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h Paper IF Citations

412 oancerHκisksHmssociatedHWithHandH athogenicHVariantsVVHJournalgofgClinicalgOncologyTH2022THvo–ZYXZYYZ 2.2 7

411 κareHgermlineHcopyHnumberHvariantsHPozVsQHandHbreastHcancerHriskVVHCommunicationsgBiologyTH2022TH
aTHba 6.7 0

410 oommonHvariantsHinHbreastHcancerHriskHlociHpredisposeHtoHdistinctHtumorHsubtypesVVHBreastgCancerg
ResearchTH2022THZ]THZ 8.3 3

409  athologyHofHTumorsHmssociatedHWithH athogenicHsermlineHVariantsHinHeHnreastHoancerH
SusceptibilityHsenesVVHJAMAgOncologyTH2022TH 13.4 4

408 –ralHoontraceptiveHUseHinHnκomYHandHnκomZHyutationHoarriersfHmbsoluteHoancerHκisksHandH
nenefitsVVHJournalgofgthegNationalgCancergInstituteTH2022TH 9.7 1

407  redictingHtheHxikelihoodHofHoarryingHaHorHyutationHinHmsianH atientsHWithHnreastHoancerVVHJournalgofg
ClinicalgOncologyTH2022THvo–ZYXYb]c 2.2 1

406 mHsenomeUWideHseneUnasedHseneâ��qnvironmentHunteractionHStudyHofHnreastHoancerHinHyoreHthanH
eXTXXXHWomenVHCancergResearchgCommunicationsTH2022THZTHZYYUZYe 0

405 senomeUwideHandHtranscriptomeUwideHassociationHstudiesHofHmammographicHdensityHphenotypesH
revealHnovelHlociVVHBreastgCancergResearchTH2022THZ]THZc 8.3 1

404 senomeUwideHinteractionHanalysisHofHmenopausalHhormoneHtherapyHuseHandHbreastHcancerHriskH
amongHbZT[cXHwomenVVHScientificgReportsTH2022THYZTHbYee 4.9

403 κelevanceHofHtheHytoHregionHforHbreastHcancerHsusceptibilityHinHmsiansVVHBreastgCancerTH2022THY 3.4

402 nreastHcancerHrisksHassociatedHwithHmissenseHvariantsHinHbreastHcancerHsusceptibilityHgenesVVHGenomeg
MedicineTH2022THY]THaY 14.4 0

401
oanκiskHToolUmHWebHunterfaceHforHtheH redictionHofHnreastHandH–varianHoancerHκiskHandHtheH
xikelihoodHofHoarryingHseneticH athogenicHVariantsVHCancergEpidemiologygBiomarkersgandgPrevention
TH2021TH[XTH]beU]c[

4 14

400 nodyHmassHindexHandHtypeHZHdiabetesHandHbreastHcancerHsurvivalfHaHyendelianHrandomizationHstudyVH
AmericangJournalgofgCancergResearchTH2021THYYTH[eZYU[e[] 4.4

399 oomprehensiveHepithelialHtuboUovarianHcancerHriskHpredictionHmodelHincorporatingHgeneticHandH
epidemiologicalHriskHfactorsVHJournalgofgMedicalgGeneticsTH2021TH 5.8 5

398 sermlineHbreastHcancerHsusceptibilityHgenesTHtumorHcharacteristicsTHandHsurvivalVHGenomegMedicineTH
2021THY[THYda 14.4 0

397 sermlineHvariantsHandHbreastHcancerHsurvivalHinHpatientsHwithHdistantHmetastasesHatHprimaryHbreastH
cancerHdiagnosisVHScientificgReportsTH2021THYYTHYecdc 4.9 0

396 SerumHqstradiolHandHZXHSiteUSpecificHoancersHinHWomenfHyendelianHκandomizationHStudyVHJournalgofg
ClinicalgEndocrinologygandgMetabolismTH2021TH 5.6 2
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395 qvaluatingH olygenicHκiskHScoresHforHnreastHoancerHinHWomenHofHmfricanHmncestryVHJournalgofgtheg
NationalgCancergInstituteTH2021THYY[THYYbdUYYcb 9.7 9

394  rospectiveHevaluationHofHaHbreastUcancerHriskHmodelHintegratingHclassicalHriskHfactorsHandHpolygenicH
riskHinHYaHcohortsHfromHsixHcountriesVHInternationalgJournalgofgEpidemiologyTH2021TH 7.8 6

393 umprovingHreportingHstandardsHforHpolygenicHscoresHinHriskHpredictionHstudiesVHNatureTH2021THaeYTHZYYUZYe50.4 70

392 oharacterisationHofH mxnZHtumoursHthroughHwholeUexomeHandHwholeUtranscriptomicHanalysesVHNpjg
BreastgCancerTH2021THcTH]b 7.8 1

391 oharacterisationHofHproteinUtruncatingHandHmissenseHvariantsHinHinHYaHcbdHwomenHfromHyalaysiaHandH
SingaporeVHJournalgofgMedicalgGeneticsTH2021TH 5.8 1

390 qvaluationHofHtheHassociationHofHheterozygousHgermlineHvariantsHinHzTtxYHwithHbreastHcancerH
predispositionfHanHinternationalHmultiUcenterHstudyHofH]cTYdXHsubjectsVHNpjgBreastgCancerTH2021THcTHaZ 7.8 2

389  ersonalizedHκiskHmssessmentHforH reventionHandHqarlyHpetectionHofHnreastHoancerfHuntegrationHandH
umplementationHP qκS qoTuVqHuNuQVHJournalgofgPersonalizedgMedicineTH2021THYYTH 3.6 13

388 rirstHinternationalHworkshopHofHtheHmTyHandHcancerHriskHgroupHP]UaHpecemberHZXYeQVHFamilialgCancer
TH2021THY 3 5

387
TheHpredictiveHabilityHofHtheH[Y[HvariantUbasedHpolygenicHriskHscoreHforHcontralateralHbreastHcancerH
riskHpredictionHinHwomenHofHquropeanHancestryHwithHaHheterozygousHnκomYHorHnκomZHpathogenicH
variantVHGeneticsgingMedicineTH2021THZ[THYcZbUYc[c

8.1 2

386 orossUancestryHsWmSHmetaUanalysisHidentifiesHsixHbreastHcancerHlociHinHmfricanHandHquropeanH
ancestryHwomenVHNaturegCommunicationsTH2021THYZTH]Yed 17.4 1

385
runctionalHannotationHofHtheHZq[aHbreastHcancerHriskHlocusHimplicatesHaHstructuralHvariantHinH
influencingHactivityHofHaHlongUrangeHenhancerHelementVHAmericangJournalgofgHumangGeneticsTH2021TH
YXdTHYYeXUYZX[

11 1

384 oombinedHmssociationsHofHaH olygenicHκiskHScoreHandHolassicalHκiskHractorsHWithHnreastHoancerHκiskVH
JournalgofgthegNationalgCancergInstituteTH2021THYY[TH[ZeU[[c 9.7 14

383 oommonHSusceptibilityHxociHforHyaleHnreastHoancerVHJournalgofgthegNationalgCancergInstituteTH2021TH
YY[TH]a[U]bY 9.7 4

382 yendelianHrandomizationHanalysesHsuggestHaHroleHforHcholesterolHinHtheHdevelopmentHofH
endometrialHcancerVHInternationalgJournalgofgCancerTH2021THY]dTH[XcU[Ye 7.5 13

381
qvaluatingHtheHroleHofHalcoholHconsumptionHinHbreastHandHovarianHcancerHsusceptibilityHusingH
populationUbasedHcohortHstudiesHandHtwoUsampleHyendelianHrandomizationHanalysesVHInternationalg
JournalgofgCancerTH2021THY]dTHY[[dUY[aX

7.5 4

380 qpidemiologicalHandHqSHcellUbasedHfunctionalHevaluationHofHnκomZHvariantsHidentifiedHinHfamiliesH
withHbreastHcancerVHHumangMutationTH2021TH]ZTHZXXUZYZ 4.7 2

