcKαsKaKTumor[SuppressorKwNtKuoundaryKxlement]KCellYK2018YKcieYKcelk[cfcd]edd56.2 226
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211 vombinatorialKgeneticsKinKliverKrepopulationKandKcarcinogenesisKwithKaKinKvivoKvRαSPRKactivationK
platform]KHepatologyYK2018YKhkYKhhe[hih 11.2 36

210 ReprogrammingKhumanKTKcellKfunctionKandKspecificityKwithKnon[viralKgenomeKtargeting]KNatureYK
2018YKgglYKfbg[fbl 50.4 367

209 xngineeringKxR[stressKdependentKnon[conventionalKmRNtKsplicing]KELifeYK2018YKiYK 8.9 12

208 MappingKtheKzeneticKLandscapeKofK•umanKvells]KCellYK2018YKcifYKlge[lhi]edd 56.2 136

207 TheKxRKmembraneKproteinKcomplexKinteractsKcotranslationallyKtoKenableKbiogenesisKofKmultipassK
membraneKproteins]KELifeYK2018YKiYK 8.9 92

206 TheKhelicaseKwedcpKcontrolsKuseKofKnear[cognateKtranslationKinitiationKcodonsKinKgRKUTRs]KNatureYK
2018YKgglYKceb[cef 50.4 87

205 xxplorationKofKuenzothiazoleKRhodacyaninesKasKtllostericKαnhibitorsKofKProtein[ProteinKαnteractionsK
withK•eatKShockKProteinKibKS•spibT]KJournalnofnMedicinalnChemistryYK2018YKhcYKhche[hcii 8.3 54

204 αdentificationKofKaKtransporterKcomplexKresponsibleKforKtheKcytosolicKentryKofKnitrogen[containingK
bisphosphonates]KELifeYK2018YKiYK 8.9 20

203 TargetingKRtS[drivenKhumanKcancerKcellsKwithKantibodiesKtoKupregulatedKandKessentialKcell[surfaceK
proteins]KELifeYK2018YKiYK 8.9 44

202 TranslationKfromKunconventionalKgRKstartKsitesKdrivesKtumourKinitiation]KNatureYK2017YKgfcYKflf[fll 50.4 185

201 SuppressionKofKu[cellKdevelopmentKgenesKisKkeyKtoKglucocorticoidKefficacyKinKtreatmentKofKacuteK
lymphoblasticKleukemia]KBloodYK2017YKcdlYKebbb[ebbk 2.2 33

200 Model[guidedKoptogeneticKstudyKofKPKtKsignalingKinKbuddingKyeast]KMolecularnBiologynofnthenCellYK
2017YKdkYKddc[ddi 3.5 13

199 vRαSPRi[basedKgenome[scaleKidentificationKofKfunctionalKlongKnoncodingKRNtKlociKinKhumanKcells]K
ScienceYK2017YKeggYK 33.3 404

198 αnducibleKandKmultiplexKgeneKregulationKusingKvRαSPR[vpfc[basedKtranscriptionKfactors]KNaturen
MethodsYK2017YKcfYKcche[cchh 21.6 132

197 vombinedKvRαSPRiaa[uasedKvhemicalKzeneticKScreensKRevealKthatKRigosertibKαsKaK
Microtubule[westabilizingKtgent]KMolecularnCellYK2017YKhkYKdcb[dde]eh 17.6 127

196 vtT[tailingKasKaKfail[safeKmechanismKforKefficientKdegradationKofKstalledKnascentKpolypeptides]K
ScienceYK2017YKegiYKfcf[fci 33.3 69

195 wMS[MaPseqKforKgenome[wideKorKtargetedKRNtKstructureKprobingKinKvivo]KNaturenMethodsYK2017YK
cfYKig[kd 21.6 192

194 TheK•umanKvellKttlas]KELifeYK2017YKhYK 8.9 937

(2017-2018)
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193 OperonKmRNtsKareKorganizedKintoKORy[centricKstructuresKthatKpredictKtranslationKefficiency]KELifeYK
2017YKhYK 8.9 82

192 tuthorKresponsemKTheK•umanKvellKttlasK2017YK 10

191
vombinedKchemical[geneticKapproachKidentifiesKcytosolicK•SPibKdependenceKinK
rhabdomyosarcoma]KProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmerica
YK2016YKcceYKlbcg[db

11.5 21

190 VersatileKproteinKtaggingKinKcellsKwithKsplitKfluorescentKprotein]KNaturenCommunicationsYK2016YKiYKccbfh 17.4 206

189 wynamicKtranslationKregulationKinKvaulobacterKcellKcycleKcontrol]KProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2016YKcceYKxhkgl[xhkhi 11.5 33

188 Ligand[bindingKdomainsKofKnuclearKreceptorsKfacilitateKtightKcontrolKofKsplitKvRαSPRKactivity]KNaturen
CommunicationsYK2016YKiYKcdbbl 17.4 73

187 tKscalableKstrategyKforKhigh[throughputKzyPKtaggingKofKendogenousKhumanKproteins]KProceedingsn
ofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2016YKcceYKxegbc[k 11.5 141

186 VersatileKinKvivoKregulationKofKtumorKphenotypesKbyKdvasl[mediatedKtranscriptionalKperturbation]K
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2016YKcceYKxekld[lbb 11.5 76