379 petectingHrareHcopyHnumberHvariantsHfromHulluminaHgenotypingHarraysHwithHtheHoamozVHpipelinefH
SegmentationHof´ zUscoresHimprovesHdetectionHandHreliabilityVHGeneticgEpidemiologyTH2021TH]aTHZ[cUZ]d 2.6 1

378  ersonalizingHnreastHoancerHScreeningHnasedHonH olygenicHκiskHandHramilyHtistoryVHJournalgofgtheg
NationalgCancergInstituteTH2021THYY[TH][]U]]Z 9.7 10
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377 oY [mcRYoHallelefHlinkingHpremenopausalHoestroneHandHprogesteroneHlevelsHwithHriskHofHhormoneH
receptorUpositiveHbreastHcancersVHBritishgJournalgofgCancerTH2021THYZ]THd]ZUda] 8.7 2

376 TransUancestryHgenomeUwideHassociationHmetaUanalysisHofHprostateHcancerHidentifiesHnewH
susceptibilityHlociHandHinformsHgeneticHriskHpredictionVHNaturegGeneticsTH2021THa[THbaUca 36.3 62

375 mHcaseUonlyHstudyHtoHidentifyHgeneticHmodifiersHofHbreastHcancerHriskHforHnκomYWnκomZHmutationH
carriersVHNaturegCommunicationsTH2021THYZTHYXcd 17.4 4

374 seneticHarchitecturesHofHproximalHandHdistalHcolorectalHcancerHareHpartlyHdistinctVHGutTH2021THcXTHY[ZaUY[[]19.2 7

373 mHmultilayeredHpostUsWmSHassessmentHonHgeneticHsusceptibilityHtoHpancreaticHcancerVHGenomeg
MedicineTH2021THY[THYa 14.4 6

372 nreastHoancerHκiskHsenesHUHmssociationHmnalysisHinHyoreHthanHYY[TXXXHWomenVHNewgEnglandgJournalg
ofgMedicineTH2021TH[d]TH]ZdU][e 59.2 143

371  otentialHofHpolygenicHriskHscoresHforHimprovingHpopulationHestimatesHofHwomenOsHbreastHcancerH
geneticHrisksVHGeneticsgingMedicineTH2021THZ[THZYY]UZYZY 8.1 3

370
seneticHanalysesHofHgynecologicalHdiseaseHidentifyHgeneticHrelationshipsHbetweenHuterineHfibroidsH
andHendometrialHcancerTHandHaHnovelHendometrialHcancerHgeneticHriskHregionHatHtheHWzT]HYp[bVYZH
locusVHHumangGeneticsTH2021THY]XTHY[a[UY[ba

6.3 5

369 –ralHcontraceptiveHuseHandHovarianHcancerHriskHforHnκomYWZHmutationHcarriersfHanHinternationalH
cohortHstudyVHAmericangJournalgofgObstetricsgandgGynecologyTH2021THZZaTHaYVeYUaYVeYc 6.4 9

368 nreastHandH rostateHoancerHκisksHforHyaleHnκomYHandHnκomZH athogenicHVariantHoarriersHUsingH
 olygenicHκiskHScoresVHJournalgofgthegNationalgCancergInstituteTH2021TH 9.7 3

367
mssociationHofHgermlineHgeneticHvariantsHwithHbreastHcancerUspecificHsurvivalHinHpatientHsubgroupsH
definedHbyHclinicUpathologicalHvariablesHrelatedHtoHtumorHbiologyHandHtypeHofHsystemicHtreatmentVH
BreastgCancergResearchTH2021THZ[THdb

8.3 1

366 yendelianHrandomisationHstudyHofHsmokingHexposureHinHrelationHtoHbreastHcancerHriskVHBritishg
JournalgofgCancerTH2021THYZaTHYY[aUYY]a 8.7 0

365 seneticHinsightsHintoHbiologicalHmechanismsHgoverningHhumanHovarianHageingVHNatureTH2021THaebTH[e[U[ec50.4 28

364 ShouldHmgeUpependentHmbsoluteHκiskHThresholdsHneHUsedHforHκiskHStratificationHinHκiskUStratifiedH
nreastHoancerHScreeningkVHJournalgofgPersonalizedgMedicineTH2021THYYTH 3.6 3

363 senomicHriskHpredictionHofHcoronaryHarteryHdiseaseHinHwomenHwithHbreastHcancerfHaHprospectiveH
cohortHstudyVHBreastgCancergResearchTH2021THZ[THe] 8.3 1

362 nreastHoancerHκiskHractorsHandHSurvivalHbyHTumorHSubtypefH ooledHmnalysesHfromHtheHnreastHoancerH
mssociationHoonsortiumVHCancergEpidemiologygBiomarkersgandgPreventionTH2021TH[XTHbZ[Ub]Z 4 4

361  olygenicHriskHscoresHforHpredictionHofHbreastHcancerHriskHinHmsianHpopulationsVVHGeneticsgingMedicineTH
2021TH 8.1 2

360 senomeUwideHassociationHstudyHidentifiesH[ZHnovelHbreastHcancerHsusceptibilityHlociHfromHoverallH
andHsubtypeUspecificHanalysesVHNaturegGeneticsTH2020THaZTHacZUadY 36.3 76
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359 TheHeffectHofHsampleHsizeHonHpolygenicHhazardHmodelsHforHprostateHcancerVHEuropeangJournalgofg
HumangGeneticsTH2020THZdTHY]bcUY]ca 5.3 5

358  ersonalizedHearlyHdetectionHandHpreventionHofHbreastHcancerfHqzVuSu–zHconsensusHstatementVH
NaturegReviewsgClinicalgOncologyTH2020THYcTHbdcUcXa 19.4 64

357 sermlineHt–XnY[HmutationsHpVsd]qHandHpVκZYcoHdoHnotHconferHanHincreasedHbreastHcancerHriskVH
ScientificgReportsTH2020THYXTHebdd 4.9 2

356  rostateHoancerHκiskHbyHnκomZHsenomicHκegionsVHEuropeangUrologyTH2020THcdTH]e]U]ec 10.2 2

355 qvaluatingHclinicianHacceptabilityHofHtheHprototypeHoanκiskHtoolHforHpredictingHriskHofHbreastHandH
ovarianHcancerfHmHmultiUmethodsHstudyVHPLoSgONETH2020THYaTHeXZZeeee 3.7 19

354 udentificationHofHnovelHbreastHcancerHsusceptibilityHlociHinHmetaUanalysesHconductedHamongHmsianH
andHquropeanHdescendantsVHNaturegCommunicationsTH2020THYYTHYZYc 17.4 16

353 senomicHanalysisHofHmaleHpubertyHtimingHhighlightsHsharedHgeneticHbasisHwithHhairHcolourHandH
lifespanVHNaturegCommunicationsTH2020THYYTHYa[b 17.4 12

352 mHseneticHκiskHScoreHtoH ersonalizeH rostateHoancerHScreeningTHmppliedHtoH opulationHpataVHCancerg
EpidemiologygBiomarkersgandgPreventionTH2020THZeTHYc[YUYc[d 4 14

351
oharacterizationHofHtheHoancerHSpectrumHinHyenHWithHsermlineHnκomYHandHnκomZH athogenicH
VariantsfHκesultsHrromHtheHoonsortiumHofHunvestigatorsHofHyodifiersHofHnκomYWZHPouynmQVHJAMAg
OncologyTH2020THbTHYZYdUYZ[X

13.4 25

350 mssessmentHofHpolygenicHarchitectureHandHriskHpredictionHbasedHonHcommonHvariantsHacrossH
fourteenHcancersVHNaturegCommunicationsTH2020THYYTH[[a[ 17.4 32

349 –varianHandHnreastHoancerHκisksHmssociatedHWithH athogenicHVariantsHinHκmpaYoHandHκmpaYpVH
JournalgofgthegNationalgCancergInstituteTH2020THYYZTHYZ]ZUYZaX 9.7 51