185 vRαSPRKαnterferenceKxfficientlyKαnducesKSpecificKandKReversibleKzeneKSilencingKinK•umanKiPSvs]KCelln
StemnCellYK2016YKckYKgfc[ge 18 271

184 NucleosomesKimpedeKvaslKaccessKtoKwNtKinKvivoKandKinKvitro]KELifeYK2016YKgYK 8.9 243

183 tuthorKresponsemKvompactKandKhighlyKactiveKnext[generationKlibrariesKforKvRαSPR[mediatedKgeneK
repressionKandKactivationK2016YK 3

182 vompactKandKhighlyKactiveKnext[generationKlibrariesKforKvRαSPR[mediatedKgeneKrepressionKandK
activation]KELifeYK2016YKgYK 8.9 343

181
•tmcp[PdicpKisKaKfolding[sensitiveKmannosidaseKthatKmarksKN[glycoproteinsKforKxR[associatedK
proteinKdegradation]KProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericaYK2016YKcceYKxfbcg[df

11.5 19

180 TheKSNwKproteinsKconstituteKanKalternativeKtargetingKrouteKtoKtheKendoplasmicKreticulum]KNatureYK
2016YKgfbYKcef[cek 50.4 120

179 PlastidmKnucleotide[resolutionKanalysisKofKnext[generationKsequencingKandKgenomicsKdata]KBMCn
GenomicsYK2016YKciYKlgk 4.5 90

178 Perturb[SeqmKwissectingKMolecularKvircuitsKwithKScalableKSingle[vellKRNtKProfilingKofKPooledKzeneticK
Screens]KCellYK2016YKchiYKckge[ckhh]eci 56.2 675

177 tKMultiplexedKSingle[vellKvRαSPRKScreeningKPlatformKxnablesKSystematicKwissectionKofKtheK
UnfoldedKProteinKResponse]KCellYK2016YKchiYKckhi[ckkd]edc 56.2 518

176 TheKmTORKvomplexKvontrolsK•αVKLatency]KCellnHostnandnMicrobeYK2016YKdbYKikg[ili 23.4 115

Jonathan S Weissman

6



175 tKvomprehensiveYKvRαSPR[basedKyunctionalKtnalysisKofKxssentialKzenesKinKuacteria]KCellYK2016YKchgYKcfle[cgbh56.2 367

174 Single[cellKanalysisKofKlongKnon[codingKRNtsKinKtheKdevelopingKhumanKneocortex]KGenomenBiologyYK
2016YKciYKhi 18.3 224

173 Next[generationKlibrariesKforKrobustKRNtKinterference[basedKgenome[wideKscreens]KProceedingsnofn
thenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2015YKccdYKxeekf[lc 11.5 64

172 uiotechnology]KtKprudentKpathKforwardKforKgenomicKengineeringKandKgermlineKgeneKmodification]K
ScienceYK2015YKefkYKeh[k 33.3 413

171 RibosomeKprofilingKrevealsKtheKwhatYKwhenYKwhereKandKhowKofKproteinKsynthesis]KNaturenReviewsn
MolecularnCellnBiologyYK2015YKchYKhgc[hf 48.7 244

170 TargetingKtheKtttKtTPaseKpliKasKanKtpproachKtoKTreatKvancerKthroughKwisruptionKofKProteinK
•omeostasis]KCancernCellYK2015YKdkYKhge[hhg 24.3 225

169 xngineeringKcomplexKsyntheticKtranscriptionalKprogramsKwithKvRαSPRKRNtKscaffolds]KCellYK2015YK
chbYKeel[gb 56.2 648

168 LOvtLKTRtNSLtTαON]KResponseKtoKvommentKonKMPrinciplesKofKxRKcotranslationalKtranslocationK
revealedKbyKproximity[specificKribosomeKprofilingM]KScienceYK2015YKefkYKcdci 33.3 12

167 [KαL[d]KProteinKxlementKvonfersKtntiviralKtctivityKviaKvatastrophicKViralKMutagenesis]KMolecularnCellYK
2015YKhbYKhgc[hb 17.6 6

166 tKRegression[uasedKtnalysisKofKRibosome[ProfilingKwataKRevealsKaKvonservedKvomplexityKtoK
MammalianKTranslation]KMolecularnCellYK2015YKhbYKkch[kdi 17.6 133

165 ProteinKsynthesis]KRqcdpKandKhbSKribosomalKsubunitsKmediateKmRNt[independentKelongationKofK
nascentKchains]KScienceYK2015YKefiYKig[k 33.3 180

164 αmmunogenetics]KwynamicKprofilingKofKtheKproteinKlifeKcycleKinKresponseKtoKpathogens]KScienceYK2015
YKefiYKcdglbek 33.3 284

163 ValidationKofKtheK•spib[uageKprotein[proteinKinteractionKasKaKpotentialKtherapeuticKtargetKinK
cancer]KMolecularnCancernTherapeuticsYK2015YKcfYKhfd[k 6.1 79

162 PharmacologicalKdimerizationKandKactivationKofKtheKexchangeKfactorKeαyduKantagonizesKtheK
integratedKstressKresponse]KELifeYK2015YKfYKebiecf 8.9 160

161 RegulationKofKmRNtKtranslationKduringKmitosis]KELifeYK2015YKfYK 8.9 92

160 ParadoxicalKresistanceKofKmultipleKmyelomaKtoKproteasomeKinhibitorsKbyKdecreasedKlevelsKofKclSK
proteasomalKsubunits]KELifeYK2015YKfYKebkcge 8.9 54

159 wifferentialKscalesKofKproteinKqualityKcontrol]KCellYK2014YKcgiYKgd[hf 56.2 172

158 QuantifyingKabsoluteKproteinKsynthesisKratesKrevealsKprinciplesKunderlyingKallocationKofKcellularK
resources]KCellYK2014YKcgiYKhdf[eg 56.2 802

(2014-2016)
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157 tKpauseKsequenceKenrichedKatKtranslationKstartKsitesKdrivesKtranscriptionKdynamicsKinKvivo]KScienceYK
2014YKeffYKcbfd[i 33.3 209

156 xxtensiveKandKcoordinatedKcontrolKofKallele[specificKexpressionKbyKbothKtranscriptionKandK
translationKinKvandidaKalbicans]KGenomenResearchYK2014YKdfYKlhe[ie 9.7 43

155 zenome[wideKprobingKofKRNtKstructureKrevealsKactiveKunfoldingKofKmRNtKstructuresKinKvivo]KNature
YK2014YKgbgYKibc[g 50.4 560

154 PrinciplesKofKxRKcotranslationalKtranslocationKrevealedKbyKproximity[specificKribosomeKprofiling]K
ScienceYK2014YKefhYKcdgigdc 33.3 238

153 TargetingKandKplasticityKofKmitochondrialKproteinsKrevealedKbyKproximity[specificKribosomeK
profiling]KScienceYK2014YKefhYKifk[gc 33.3 231

152 TheKgeneralKmodeKofKtranslationKinhibitionKbyKmacrolideKantibiotics]KProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2014YKcccYKcglgk[he 11.5 107

151 zenome[ScaleKvRαSPR[MediatedKvontrolKofKzeneKRepressionKandKtctivation]KCellYK2014YKcglYKhfi[hc 56.2 1556

150 tKprotein[taggingKsystemKforKsignalKamplificationKinKgeneKexpressionKandKfluorescenceKimaging]KCell
YK2014YKcglYKheg[fh 56.2 874

149 yunctionalKgenomicsKplatformKforKpooledKscreeningKandKgenerationKofKmammalianKgeneticK
interactionKmaps]KNaturenProtocolsYK2014YKlYKckdg[fi 18.8 58

148 MisfoldedKproteinsKinduceKaggregationKofKtheKlectinKYosl]KJournalnofnBiologicalnChemistryYK2014YK
dklYKdghib[i 5.4 4

147 UnravelingKtheKmechanismKofKcellKdeathKinducedKbyKchemicalKfibrils]KNaturenChemicalnBiologyYK2014YK
cbYKlhl[ih 11.7 40

146 UniformKnomenclatureKforKtheKmitochondrialKcontactKsiteKandKcristaeKorganizingKsystem]KJournalnofn
CellnBiologyYK2014YKdbfYKcbke[h 7.3 177

145 RibosomeKprofilingKrevealsKpervasiveKtranslationKoutsideKofKannotatedKprotein[codingKgenes]KCelln
ReportsYK2014YKkYKcehg[il 10.6 416

144 tKhigh[coverageKshRNtKscreenKidentifiesKTMxMcdlKasKanKxeKligaseKinvolvedKinKxR[associatedK
proteinKdegradation]KNaturenCommunicationsYK2014YKgYKeked 17.4 91

143 vausalKsignalsKbetweenKcodonKbiasYKmRNtKstructureYKandKtheKefficiencyKofKtranslationKandK
elongation]KMolecularnSystemsnBiologyYK2014YKcbYKiib 12.2 180

142 TheKcodingKandKnoncodingKarchitectureKofKtheKvaulobacterKcrescentusKgenome]KPLoSnGeneticsYK2014
YKcbYKecbbffhe 6 101

141 zeneticKinfluencesKonKtranslationKinKyeast]KPLoSnGeneticsYK2014YKcbYKecbbfhld 6 58

140
KS•VKd]bmKaKcomprehensiveKannotationKofKtheKKaposiRsKsarcoma[associatedKherpesvirusKgenomeK
usingKnext[generationKsequencingKrevealsKnovelKgenomicKandKfunctionalKfeatures]KPLoSnPathogensYK
2014YKcbYKecbbekfi

7.6 195
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139 vRαSPR[mediatedKmodularKRNt[guidedKregulationKofKtranscriptionKinKeukaryotes]KCellYK2013YKcgfYKffd[gc56.2 2255

138 TheKcontributionKofKsystematicKapproachesKtoKcharacterizingKtheKproteinsKandKfunctionsKofKtheK
endoplasmicKreticulum]KColdnSpringnHarbornPerspectivesninnBiologyYK2013YKgYKabcedkf 10.2 11

137 vRαSPRKinterferenceKSvRαSPRiTKforKsequence[specificKcontrolKofKgeneKexpression]KNaturenProtocolsYK
2013YKkYKdckb[lh 18.8 677