348 TranscriptomeUwideHassociationHstudyHofHbreastHcancerHriskHbyHestrogenUreceptorHstatusVHGeneticg
EpidemiologyTH2020TH]]TH]]ZU]bd 2.6 9

347 UsingHhumanHgeneticsHtoHunderstandHtheHdiseaseHimpactsHofHtestosteroneHinHmenHandHwomenVH
NaturegMedicineTH2020THZbTHZaZUZad 50.5 121

346 xetterHtoHtheHeditorfHaHresponseHtoHyingOsHstudyHonHmachineHlearningHtechniquesHforHpersonalizedH
breastHcancerHriskHpredictionVHBreastgCancergResearchTH2020THZZTHYc 8.3 2

345 oandidateHoausalHVariantsHatHtheHdpYZHnreastHoancerHκiskHxocusHκegulateVHCancersTH2020THYZTH 6.6 3

344
mlcoholHoonsumptionTHoigaretteHSmokingTHandHκiskHofHnreastHoancerHforHandHyutationHoarriersfH
κesultsHfromHTheHnκomYHandHnκomZHoohortHoonsortiumVHCancergEpidemiologygBiomarkersgandg
PreventionTH2020THZeTH[bdU[cd

4 9

343 mHnetworkHanalysisHtoHidentifyHmediatorsHofHgermlineUdrivenHdifferencesHinHbreastHcancerHprognosisVH
NaturegCommunicationsTH2020THYYTH[YZ 17.4 20

342 κiskUreducingHsalpingoUoophorectomyTHnaturalHmenopauseTHandHbreastHcancerHriskfHanHinternationalH
prospectiveHcohortHofHnκomYHandHnκomZHmutationHcarriersVHBreastgCancergResearchTH2020THZZTHd 8.3 22

(2020-2020)
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341 zonUcodingHκzmsHunderlieHgeneticHpredispositionHtoHbreastHcancerVHGenomegBiologyTH2020THZYTHc 18.3 11

340  redictionHofHcontralateralHbreastHcancerfHexternalHvalidationHofHriskHcalculatorsHinHZXHinternationalH
cohortsVHBreastgCancergResearchgandgTreatmentTH2020THYdYTH]Z[U][] 4.4 7

339 senomeUwideHassociationHmetaUanalysesHcombiningHmultipleHriskHphenotypesHprovideHinsightsHintoH
theHgeneticHarchitectureHofHcutaneousHmelanomaHsusceptibilityVHNaturegGeneticsTH2020THaZTH]e]UaX] 36.3 39

338 mssociationHofHsenomicHpomainsHinHandHwithH rostateHoancerHκiskHandHmggressivenessVHCancerg
ResearchTH2020THdXTHbZ]Ub[d 10.1 22

337  rostateHoancerHκisksHforHyaleHnκomYHandHnκomZHyutationHoarriersfHmH rospectiveHoohortHStudyVH
EuropeangUrologyTH2020THccTHZ]U[a 10.2 53

336 rineUmappingHofHYaXHbreastHcancerHriskHregionsHidentifiesHYeYHlikelyHtargetHgenesVHNaturegGeneticsTH
2020THaZTHabUc[ 36.3 56

335 ohromatinHinteractomeHmappingHatHY[eHindependentHbreastHcancerHriskHsignalsVHGenomegBiologyTH
2020THZYTHd 18.3 12

334 oumulativeHnurdenHofHoolorectalHoancerUmssociatedHseneticHVariantsHusHyoreHStronglyHmssociatedH
WithHqarlyU–nsetHvsHxateU–nsetHoancerVHGastroenterologyTH2020THYadTHYZc]UYZdbVeYZ 13.3 47

333 mHyendelianHrandomizationHanalysisHofHcirculatingHlipidHtraitsHandHbreastHcancerHriskVHInternationalg
JournalgofgEpidemiologyTH2020TH]eTHYYYcUYY[Y 7.8 17

332 oancerHκisksHmssociatedHWithHsermlineH athogenicHVariantsfHmnHunternationalHStudyHofHaZ]HramiliesVH
JournalgofgClinicalgOncologyTH2020TH[dTHbc]Ubda 2.2 133

331  olygenicHriskHscoresHandHbreastHandHepithelialHovarianHcancerHrisksHforHcarriersHofHnκomYHandHnκomZH
pathogenicHvariantsVHGeneticsgingMedicineTH2020THZZTHYba[UYbbb 8.1 34

330 mnHintegrativeHmultiUomicsHanalysisHtoHidentifyHcandidateHpzmHmethylationHbiomarkersHrelatedHtoH
prostateHcancerHriskVHNaturegCommunicationsTH2020THYYTH[eXa 17.4 12

329 quropeanHpolygenicHriskHscoreHforHpredictionHofHbreastHcancerHshowsHsimilarHperformanceHinHmsianH
womenVHNaturegCommunicationsTH2020THYYTH[d[[ 17.4 31

328 udentificationHofH[YHlociHforHmammographicHdensityHphenotypesHandHtheirHassociationsHwithHbreastH
cancerHriskVHNaturegCommunicationsTH2020THYYTHaYYb 17.4 9

327 nreastHoancerH olygenicHκiskHScoreHandHoontralateralHnreastHoancerHκiskVHAmericangJournalgofg
HumangGeneticsTH2020THYXcTHd[cUd]d 11 12

326 mssociationHofHgermlineHvariationHwithHtheHsurvivalHofHwomenHwithHpathogenicHvariantsHandHbreastH
cancerVHNpjgBreastgCancerTH2020THbTH]] 7.8 3

325 udentificationHofHWomenHatHtighHκiskHofHnreastHoancerHWhoHzeedHSupplementalHScreeningVH
RadiologyTH2020THZecTH[ZcU[[[ 20.5 11

324 oomprehensiveHrunctionalHoharacterizationHandHolinicalHunterpretationHofHZXHSpliceUSiteHVariantsHofH
theHseneVHCancersTH2020THYZTH 6.6 1
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323 yetaUanalysisHofHupHtoHbZZT]XeHindividualsHidentifiesH]XHnovelHsmokingHbehaviourHassociatedH
geneticHlociVHMoleculargPsychiatryTH2020THZaTHZ[eZUZ]Xe 15.1 45

322 seneticallyH redictedHxevelsHofHpzmHyethylationHniomarkersHandHnreastHoancerHκiskfHpataHrromH
ZZdHeaYHWomenHofHquropeanHpescentVHJournalgofgthegNationalgCancergInstituteTH2020THYYZTHZeaU[X] 9.7 18

321
mssessmentHofHinteractionsHbetweenHZXaHbreastHcancerHsusceptibilityHlociHandHY[HestablishedHriskH
factorsHinHrelationHtoHbreastHcancerHriskTHinHtheHnreastHoancerHmssociationHoonsortiumVHInternationalg
JournalgofgEpidemiologyTH2020TH]eTHZYbUZ[Z

7.8 13

320 qvaluationHofHassociationsHbetweenHgeneticallyHpredictedHcirculatingHproteinHbiomarkersHandHbreastH
cancerHriskVHInternationalgJournalgofgCancerTH2020THY]bTHZY[XUZY[d 7.5 9

319 qvaluatingHclinicianHacceptabilityHofHtheHprototypeHoanκiskHtoolHforHpredictingHriskHofHbreastHandH
ovarianHcancerfHmHmultiUmethodsHstudyH2020THYaTHeXZZeeee

318 qvaluatingHclinicianHacceptabilityHofHtheHprototypeHoanκiskHtoolHforHpredictingHriskHofHbreastHandH
ovarianHcancerfHmHmultiUmethodsHstudyH2020THYaTHeXZZeeee

317 qvaluatingHclinicianHacceptabilityHofHtheHprototypeHoanκiskHtoolHforHpredictingHriskHofHbreastHandH
ovarianHcancerfHmHmultiUmethodsHstudyH2020THYaTHeXZZeeee

316 qvaluatingHclinicianHacceptabilityHofHtheHprototypeHoanκiskHtoolHforHpredictingHriskHofHbreastHandH
ovarianHcancerfHmHmultiUmethodsHstudyH2020THYaTHeXZZeeee

315 κeUevaluatingHgeneticHvariantsHidentifiedHinHcandidateHgeneHstudiesHofHbreastHcancerHriskHusingHdataH
fromHnearlyHZdXTXXXHwomenHofHmsianHandHquropeanHancestryVHEBioMedicineTH2019TH]dTHZX[UZYY 8.8 9

314 TwoHtruncatingHvariantsHinHrmzooHandHbreastHcancerHriskVHScientificgReportsTH2019THeTHYZaZ] 4.9 2

313 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNaturegCommunicationsTH2019
THYXTH][Y 17.4 45

312 vointHassociationHofHmammographicHdensityHadjustedHforHageHandHbodyHmassHindexHandHpolygenicH
riskHscoreHwithHbreastHcancerHriskVHBreastgCancergResearchTH2019THZYTHbd 8.3 18

311 yendelianHrandomisationHstudyHofHheightHandHbodyHmassHindexHasHmodifiersHofHovarianHcancerHriskHinH
ZZTaddHnκomYHandHnκomZHmutationHcarriersVHBritishgJournalgofgCancerTH2019THYZYTHYdXUYeZ 8.7 13

310 muthorsOHresponsefHmssociationsHofHobesityHandHcirculatingHinsulinHandHglucoseHwithHbreastHcancerH
riskVHInternationalgJournalgofgEpidemiologyTH2019TH]dTHYXYbUYXYc 7.8

309 nκomYHandHnκomZHpathogenicHsequenceHvariantsHinHwomenHofHmfricanHoriginHorHancestryVHHumang
MutationTH2019TH]XTHYcdYUYceb 4.7 16

308 TheHfunctionalHmxptZHpolymorphismHisHassociatedHwithHbreastHcancerHriskfHmHpooledHanalysisHfromH
theHnreastHoancerHmssociationHoonsortiumVHMoleculargGeneticsgmamp;gGenomicgMedicineTH2019THcTHecXc 2.3 3

307 mssociationHanalysesHidentifyH[YHnewHriskHlociHforHcolorectalHcancerHsusceptibilityVHNatureg
CommunicationsTH2019THYXTHZYa] 17.4 81

306 senomeUwideHassociationHandHtranscriptomeHstudiesHidentifyHtargetHgenesHandHriskHlociHforHbreastH
cancerVHNaturegCommunicationsTH2019THYXTHYc]Y 17.4 47

(2019-2020)
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305 oombinedHquantitativeHmeasuresHofHqκTH κTHtqκZTHandHwubcHprovideHmoreHprognosticHinformationH
thanHcategoricalHcombinationsHinHluminalHbreastHcancerVHModerngPathologyTH2019TH[ZTHYZ]]UYZab 9.8 24

304 senomeUwideHassociationHstudyHofHgermlineHvariantsHandHbreastHcancerUspecificHmortalityVHBritishg
JournalgofgCancerTH2019THYZXTHb]cUbac 8.7 28

303 zovelHoommonHseneticHSusceptibilityHxociHforHoolorectalHoancerVHJournalgofgthegNationalgCancerg
InstituteTH2019THYYYTHY]bUYac 9.7 67

302 TheHgeneticHinterplayHbetweenHbodyHmassHindexTHbreastHsizeHandHbreastHcancerHriskfHaHyendelianH
randomizationHanalysisVHInternationalgJournalgofgEpidemiologyTH2019TH]dTHcdYUce] 7.8 16

301 SexHspecificHassociationsHinHgenomeHwideHassociationHanalysisHofHrenalHcellHcarcinomaVHEuropeang
JournalgofgHumangGeneticsTH2019THZcTHYadeUYaed 5.3 15

300 TheHfpVmrgbadRHtruncatingHvariantHisHassociatedHwithHriskHofHtripleUnegativeHbreastHcancerVHNpjgBreastg
CancerTH2019THaTH[d 7.8 12

299 seneticHvariantHpredictorsHofHgeneHexpressionHprovideHnewHinsightHintoHriskHofHcolorectalHcancerVH
HumangGeneticsTH2019THY[dTH[XcU[Zb 6.3 17

298  roteinUcodingHvariantsHimplicateHnovelHgenesHrelatedHtoHlipidHhomeostasisHcontributingHtoHbodyUfatH
distributionVHNaturegGeneticsTH2019THaYTH]aZU]be 36.3 44

297 seneticHpredispositionHtoHmosaicHYHchromosomeHlossHinHbloodVHNatureTH2019THacaTHbaZUbac 50.4 83

296  redictionHandHclinicalHutilityHofHaHcontralateralHbreastHcancerHriskHmodelVHBreastgCancergResearchTH
2019THZYTHY]] 8.3 11

295  revalenceHofHnκomYHandHnκomZHpathogenicHvariantsHinHaHlargeTHunselectedHbreastHcancerHcohortVH
InternationalgJournalgofgCancerTH2019THY]]THYYeaUYZX] 7.5 18

294 TheHinfluenceHofHobesityUrelatedHfactorsHinHtheHetiologyHofHrenalHcellHcarcinomaUmHmendelianH
randomizationHstudyVHPLoSgMedicineTH2019THYbTHeYXXZcZ] 11.6 38

293 seneticHsusceptibilityHtoHradiationUinducedHbreastHcancerHafterHtodgkinHlymphomaVHBloodTH2019TH
Y[[THYY[XUYY[e 2.2 17

292 usHSchizophreniaHaHκiskHractorHforHnreastHoancerkUqvidenceHrromHseneticHpataVHSchizophreniag
BulletinTH2019TH]aTHYZaYUYZab 1.3 11

291 yendelianHrandomizationHanalysisHofHoUreactiveHproteinHonHcolorectalHcancerHriskVHInternationalg
JournalgofgEpidemiologyTH2019TH]dTHcbcUcdX 7.8 18

290 n–mpuoqmfHaHcomprehensiveHbreastHcancerHriskHpredictionHmodelHincorporatingHgeneticHandH
nongeneticHriskHfactorsVHGeneticsgingMedicineTH2019THZYTHYcXdUYcYd 8.1 192

289 TargetedHκesequencingHofHtheHoodingHSequenceHofH[dHsenesHzearHnreastHoancerHsWmSHxociHinHaH
xargeHoaseUoontrolHStudyVHCancergEpidemiologygBiomarkersgandgPreventionTH2019THZdTHdZZUdZa 4 4

288 teightHandHnodyHyassHundexHasHyodifiersHofHnreastHoancerHκiskHinHnκomYWZHyutationHoarriersfHmH
yendelianHκandomizationHStudyVHJournalgofgthegNationalgCancergInstituteTH2019THYYYTH[aXU[b] 9.7 22
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287 piscoveryHofHcommonHandHrareHgeneticHriskHvariantsHforHcolorectalHcancerVHNaturegGeneticsTH2019THaYTHcbUdc36.3 177

286 mssociationsHofHobesityHandHcirculatingHinsulinHandHglucoseHwithHbreastHcancerHriskfHaHyendelianH
randomizationHanalysisVHInternationalgJournalgofgEpidemiologyTH2019TH]dTHceaUdXb 7.8 52

285 oliniciansOHuseHofHbreastHcancerHriskHassessmentHtoolsHaccordingHtoHtheirHperceivedHimportanceHofH
breastHcancerHriskHfactorsfHanHinternationalHsurveyVHJournalgofgCommunitygGeneticsTH2019THYXTHbYUcY 2.5 5

284 TheHnκomZHcVbdUcT´ j´ mHvariantHisHnotHpathogenicfHmHmodelHforHclinicalHcalibrationHofHspliceogenicityVH
HumangMutationTH2018TH[eTHcZeUc]Y 4.7 16

283 qtiologyHofHhormoneHreceptorHpositiveHbreastHcancerHdiffersHbyHlevelsHofHhistologicHgradeHandH
proliferationVHInternationalgJournalgofgCancerTH2018THY][THc]bUcac 7.5 9