136 MsndKcoordinatesKaKstoichiometricKgeneKexpressionKprogram]KCurrentnBiologyYK2013YKdeYKdeeh[fg 6.3 32

135 wynamicKimagingKofKgenomicKlociKinKlivingKhumanKcellsKbyKanKoptimizedKvRαSPRavasKsystem]KCellYK
2013YKcggYKcfil[lc 56.2 1306

134 tKsystematicKmammalianKgeneticKinteractionKmapKrevealsKpathwaysKunderlyingKricinKsusceptibility]K
CellYK2013YKcgdYKlbl[dd 56.2 264

133 Next[generationKNtMPTKinhibitorsKidentifiedKbyKsequentialKhigh[throughputKphenotypicKchemicalK
andKfunctionalKgenomicKscreens]KChemistrynandnBiologyYK2013YKdbYKcegd[he 60

132 RepurposingKvRαSPRKasKanKRNt[guidedKplatformKforKsequence[specificKcontrolKofKgeneKexpression]K
CellYK2013YKcgdYKccie[ke 56.2 2988

131
αntegratedKplatformKforKgenome[wideKscreeningKandKconstructionKofKhigh[densityKgeneticK
interactionKmapsKinKmammalianKcells]KProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitedn
StatesnofnAmericaYK2013YKccbYKxdeci[dh

11.5 90

130 zenome[wideKannotationKandKquantitationKofKtranslationKbyKribosomeKprofiling]KCurrentnProtocolsninn
MolecularnBiologyYK2013YKvhapterKfYKUnitKf]ck 2.9 45

129 RibosomeKprofilingKprovidesKevidenceKthatKlargeKnoncodingKRNtsKdoKnotKencodeKproteins]KCellYK
2013YKcgfYKdfb[gc 56.2 537

128 SelectiveKribosomeKprofilingKasKaKtoolKforKstudyingKtheKinteractionKofKchaperonesKandKtargetingK
factorsKwithKnascentKpolypeptideKchainsKandKribosomes]KNaturenProtocolsYK2013YKkYKddcd[el 18.8 80

127 rRNtmmRNtKpairingKaltersKtheKlengthKandKtheKsymmetryKofKmRNt[protectedKfragmentsKinKribosomeK
profilingKexperiments]KBioinformaticsYK2013YKdlYKcfkk[lc 7.2 44

126 tKdevelopmentallyKregulatedKtranslationalKcontrolKpathwayKestablishesKtheKmeioticKchromosomeK
segregationKpattern]KGenesnandnDevelopmentYK2013YKdiYKdcfi[he 12.6 53

125 tneuploidKyeastKstrainsKexhibitKdefectsKinKcellKgrowthKandKpassageKthroughKSTtRT]KMolecularn
BiologynofnthenCellYK2013YKdfYKcdif[kl 3.5 69

124 RibosomeKprofilingKrevealsKpervasiveKandKregulatedKstopKcodonKreadthroughKinKwrosophilaK
melanogaster]KELifeYK2013YKdYKebccil 8.9 244

123 zlobalKcellularKresponseKtoKchemotherapy[inducedKapoptosis]KELifeYK2013YKdYKebcdeh 8.9 48

122 αntegratedKgenomicKanalysisKofKxzyR[mutantKnon[smallKcellKlungKcancerKimmediatelyKfollowingK
erlotinibKinitiationKinKpatients]]KJournalnofnClinicalnOncologyYK2013YKecYKccbhi[ccbhi 2.2

(2013-2013)
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121 wecodingKhumanKcytomegalovirus]KScienceYK2012YKeekYKcbkk[le 33.3 430

120 tKribosome[boundKqualityKcontrolKcomplexKtriggersKdegradationKofKnascentKpeptidesKandKsignalsK
translationKstress]KCellYK2012YKcgcYKcbfd[gf 56.2 392

119 Proto[genesKandKdeKnovoKgeneKbirth]KNatureYK2012YKfkiYKeib[f 50.4 379

118 TheKribosomeKprofilingKstrategyKforKmonitoringKtranslationKinKvivoKbyKdeepKsequencingKofK
ribosome[protectedKmRNtKfragments]KNaturenProtocolsYK2012YKiYKcgef[gb 18.8 742

117 •igh[resolutionKviewKofKtheKyeastKmeioticKprogramKrevealedKbyKribosomeKprofiling]KScienceYK2012YK
eegYKggd[i 33.3 378

116 vellularKnoiseKregulonsKunderlieKfluctuationsKinKSaccharomycesKcerevisiae]KMolecularnCellYK2012YKfgYKfke[le17.6 117

115 yunctionalKrepurposingKrevealedKbyKcomparingKS]KpombeKandKS]KcerevisiaeKgeneticKinteractions]KCellYK
2012YKcflYKceel[gd 56.2 122

114 NativeKelongatingKtranscriptKsequencingKSNxT[seqT]KCurrentnProtocolsninnMolecularnBiologyYK2012YK
vhapterKfYKUnitKf]cf]c[ci 2.9 47

113 TheKtranslationalKlandscapeKofKmTORKsignallingKsteersKcancerKinitiationKandKmetastasis]KNatureYK
2012YKfkgYKgg[hc 50.4 903

112 TheKanti[Shine[walgarnoKsequenceKdrivesKtranslationalKpausingKandKcodonKchoiceKinKbacteria]KNature
YK2012YKfkfYKgek[fc 50.4 464