282 SequencingHofHprostateHcancersHidentifiesHnewHcancerHgenesTHroutesHofHprogressionHandHdrugH
targetsVHNaturegGeneticsTH2018THaXTHbdZUbeZ 36.3 112

281 seneticHoverlapHbetweenHendometriosisHandHendometrialHcancerfHevidenceHfromHcrossUdiseaseH
geneticHcorrelationHandHsWmSHmetaUanalysesVHCancergMedicineTH2018THcTHYecdUYedc 4.8 40

280 senomeUwideHassociationHstudyHidentifiesHsusceptibilityHlociHforHnUcellHchildhoodHacuteH
lymphoblasticHleukemiaVHNaturegCommunicationsTH2018THeTHY[]X 17.4 39

279 yutationalHspectrumHinHaHworldwideHstudyHofHZeTcXXHfamiliesHwithHnκomYHorHnκomZHmutationsVH
HumangMutationTH2018TH[eTHae[UbZX 4.7 138

278 vointHassociationsHofHaHpolygenicHriskHscoreHandHenvironmentalHriskHfactorsHforHbreastHcancerHinHtheH
nreastHoancerHmssociationHoonsortiumVHInternationalgJournalgofgEpidemiologyTH2018TH]cTHaZbUa[b 7.8 53

277 UseHofHdeepHwholeUgenomeHsequencingHdataHtoHidentifyHstructureHriskHvariantsHinHbreastHcancerH
susceptibilityHgenesVHHumangMoleculargGeneticsTH2018THZcTHda[Udae 5.6 15

276 sermlineHnκomHmutationHandHoutcomeHinHyoungUonsetHbreastHcancerHP –StQfHaHprospectiveHcohortH
studyVHLancetgOncologytgTheTH2018THYeTHYbeUYdX 21.7 177

275  olygenicHhazardHscoreHtoHguideHscreeningHforHaggressiveHprostateHcancerfHdevelopmentHandH
validationHinHlargeHscaleHcohortsVHBMJtgTheTH2018TH[bXTHjacac 5.9 85

274 qUcadherinHbreastHtumorHexpressionTHriskHfactorsHandHsurvivalfH ooledHanalysisHofHaTe[[HcasesHfromH
YZHstudiesHinHtheHnreastHoancerHmssociationHoonsortiumVHScientificgReportsTH2018THdTHbac] 4.9 19

273 pedigreejsfHaHwebUbasedHgraphicalHpedigreeHeditorVHBioinformaticsTH2018TH[]THYXbeUYXcY 7.2 5

272 κisksHofHbreastHorHovarianHcancerHinHnκomYHorHnκomZHpredictiveHtestHnegativesfHfindingsHfromHtheH
qynκmoqHstudyVHGeneticsgingMedicineTH2018THZXTHYacaUYadZ 8.1 12

271 UseHofHtheHn–mpuoqmHWebHmpplicationHinHclinicalHpracticefHappraisalsHbyHcliniciansHfromHvariousH
countriesVHFamilialgCancerTH2018THYcTH[YU]Y 3 6

270 unheritedHmutationsHinHandHinHanHunselectedHmultiethnicHcohortHofHmsianHpatientsHwithHbreastHcancerH
andHhealthyHcontrolsHfromHyalaysiaVHJournalgofgMedicalgGeneticsTH2018THaaTHecUYX[ 5.8 24
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269 qxomeHarrayHanalysisHidentifiesHqTrnHasHaHnovelHsusceptibilityHgeneHforHanthracyclineUinducedH
cardiotoxicityHinHcancerHpatientsVHBreastgCancergResearchgandgTreatmentTH2018THYbcTHZ]eUZab 4.4 15

268 mHTranscriptomeUWideHmssociationHStudyHmmongHecTdedHWomenHtoHudentifyHoandidateH
SusceptibilityHsenesHforHqpithelialH–varianHoancerHκiskVHCancergResearchTH2018THcdTHa]YeUa][X 10.1 32

267 VariantsHinHgenesHencodingHsmallHsT asesHandHassociationHwithHepithelialHovarianHcancerH
susceptibilityVHPLoSgONETH2018THY[THeXYecabY 3.7 9

266 udentificationHofHnineHnewHsusceptibilityHlociHforHendometrialHcancerVHNaturegCommunicationsTH2018TH
eTH[Ybb 17.4 70

265 mssociationHanalysesHofHmoreHthanHY]XTXXXHmenHidentifyHb[HnewHprostateHcancerHsusceptibilityHlociVH
NaturegGeneticsTH2018THaXTHeZdUe[b 36.3 340

264 rineUmappingHofHprostateHcancerHsusceptibilityHlociHinHaHlargeHmetaUanalysisHidentifiesHcandidateH
causalHvariantsVHNaturegCommunicationsTH2018THeTHZZab 17.4 57

263 mHtranscriptomeUwideHassociationHstudyHofHZZeTXXXHwomenHidentifiesHnewHcandidateHsusceptibilityH
genesHforHbreastHcancerVHNaturegGeneticsTH2018THaXTHebdUecd 36.3 101

262 ValidationHofHlociHatHZqY]VZHandHYaqZYV[HasHriskHfactorsHforHtesticularHcancerVHOncotargetTH2018THeTHYZb[XUYZb[d3.3 6

261  roteinUalteringHvariantsHassociatedHwithHbodyHmassHindexHimplicateHpathwaysHthatHcontrolHenergyH
intakeHandHexpenditureHinHobesityVHNaturegGeneticsTH2018THaXTHZbU]Y 36.3 186

260 sermlineHvariationHatHdqZ]HandHprostateHcancerHriskHinHmenHofHquropeanHancestryVHNatureg
CommunicationsTH2018THeTH]bYb 17.4 30

259 nκomHohallengefHnκomHqxchangeHasHaHglobalHresourceHforHvariantsHinHnκomYHandHnκomZVHPLoSg
GeneticsTH2018THY]THeYXXccaZ 6 90

258 –ralHoontraceptiveHUseHandHnreastHoancerHκiskfHκetrospectiveHandH rospectiveHmnalysesHrromHaH
nκomYHandHnκomZHyutationHoarrierHoohortHStudyVHJNCIgCancergSpectrumTH2018THZTHpkyXZ[ 4.6 13

257 pifferentialHnurdenHofHκareHandHoommonHVariantsHonHTumorHoharacteristicsTHSurvivalTHandHyodeHofH
petectionHinHnreastHoancerVHCancergResearchTH2018THcdTHb[ZeUb[[d 10.1 13

256 udentificationHofHmultipleHriskHlociHandHregulatoryHmechanismsHinfluencingHsusceptibilityHtoHmultipleH
myelomaVHNaturegCommunicationsTH2018THeTH[cXc 17.4 57

255 xargeUscaleHmnalysisHpemonstratesHramilialHTesticularHoancerHtoHhaveH olygenicHmetiologyVH
EuropeangUrologyTH2018THc]THZ]dUZaZ 10.2 13

254 mHsomaticUmutationalHprocessHrecurrentlyHduplicatesHgermlineHsusceptibilityHlociHandHtissueUspecificH
superUenhancersHinHbreastHcancersVHNaturegGeneticsTH2017TH]eTH[]YU[]d 36.3 54

253 κareHandHlowUfrequencyHcodingHvariantsHalterHhumanHadultHheightVHNatureTH2017THa]ZTHYdbUYeX 50.4 412

252 typomorphicHyissenseHVariantsHoonferHyoderateHκisksHofHnreastHoancerVHCancergResearchTH2017TH
ccTHZcdeUZcee 10.1 49
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251 senomicHanalysesHidentifyHhundredsHofHvariantsHassociatedHwithHageHatHmenarcheHandHsupportHaHroleH
forHpubertyHtimingHinHcancerHriskVHNaturegGeneticsTH2017TH]eTHd[]Ud]Y 36.3 257

250 qvaluatingHgeneticHvariantsHassociatedHwithHbreastHcancerHriskHinHhighHandHmoderateUpenetranceH
genesHinHmsiansVHCarcinogenesisTH2017TH[dTHaYYUaYd 4.6 20