111 RoadKtoKruinmKtargetingKproteinsKforKdegradationKinKtheKendoplasmicKreticulum]KScienceYK2011YKeefYKcbkh[lb33.3 476

110 zanglion[specificKsplicingKofKTRPVcKunderliesKinfraredKsensationKinKvampireKbats]KNatureYK2011YKfihYKkk[lc50.4 156

109 SelectiveKribosomeKprofilingKrevealsKtheKcotranslationalKchaperoneKactionKofKtriggerKfactorKinKvivo]K
CellYK2011YKcfiYKcdlg[ebk 56.2 326

108 RibosomeKprofilingKofKmouseKembryonicKstemKcellsKrevealsKtheKcomplexityKandKdynamicsKofK
mammalianKproteomes]KCellYK2011YKcfiYKikl[kbd 56.2 1469

107 RadicallyKdifferentKamyloidKconformationsKdictateKtheKseedingKspecificityKofKaKchimericKSupegKprion]K
JournalnofnMolecularnBiologyYK2011YKfbkYKc[k 6.5 10

106 StrainKconformationYKprimaryKstructureKandKtheKpropagationKofKtheKyeastKprionK[PSαV]]KNaturen
StructuralnandnMolecularnBiologyYK2011YKckYKfle[l 17.6 33

105 NascentKtranscriptKsequencingKvisualizesKtranscriptionKatKnucleotideKresolution]KNatureYK2011YKfhlYKehk[ie50.4 571

104 tmyloidKstructuremKconformationalKdiversityKandKconsequences]KAnnualnReviewnofnBiochemistryYK
2011YKkbYKggi[kg 29.1 205
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103 SystematicKscreenKofKSchizosaccharomycesKpombeKdeletionKcollectionKuncoversKparallelKevolutionK
ofKtheKphosphateKsignalKtransductionKpathwayKinKyeasts]KEukaryoticnCellYK2011YKcbYKclk[dbh 33

102 tKmitochondrial[focusedKgeneticKinteractionKmapKrevealsKaKscaffold[likeKcomplexKrequiredKforKinnerK
membraneKorganizationKinKmitochondria]KJournalnofnCellnBiologyYK2011YKclgYKede[fb 7.3 335

101
ProteinKkinaseKYpkcKphosphorylatesKregulatoryKproteinsKOrmcKandKOrmdKtoKcontrolKsphingolipidK
homeostasisKinKSaccharomycesKcerevisiae]KProceedingsnofnthenNationalnAcademynofnSciencesnofnthen
UnitednStatesnofnAmericaYK2011YKcbkYKclddd[i

11.5 215

100 OrmKfamilyKproteinsKmediateKsphingolipidKhomeostasis]KNatureYK2010YKfheYKcbfk[ge 50.4 450

99 MolecularKbasisKofKinfraredKdetectionKbyKsnakes]KNatureYK2010YKfhfYKcbbh[cc 50.4 287

98 MammalianKmicroRNtsKpredominantlyKactKtoKdecreaseKtargetKmRNtKlevels]KNatureYK2010YKfhhYKkeg[fb 50.4 3074

97 wifferencesKinKprionKstrainKconformationsKresultKfromKnon[nativeKinteractionsKinKaKnucleus]KNaturen
ChemicalnBiologyYK2010YKhYKddg[deb 11.7 63

96 TheKepistemologyKofKcellKbiology]KMolecularnBiologynofnthenCellYK2010YKdcYKekdg 3.5 1

95 JKdomainKco[chaperoneKspecificityKdefinesKtheKroleKofKuiPKduringKproteinKtranslocation]KJournalnofn
BiologicalnChemistryYK2010YKdkgYKddfkf[lf 5.4 36

94 MembranesKinKbalancemKmechanismsKofKsphingolipidKhomeostasis]KMolecularnCellYK2010YKfbYKdhi[il 17.6 170

93 tutomatedKidentificationKofKpathwaysKfromKquantitativeKgeneticKinteractionKdata]KMolecularn
SystemsnBiologyYK2010YKhYKeil 12.2 57

92 tKgeneralKlackKofKcompensationKforKgeneKdosageKinKyeast]KMolecularnSystemsnBiologyYK2010YKhYKehk 12.2 99

91 RegulatedKαrec[dependentKdecayKofKmessengerKRNtsKinKmammalianKcells]KJournalnofnCellnBiologyYK
2009YKckhYKede[ec 7.3 691

90 RapidKcreationKandKquantitativeKmonitoringKofKhighKcoverageKshRNtKlibraries]KNaturenMethodsYK2009
YKhYKffe[g 21.6 82

89 yromKinformationKtoKknowledgemKnewKtechnologiesKforKdefiningKgeneKfunction]KNaturenMethodsYK
2009YKhYKidc[de 21.6 13

88 zenome[wideKanalysisKinKvivoKofKtranslationKwithKnucleotideKresolutionKusingKribosomeKprofiling]K
ScienceYK2009YKedfYKdck[de 33.3 2472

87 yunctionalKorganizationKofKtheKS]KcerevisiaeKphosphorylationKnetwork]KCellYK2009YKcehYKlgd[he 56.2 211