249 κisksHofHnreastTH–varianTHandHoontralateralHnreastHoancerHforHnκomYHandHnκomZHyutationHoarriersVH
JAMAgugJournalgofgthegAmericangMedicalgAssociationTH2017TH[YcTHZ]XZUZ]Yb 27.4 1140

248 senomeUwideHassociationHstudyHidentifiesHmultipleHriskHlociHforHrenalHcellHcarcinomaVHNatureg
CommunicationsTH2017THdTHYacZ] 17.4 50

247 udentificationHofHYeHnewHriskHlociHandHpotentialHregulatoryHmechanismsHinfluencingHsusceptibilityHtoH
testicularHgermHcellHtumorVHNaturegGeneticsTH2017TH]eTHYY[[UYY]X 36.3 89

246 udentificationHofHYZHnewHsusceptibilityHlociHforHdifferentHhistotypesHofHepithelialHovarianHcancerVH
NaturegGeneticsTH2017TH]eTHbdXUbeY 36.3 190

245 mssociationHanalysisHidentifiesHbaHnewHbreastHcancerHriskHlociVHNatureTH2017THaaYTHeZUe] 50.4 643

244 udentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NaturegGeneticsTH2017TH]eTHYcbcUYccd 36.3 186

243  redictionHofHnreastHandH rostateHoancerHκisksHinHyaleHnκomYHandHnκomZHyutationHoarriersHUsingH
 olygenicHκiskHScoresVHJournalgofgClinicalgOncologyTH2017TH[aTHZZ]XUZZaX 2.2 101

242 seneUenvironmentHinteractionsHinvolvingHfunctionalHvariantsfHκesultsHfromHtheHnreastHoancerH
mssociationHoonsortiumVHInternationalgJournalgofgCancerTH2017THY]YTHYd[XUYd]X 7.5 13

241 teightTHselectedHgeneticHmarkersHandHprostateHcancerHriskfHresultsHfromHtheH κmoTuomxHconsortiumVH
BritishgJournalgofgCancerTH2017THYYcTHc[]Uc][ 8.7 5

240 κareTHproteinUtruncatingHvariantsHinHTHandHTHbutHnotHTHareHassociatedHwithHincreasedHbreastHcancerH
risksVHJournalgofgMedicalgGeneticsTH2017THa]THc[ZUc]Y 5.8 47

239 seneticHVariantsHκelatedHtoHxongerHTelomereHxengthHareHmssociatedHwithHuncreasedHκiskHofHκenalH
oellHoarcinomaVHEuropeangUrologyTH2017THcZTHc]cUca] 10.2 27

238 senomeUwideHassociationHstudyHofHclassicalHtodgkinHlymphomaHidentifiesHkeyHregulatorsHofHdiseaseH
susceptibilityVHNaturegCommunicationsTH2017THdTHYdeZ 17.4 24

237 QuantifyingHtheHseneticHoorrelationHbetweenHyultipleHoancerHTypesVHCancergEpidemiologyg
BiomarkersgandgPreventionTH2017THZbTHY]ZcUY][a 4 25

236 VqX–κfHanHintegrativeHenvironmentHforHprioritizationHofHfunctionalHvariantsHinHfineUmappingH
analysisVHBioinformaticsTH2017TH[[THY[deUY[eY 7.2 2

235
mssociationHofHbreastHcancerHriskHinHnκomYHandHnκomZHmutationHcarriersHwithHgeneticHvariantsH
showingHdifferentialHallelicHexpressionfHidentificationHofHaHmodifierHofHbreastHcancerHriskHatHlocusH
YYqZZV[VHBreastgCancergResearchgandgTreatmentTH2017THYbYTHYYcUY[]

4.4 15

234 seneticHmodifiersHofHotqwZRYYXXdeloUassociatedHbreastHcancerHriskVHGeneticsgingMedicineTH2017THYeTHaeeUbX[8.1 51

(2017-2017)
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233 TheH–ncomrrayHoonsortiumfHmHzetworkHforHUnderstandingHtheHseneticHmrchitectureHofHoommonH
oancersVHCancergEpidemiologygBiomarkersgandgPreventionTH2017THZbTHYZbUY[a 4 183

232 qvaluationHofH olygenicHκiskHScoresHforHnreastHandH–varianHoancerHκiskH redictionHinHnκomYHandH
nκomZHyutationHoarriersVHJournalgofgthegNationalgCancergInstituteTH2017THYXeTH 9.7 153

231 TwoHzovelHSusceptibilityHxociHforH rostateHoancerHinHyenHofHmfricanHmncestryVHJournalgofgtheg
NationalgCancergInstituteTH2017THYXeTH 9.7 38

230 nodyHmassHindexHandHbreastHcancerHsurvivalfHaHyendelianHrandomizationHanalysisVHInternationalg
JournalgofgEpidemiologyTH2017TH]bTHYdY]UYdZZ 7.8 27

229 T a[UbasedHinteractionHanalysisHidentifiesHcisUeQTxHvariantsHforHT a[n ZTHrnX–ZdTHandHrmya[mH
thatHassociateHwithHsurvivalHandHtreatmentHoutcomeHinHbreastHcancerVHOncotargetTH2017THdTHYd[dYUYd[ed 3.3 7

228 UHaHnovelHcandidateHbreastHcancerHsusceptibilityHlocusHonHbqY]VYVHOncotargetTH2017THdTHYXZcbeUYXZcdZ 3.3 3

227  rostateHcancerHmetaUanalysisHfromHmoreHthanHY]aTXXXHmenHtoHidentifyHbaHnovelHprostateHcancerH
susceptibilityHlociVVHJournalgofgClinicalgOncologyTH2017THZXYcTHYUY 2.2 4

226 κiskHofHbreastHorHovarianHcancerHinHfamilyHmembersHwhoHdoHnotHcarryHtheHnκomYHorHnκomZHfamilyH
mutationfHrindingsHfromHtheHqynκmoqHstudyVVHJournalgofgClinicalgOncologyTH2017TH[aTHYaadUYaad 2.2

225 zoHclinicalHutilityHofHwκmSHvariantHrsbYcb][cXHforHovarianHorHbreastHcancerVHGynecologicgOncologyTH
2016THY]YTH[dbU]XY 4.9 15

224 mnHintergenicHriskHlocusHcontainingHanHenhancerHdeletionHinHZq[aHmodulatesHbreastHcancerHriskHbyH
deregulatingHusrn aHexpressionVHHumangMoleculargGeneticsTH2016THZaTH[db[U[dcb 5.6 24

223
seneticHκiskHScoreHyendelianHκandomizationHShowsHthatH–besityHyeasuredHasHnodyHyassHundexTH
butHnotHWaistftipHκatioTHusHoausalHforHqndometrialHoancerVHCancergEpidemiologygBiomarkersgandg
PreventionTH2016THZaTHYaX[UYaYX

4 42

222 rsZc[a[d[THlocatedHatHaHmicroκzmHbindingHsiteHinHtheH[OUTκHofHznSYTHisHnotHassociatedHwithHbreastH
cancerHriskVHScientificgReportsTH2016THbTH[bdc] 4.9 2

221 yendelianHrandomizationHstudyHofHadiposityUrelatedHtraitsHandHriskHofHbreastTHovarianTHprostateTHlungH
andHcolorectalHcancerVHInternationalgJournalgofgEpidemiologyTH2016TH]aTHdebUeXd 7.8 92

220 senomeUWideHyetaUmnalysesHofHnreastTH–varianTHandH rostateHoancerHmssociationHStudiesHudentifyH
yultipleHzewHSusceptibilityHxociHSharedHbyHatHxeastHTwoHoancerHTypesVHCancergDiscoveryTH2016THbTHYXaZUbc24.4 104

219 unheritanceHofHdeleteriousHmutationsHatHbothHnκomYHandHnκomZHinHanHinternationalHsampleHofH
[ZTZeaHwomenVHBreastgCancergResearchTH2016THYdTHYYZ 8.3 25

218 mHgenomicHapproachHtoHtherapeuticHtargetHvalidationHidentifiesHaHglucoseUloweringHsx YκHvariantH
protectiveHforHcoronaryHheartHdiseaseVHSciencegTranslationalgMedicineTH2016THdTH[]Yracb 17.5 77

217  rostateHcancerHriskHregionsHatHdqZ]HandHYcqZ]HareHdifferentiallyHassociatedHwithHsomaticH
Ty κSSZfqκsHfusionHstatusVHHumangMoleculargGeneticsTH2016THZaTHa]eXUa]ee 5.6 6

216 udentificationHofHfourHnovelHsusceptibilityHlociHforHoestrogenHreceptorHnegativeHbreastHcancerVHNatureg
CommunicationsTH2016THcTHYY[ca 17.4 64
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215 runctionalHmechanismsHunderlyingHpleiotropicHriskHallelesHatHtheHYepY[VYHbreastUovarianHcancerH
susceptibilityHlocusVHNaturegCommunicationsTH2016THcTHYZbca 17.4 53

214 rineHscaleHmappingHofHtheHYcqZZHbreastHcancerHlocusHusingHdenseHSz sTHgenotypedHwithinHtheH
oollaborativeH–ncologicalHseneUqnvironmentHStudyHPo–ssQVHScientificgReportsTH2016THbTH[ZaYZ 4.9 16

213 mtlasHofHprostateHcancerHheritabilityHinHquropeanHandHmfricanUmmericanHmenHpinpointsH
tissueUspecificHregulationVHNaturegCommunicationsTH2016THcTHYXece 17.4 37

212  rognosticHvalueHofHautomatedHwubcHscoringHinHbreastHcancerfHaHcentralisedHevaluationHofHdXddH
patientsHfromHYXHstudyHgroupsVHBreastgCancergResearchTH2016THYdTHYX] 8.3 44

211 mHoommonHVariantHatHtheHY]q[ZHqndometrialHoancerHκiskHxocusHmctivatesHmwTYHthroughHYYYH
nindingVHAmericangJournalgofgHumangGeneticsTH2016THedTHYYaeUYYbe 11 17

210 mgeUHandHTumorHSubtypeUSpecificHnreastHoancerHκiskHqstimatesHforHotqwZRYYXXdeloHoarriersVH
JournalgofgClinicalgOncologyTH2016TH[]THZcaXUbX 2.2 107

209 oY YemYHfineUmappingHandHyendelianHrandomizationfHestradiolHisHcausalHforHendometrialHcancerVH
EndocrineuRelatedgCancerTH2016THZ[THccUeY 5.7 41

208 κiskHmnalysisHofH rostateHoancerHinH κmoTuomxHoonsortiumUUκesponseVHCancergEpidemiologyg
BiomarkersgandgPreventionTH2016THZaTHZZ[ 4 4

207 TheHcontributionHofHrareHvariationHtoHprostateHcancerHheritabilityVHNaturegGeneticsTH2016TH]dTH[XUa 36.3 106

206
mHorossUoancerHseneticHmssociationHmnalysisHofHtheHpzmHκepairHandHpzmHpamageHSignalingH
 athwaysHforHxungTH–varyTH rostateTHnreastTHandHoolorectalHoancerVHCancergEpidemiologygBiomarkersg
andgPreventionTH2016THZaTHYe[UZXX

4 47

205 sWmSHmetaUanalysisHofHYbHdaZHwomenHidentifiesHnewHsusceptibilityHlocusHforHendometrialHcancerVH
HumangMoleculargGeneticsTH2016THZaTHZbYZUZbZX 5.6 15

204
oombinedHgeneticHandHsplicingHanalysisHofHnκomYHcV[ae]UZmjogHb]Ymjs]HhighlightsHtheHrelevanceHofH
naturallyHoccurringHinUframeHtranscriptsHforHdevelopingHdiseaseHgeneHvariantHclassificationH
algorithmsVHHumangMoleculargGeneticsTH2016THZaTHZZabUZZbd

5.6 55

203 zoHevidenceHthatHproteinHtruncatingHvariantsHinHnκu YHareHassociatedHwithHbreastHcancerHriskfH
implicationsHforHgeneHpanelHtestingVHJournalgofgMedicalgGeneticsTH2016THa[THZedU[Xe 5.8 83

202 nreastHcancerHriskHvariantsHatHbqZaHdisplayHdifferentHphenotypeHassociationsHandHregulateHqSκYTH
κyzpYHandHoopoYcXVHNaturegGeneticsTH2016TH]dTH[c]Udb 36.3 93

201 teterogeneityHofHluminalHbreastHcancerHcharacterisedHbyHimmunohistochemicalHexpressionHofHbasalH
markersVHBritishgJournalgofgCancerTH2016THYY]THZedU[X] 8.7 5

200
seneticHvariationHinHtheHimmunosuppressionHpathwayHgenesHandHbreastHcancerHsusceptibilityfHaH
pooledHanalysisHofH]ZTaYXHcasesHandH]XTaccHcontrolsHfromHtheHnreastHoancerHmssociationH
oonsortiumVHHumangGeneticsTH2016THY[aTHY[cUa]

6.3 6

199 nκomZH olymorphicHStopHoodonHw[[ZbXHandHtheHκiskHofHnreastTH rostateTHandH–varianHoancersVH
JournalgofgthegNationalgCancergInstituteTH2016THYXdTH 9.7 65

198
mssociationHbetweenHmdultHteightHandHκiskHofHoolorectalTHxungTHandH rostateHoancerfHκesultsHfromH
yetaUanalysesHofH rospectiveHStudiesHandHyendelianHκandomizationHmnalysesVHPLoSgMedicineTH2016TH
Y[THeYXXZYYd

11.6 49

(2016-2016)
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197 κmpaYnHinHramilialHnreastHoancerVHPLoSgONETH2016THYYTHeXYa[cdd 3.7 18

196 mHgeneticHstudyHandHmetaUanalysisHofHtheHgeneticHpredispositionHofHprostateHcancerHinHaHohineseH
populationVHOncotargetTH2016THcTHZY[e[U]X[ 3.3 17

195 mssociationHofHbreastHcancerHriskHwithHgeneticHvariantsHshowingHdifferentialHallelicHexpressionfH
udentificationHofHaHnovelHbreastHcancerHsusceptibilityHlocusHatH]qZYVHOncotargetTH2016THcTHdXY]XUdXYb[ 3.3 21

194 seneticallyH redictedHnodyHyassHundexHandHnreastHoancerHκiskfHyendelianHκandomizationHmnalysesH
ofHpataHfromHY]aTXXXHWomenHofHquropeanHpescentVHPLoSgMedicineTH2016THY[THeYXXZYXa 11.6 80

193 rineUScaleHyappingHatHepZZVZHudentifiesHoandidateHoausalHVariantsHThatHyodifyH–varianHoancerHκiskH
inHnκomYHandHnκomZHyutationHoarriersVHPLoSgONETH2016THYYTHeXYaddXY 3.7 7

192 rineUyappingHofHtheHYpYYVZHnreastHoancerHSusceptibilityHxocusVHPLoSgONETH2016THYYTHeXYbX[Yb 3.7 11

191 rineUscaleHmappingHofHdqZ]HlocusHidentifiesHmultipleHindependentHriskHvariantsHforHbreastHcancerVH
InternationalgJournalgofgCancerTH2016THY[eTHY[X[UY[Yc 7.5 26

190  atientHsurvivalHandHtumorHcharacteristicsHassociatedHwithHotqwZfpVuYacTHUHfindingsHfromHtheHnreastH
oancerHmssociationHoonsortiumVHBreastgCancergResearchTH2016THYdTHed 8.3 26

189 udentificationHofHindependentHassociationHsignalsHandHputativeHfunctionalHvariantsHforHbreastHcancerH
riskHthroughHfineUscaleHmappingHofHtheHYZpYYHlocusVHBreastgCancergResearchTH2016THYdTHb] 8.3 25

188  redictionHofHbreastHcancerHriskHbasedHonHcommonHgeneticHvariantsHinHwomenHofHqastHmsianH
ancestryVHBreastgCancergResearchTH2016THYdTHYZ] 8.3 34