86 vomprehensiveKcharacterizationKofKgenesKrequiredKforKproteinKfoldingKinKtheKendoplasmicK
reticulum]KScienceYK2009YKedeYKchle[i 33.3 517

(2009-2011)
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85 tnKxR[mitochondriaKtetheringKcomplexKrevealedKbyKaKsyntheticKbiologyKscreen]KScienceYK2009YKedgYKfii[kc33.3 935

84 Small[moleculeKaggregatesKinhibitKamyloidKpolymerization]KNaturenChemicalnBiologyYK2008YKfYKcli[l 11.7 223

83 tKcomprehensiveKstrategyKenablingKhigh[resolutionKfunctionalKanalysisKofKtheKyeastKgenome]KNaturen
MethodsYK2008YKgYKicc[k 21.6 376

82 •igh[throughputYKquantitativeKanalysesKofKgeneticKinteractionsKinKx]Kcoli]KNaturenMethodsYK2008YKgYKikc[i 21.6 181

81 αnKvivoKmonitoringKofKtheKprionKreplicationKcycleKrevealsKaKcriticalKroleKforKSiscKinKdeliveringK
substratesKtoK•spcbf]KMolecularnCellYK2008YKedYKgkf[lc 17.6 141

80 tKgeneticKinteractionKmapKofKRNt[processingKfactorsKrevealsKlinksKbetweenKSemcawssc[containingK
complexesKandKmRNtKexportKandKsplicing]KMolecularnCellYK2008YKedYKieg[fh 17.6 205

79 wefiningKtheKglycanKdestructionKsignalKforKendoplasmicKreticulum[associatedKdegradation]K
MolecularnCellYK2008YKedYKkib[i 17.6 193

78 TheKzxTKcomplexKmediatesKinsertionKofKtail[anchoredKproteinsKintoKtheKxRKmembrane]KCellYK2008YK
cefYKhef[fg 56.2 351

77 vonservationKandKrewiringKofKfunctionalKmodulesKrevealedKbyKanKepistasisKmapKinKfissionKyeast]K
ScienceYK2008YKeddYKfbg[cb 33.3 281

76 •igh[throughputKgeneticKinteractionKmappingKinKtheKfissionKyeastKSchizosaccharomycesKpombe]K
NaturenMethodsYK2007YKfYKkhc[h 21.6 120

75 yunctionalKdissectionKofKproteinKcomplexesKinvolvedKinKyeastKchromosomeKbiologyKusingKaKgeneticK
interactionKmap]KNatureYK2007YKffhYKkbh[cb 50.4 731

74 TheKstructuralKbasisKofKyeastKprionKstrainKvariants]KNatureYK2007YKfflYKdee[i 50.4 295

73 vvRfaNOTKcomplexKassociatesKwithKtheKproteasomeKandKregulatesKhistoneKmethylation]K
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2007YKcbfYKgkeh[fc 11.5 64

72 αdentificationKofKyeastKproteinsKnecessaryKforKcell[surfaceKfunctionKofKaKpotassiumKchannel]K
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2007YKcbfYKckbil[kf 11.5 44

71 TowardKaKcomprehensiveKatlasKofKtheKphysicalKinteractomeKofKSaccharomycesKcerevisiae]KMolecularn
andnCellularnProteomicsYK2007YKhYKfel[gb 7.6 610

70 uackupKwithoutKredundancymKgeneticKinteractionsKrevealKtheKcostKofKduplicateKgeneKloss]KMolecularn
SystemsnBiologyYK2007YKeYKkh 12.2 115

69 MeccaTelcKphosphorylationKofKtheKαNOkbKchromatinKremodelingKcomplexKinfluencesKwNtKdamageK
checkpointKresponses]KCellYK2007YKcebYKfll[gcc 56.2 98

68 tKmolecularKcaliperKmechanismKforKdeterminingKveryKlong[chainKfattyKacidKlength]KCellYK2007YKcebYKhhe[ii56.2 196
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67 womainKarchitectureKofKprotein[disulfideKisomeraseKfacilitatesKitsKdualKroleKasKanKoxidaseKandKanK
isomeraseKinKxrocp[mediatedKdisulfideKformation]KJournalnofnBiologicalnChemistryYK2006YKdkcYKkih[kf 5.4 65

66 tKstrategyKforKextractingKandKanalyzingKlarge[scaleKquantitativeKepistaticKinteractionKdata]KGenomen
BiologyYK2006YKiYKRhe 18.3 245

65 wecayKofKendoplasmicKreticulum[localizedKmRNtsKduringKtheKunfoldedKproteinKresponse]KScienceYK
2006YKeceYKcbf[i 33.3 887

64 tnKefficientKproteinKtransformationKprotocolKforKintroducingKprionsKintoKyeast]KMethodsninn
EnzymologyYK2006YKfcdYKckg[dbb 1.7 40

63 MolecularKchaperonesKandKproteinKqualityKcontrol]KCellYK2006YKcdgYKffe[gc 56.2 1174

62 tKluminalKsurveillanceKcomplexKthatKselectsKmisfoldedKglycoproteinsKforKxR[associatedKdegradation]K
CellYK2006YKcdhYKefl[gl 56.2 347

61 zlobalKlandscapeKofKproteinKcomplexesKinKtheKyeastKSaccharomycesKcerevisiae]KNatureYK2006YKffbYKhei[fe50.4 2327

60 Single[cellKproteomicKanalysisKofKS]KcerevisiaeKrevealsKtheKarchitectureKofKbiologicalKnoise]KNatureYK
2006YKffcYKkfb[h 50.4 1193

59 TheKphysicalKbasisKofKhowKprionKconformationsKdetermineKstrainKphenotypes]KNatureYK2006YKffdYKgkg[l 50.4 497

58 xxplorationKofKtheKtopologicalKrequirementsKofKxRtwKidentifiesKYoslpKasKaKlectinKsensorKofK
misfoldedKglycoproteinsKinKtheKxRKlumen]KMolecularnCellYK2005YKclYKifc[gc 17.6 186

57 MechanismKofKcross[speciesKprionKtransmissionmKanKinfectiousKconformationKcompatibleKwithKtwoK
highlyKdivergentKyeastKprionKproteins]KCellYK2005YKcdcYKfl[hd 56.2 164

56 xxplorationKofKtheKfunctionKandKorganizationKofKtheKyeastKearlyKsecretoryKpathwayKthroughKanK
epistaticKminiarrayKprofile]KCellYK2005YKcdeYKgbi[cl 56.2 706

55 votranscriptionalKsetdKmethylationKofKhistoneK•eKlysineKehKrecruitsKaKrepressiveKRpdeKcomplex]KCellYK
2005YKcdeYKgle[hbg 56.2 621

54 vonstructionYKverificationKandKexperimentalKuseKofKtwoKepitope[taggedKcollectionsKofKbuddingKyeastK
strains]KComparativenandnFunctionalnGenomicsYK2005YKhYKd[ch 64

53 dbbfKαrvingKSigalKYoungKαnvestigatorKtward]KProteinnScienceYK2004YKceYKeeee[g 6.3

52 wissectionKandKdesignKofKyeastKprions]KPLoSnBiologyYK2004YKdYKxkh 9.7 158

51 MechanismKofKprionKpropagationmKamyloidKgrowthKoccursKbyKmonomerKaddition]KPLoSnBiologyYK2004YK
dYKeedc 9.7 436

50 vonformationalKvariationsKinKanKinfectiousKproteinKdetermineKprionKstrainKdifferences]KNatureYK2004YK
fdkYKede[k 50.4 665

(2004-2006)
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49 OxidativeKproteinKfoldingKinKeukaryotesmKmechanismsKandKconsequences]KJournalnofnCellnBiologyYK
2004YKchfYKefc[h 7.3 810

48 xmergingKprinciplesKofKconformation[basedKprionKinheritance]KAnnualnReviewnofnBiochemistryYK2004YK
ieYKhci[gh 29.1 294

47 zenerationKofKprionKtransmissionKbarriersKbyKmutationalKcontrolKofKamyloidKconformations]KNatureYK
2003YKfdfYKlfk[gc 50.4 89

46 zlobalKanalysisKofKproteinKlocalizationKinKbuddingKyeast]KNatureYK2003YKfdgYKhkh[lc 50.4 3330

45 zlobalKanalysisKofKproteinKexpressionKinKyeast]KNatureYK2003YKfdgYKiei[fc 50.4 3045

44 OriginsKandKkineticKconsequencesKofKdiversityKinKSupegKyeastKprionKfibers]KNaturenStructuralnBiologyYK
2002YKlYKekl[lh 56

43 wirectedKevolutionKofKsubstrate[optimizedKzroxLaSKchaperonins]KCellYK2002YKcccYKcbdi[el 56.2 121

42 TheKytw[KandKOSdT[dependentKreactionKcycleKofKxroc[mediatedKoxidativeKproteinKfoldingKinKtheK
endoplasmicKreticulum]KMolecularnCellYK2002YKcbYKlke[lf 17.6 344

41 TheKutilityKofKprions]KDevelopmentalnCellYK2002YKdYKcfe[gc 10.2 50

40 yunctionalKgenomicKapproachesKtoKunderstandingKmolecularKchaperonesKandKstressKresponses]K
AdvancesninnProteinnChemistryYK2001YKglYKefg[lb 7

39 vonformationalKdiversityKinKaKyeastKprionKdictatesKitsKseedingKspecificity]KNatureYK2001YKfcbYKdde[i 50.4 133

38 TheKactionKofKmolecularKchaperonesKinKtheKearlyKsecretoryKpathway]KAnnualnReviewnofnGeneticsYK2001
YKegYKcfl[lc 14.5 256

37 TheKinsKandKoutsKofKzroxL[mediatedKproteinKfolding]KMolecularnCellYK2001YKkYKieb[d 17.6 8

36 MultipleKzlnatsn[richKprionKdomainsKconferKsusceptibilityKtoKinductionKofKtheKyeastK[PSαSVT]Kprion]K
CellYK2001YKcbhYKcke[lf 56.2 270

35 yunctionalKandKgenomicKanalysesKrevealKanKessentialKcoordinationKbetweenKtheKunfoldedKproteinK
responseKandKxR[associatedKdegradation]KCellYK2000YKcbcYKdfl[gk 56.2 1597

34 MolecularKbasisKofKaKyeastKprionKspeciesKbarrier]KCellYK2000YKcbbYKdii[kk 56.2 244

33 uiochemicalKbasisKofKoxidativeKproteinKfoldingKinKtheKendoplasmicKreticulum]KScienceYK2000YKdlbYKcgic[f 33.3 344

32 xvidenceKforKtheKprionKhypothesismKinductionKofKtheKyeastK[PSαV]KfactorKbyKinKvitro[KconvertedKSupegK
protein]KScienceYK2000YKdklYKglg[l 33.3 137

Jonathan S Weissman

14



31 xrocpmKaKnovelKandKubiquitousKproteinKwithKanKessentialKroleKinKoxidativeKproteinKfoldingKinKtheK
endoplasmicKreticulum]KMolecularnCellYK1998YKcYKcic[kd 17.6 376

30 tKcriticalKroleKforKamino[terminalKglutamineaasparagineKrepeatsKinKtheKformationKandKpropagationK
ofKaKyeastKprion]KCellYK1998YKleYKcdfc[gd 56.2 338

29 vonstructionKofKsingle[ringKandKtwo[ringKhybridKversionsKofKbacterialKchaperoninKzroxL]KMethodsninn
EnzymologyYK1998YKdlbYKcfc[h 1.7 24

28 weadlyKconformations[[proteinKmisfoldingKinKprionKdisease]KCellYK1997YKklYKfll[gcb 56.2 237

27 vharacterizationKofKtheKactiveKintermediateKofKaKzroxL[zroxS[mediatedKproteinKfoldingKreaction]K
CellYK1996YKkfYKfkc[lb 56.2 363

26 PuttingKaKlidKonKproteinKfoldingmKstructureKandKfunctionKofKtheKco[chaperoninYKzroxS]KChemistrynandn
BiologyYK1996YKeYKcgi[hc 19

25 ReleaseKofKbothKnativeKandKnon[nativeKproteinsKfromKaKcis[onlyKzroxLKternaryKcomplex]KNatureYK1996
YKekeYKlh[l 50.4 84

24 tKkineticKexplanationKforKtheKrearrangementKpathwayKofKuPTαKfolding]KNaturenStructuralnandn
MolecularnBiologyYK1995YKdYKccde[eb 17.6 75

23 xfficientKcatalysisKofKdisulphideKbondKrearrangementsKbyKproteinKdisulphideKisomerase]KNatureYK
1993YKehgYKckg[k 50.4 195

22 MolecularKrecordingKofKmammalianKembryogenesis 3

21 vellularKresponseKtoKsmallKmoleculesKthatKselectivelyKstallKproteinKsynthesisKbyKtheKribosome 1

20 vhaperone[MediatedKRefluxKofKSecretoryKProteinsKtoKtheKvytosolKwuringKxndoplasmicKReticulumKStress 1

19 xxploringKgeneticKinteractionKmanifoldsKconstructedKfromKrichKphenotypes 2

18 wesignKandKspecificityKofKlongKsswNtKdonorsKforKvRαSPR[basedKknock[in 29

17 Single[cellKlineagesKrevealKtheKratesYKroutesYKandKdriversKofKmetastasisKinKcancerKxenografts 4

16 tpproachesKtoKmaximizeKsgRNt[barcodeKcouplingKinKPerturb[seqKscreens 14

15 MULTα[seqmKScalableKsampleKmultiplexingKforKsingle[cellKRNtKsequencingKusingKlipid[taggedKindices 12

14 wirectKcaptureKofKvRαSPRKguidesKenablesKscalableYKmultiplexedYKandKmulti[omicKPerturb[seq 9

(-1998)
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13 NewKfactorsKforKproteinKtransportKidentifiedKbyKaKgenome[wideKvRαSPRiKscreenKinKmammalianKcells 1

12 MappingKTranscriptomicKVectorKyieldsKofKSingleKvells 17

11 TitratingKgeneKexpressionKwithKseriesKofKsystematicallyKcompromisedKvRαSPRKguideKRNts 2

10 yunctionalKsingle[cellKgenomicsKofKhumanKcytomegalovirusKinfection 5

9 zαzYydKandKfx•PKαnhibitKTranslationKαnitiationKofKwefectiveKMessengerKRNtsKtoKtssistK
Ribosome[tssociatedKQualityKvontrol 4

8 αnferenceKofKSingle[vellKPhylogeniesKfromKLineageKTracingKwata 1

7 ModulatedKefficacyKvRαSPRiKrevealsKevolutionaryKconservationKofKessentialKgeneKexpression[fitnessK
relationshipsKinKbacteria 5

6 weepKprofilingKrevealsKsubstantialKheterogeneityKofKintegrationKoutcomesKinKvRαSPRKknock[inKexperiments 19

5 αnducibleYKtunableKandKmultiplexKhumanKgeneKregulationKusingKvRαSPR[vpfc[basedKtranscriptionKfactors 1

4 OpenvellmKproteome[scaleKendogenousKtaggingKenablesKtheKcartographyKofKhumanKcellularKorganization 4

3 tKcommunity[drivenKroadmapKtoKadvanceKresearchKonKtranslatedKopenKreadingKframesKdetectedKbyKRibo[seq 4

2 MappingKtheKzeneticKLandscapeKofKwNtKwouble[strandKureakKRepair 2

1 voupledKproteinKqualityKcontrolKduringKnonsenseKmediatedKmRNtKdecay 3
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