187 uncorporatingHtruncatingHvariantsHinH mxnZTHotqwZTHandHmTyHintoHtheHn–mpuoqmHbreastHcancerHriskH
modelVHGeneticsgingMedicineTH2016THYdTHYYeXUYYed 8.1 64

186 seneticHpredispositionHtoHductalHcarcinomaHinHsituHofHtheHbreastVHBreastgCancergResearchTH2016THYdTHZZ 8.3 31

185 mssociationHofHgeneticHsusceptibilityHvariantsHforHtypeHZHdiabetesHwithHbreastHcancerHriskHinHwomenH
ofHquropeanHancestryVHCancergCausesgandgControlTH2016THZcTHbceUe[ 2.8 15

184 riveHendometrialHcancerHriskHlociHidentifiedHthroughHgenomeUwideHassociationHanalysisVHNatureg
GeneticsTH2016TH]dTHbbcUbc] 36.3 56

183 orossUoancerHsenomeUWideHmnalysisHofHxungTH–varyTHnreastTH rostateTHandHoolorectalHoancerH
κevealsHzovelH leiotropicHmssociationsVHCancergResearchTH2016THcbTHaYX[UY] 10.1 66

182 yaleHbreastHcancerHinHnκomYHandHnκomZHmutationHcarriersfHpathologyHdataHfromHtheHoonsortiumHofH
unvestigatorsHofHyodifiersHofHnκomYWZVHBreastgCancergResearchTH2016THYdTHYa 8.3 58

181  olygenicHriskHscoreHisHassociatedHwithHincreasedHdiseaseHriskHinHaZHrinnishHbreastHcancerHfamiliesVH
BreastgCancergResearchgandgTreatmentTH2016THYadTH]b[Ue 4.4 16

180
qvidenceHthatHtheHapYZHVariantHrsYXe]YbceHoonfersHSusceptibilityHtoHqstrogenUκeceptorU ositiveH
nreastHoancerHthroughHrsrYXHandHyκ S[XHκegulationVHAmericangJournalgofgHumangGeneticsTH2016TH
eeTHeX[UeYY

11 43
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179  olyunsaturatedHfattyHacidsHandHprostateHcancerHriskfHaHyendelianHrandomisationHanalysisHfromHtheH
 κmoTuomxHconsortiumVHBritishgJournalgofgCancerTH2016THYYaTHbZ]U[Y 8.7 21

178 TelomereHstructureHandHmaintenanceHgeneHvariantsHandHriskHofHfiveHcancerHtypesVHInternationalg
JournalgofgCancerTH2016THY[eTHZbaaUZbcX 7.5 30

177 uncorporatingHrunctionalHsenomicHunformationHinHseneticHmssociationHStudiesHUsingHanHqmpiricalH
nayesHmpproachVHGeneticgEpidemiologyTH2016TH]XTHYcbUdc 2.6 12

176 udentificationHofHsixHnewHsusceptibilityHlociHforHinvasiveHepithelialHovarianHcancerVHNaturegGeneticsTH
2015TH]cTHYb]UcY 36.3 177

175 senomeUwideHassociationHanalysisHofHmoreHthanHYZXTXXXHindividualsHidentifiesHYaHnewHsusceptibilityH
lociHforHbreastHcancerVHNaturegGeneticsTH2015TH]cTH[c[UdX 36.3 406

174 TheHcontributionsHofHbreastHdensityHandHcommonHgeneticHvariationHtoHbreastHcancerHriskVHJournalgofg
thegNationalgCancergInstituteTH2015THYXcTH 9.7 128

173
zetworkUnasedHuntegrationHofHsWmSHandHseneHqxpressionHudentifiesHaHt–XUoentricHzetworkH
mssociatedHwithHSerousH–varianHoancerHκiskVHCancergEpidemiologygBiomarkersgandgPreventionTH2015TH
Z]THYac]Ud]

4 24

172 senomeUwideHmetaUanalysisHidentifiesHfiveHnewHsusceptibilityHlociHforHcutaneousHmalignantH
melanomaVHNaturegGeneticsTH2015TH]cTHedcUeea 36.3 162

171 untegrationHofHmultiethnicHfineUmappingHandHgenomicHannotationHtoHprioritizeHcandidateHfunctionalH
Sz sHatHprostateHcancerHsusceptibilityHregionsVHHumangMoleculargGeneticsTH2015THZ]THabX[UYd 5.6 35

170  olymorphismsHinHaH utativeHqnhancerHatHtheHYXqZYVZHnreastHoancerHκiskHxocusHκegulateHzκnrZH
qxpressionVHAmericangJournalgofgHumangGeneticsTH2015THecTHZZU[] 11 26

169 udentificationHofHnovelHgeneticHmarkersHofHbreastHcancerHsurvivalVHJournalgofgthegNationalgCancerg
InstituteTH2015THYXcTH 9.7 38

168 κiskHmnalysisHofH rostateHoancerHinH κmoTuomxTHaHyultinationalHoonsortiumTHUsingHZaHwnownH
 rostateHoancerHSusceptibilityHxociVHCancergEpidemiologygBiomarkersgandgPreventionTH2015THZ]THYYZYUe 4 46

167 oandidateHlocusHanalysisHofHtheHTqκTUox TyYxHcancerHriskHregionHonHchromosomeHapYaHidentifiesH
multipleHindependentHvariantsHassociatedHwithHendometrialHcancerHriskVHHumangGeneticsTH2015THY[]THZ[YU]a6.3 30

166 mssociationHofHtypeHandHlocationHofHnκomYHandHnκomZHmutationsHwithHriskHofHbreastHandHovarianH
cancerVHJAMAgugJournalgofgthegAmericangMedicalgAssociationTH2015TH[Y[THY[]cUbY 27.4 286

165 yultiUstageHgenomeUwideHassociationHstudyHidentifiesHnewHsusceptibilityHlocusHforHtesticularHgermH
cellHtumourHonHchromosomeH[qZaVHHumangMoleculargGeneticsTH2015THZ]THYYbeUcb 5.6 26

164 senomeUwideHassociationHstudyHofHsusceptibilityHlociHforHbreastHcancerHinHSardinianHpopulationVHBMCg
CancerTH2015THYaTH[d[ 4.8 9

163
mnalysisHofHtheHgeneticHphylogenyHofHmultifocalHprostateHcancerHidentifiesHmultipleHindependentH
clonalHexpansionsHinHneoplasticHandHmorphologicallyHnormalHprostateHtissueVHNaturegGeneticsTH2015TH
]cTH[bcU[cZ

36.3 292

162 TheHevolutionaryHhistoryHofHlethalHmetastaticHprostateHcancerVHNatureTH2015THaZXTH[a[U[ac 50.4 857

(2015-2016)
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161 zovelHmssociationsHbetweenHoommonHnreastHoancerHSusceptibilityHVariantsHandHκiskU redictingH
yammographicHpensityHyeasuresVHCancergResearchTH2015THcaTHZ]acUbc 10.1 45

160 xargeUscaleHgenomicHanalysesHlinkHreproductiveHagingHtoHhypothalamicHsignalingTHbreastHcancerH
susceptibilityHandHnκomYUmediatedHpzmHrepairVHNaturegGeneticsTH2015TH]cTHYZe]UY[X[ 36.3 226

159 yultipleHnovelHprostateHcancerHsusceptibilityHsignalsHidentifiedHbyHfineUmappingHofHknownHriskHlociH
amongHquropeansVHHumangMoleculargGeneticsTH2015THZ]THaadeUbXZ 5.6 54

158 mHriskHpredictionHalgorithmHforHovarianHcancerHincorporatingHnκomYTHnκomZTHcommonHallelesHandH
otherHfamilialHeffectsVHJournalgofgMedicalgGeneticsTH2015THaZTH]baUca 5.8 43

157 udentificationHofHfourHnewHsusceptibilityHlociHforHtesticularHgermHcellHtumourVHNaturegCommunications
TH2015THbTHdbeX 17.4 30

156 mnnexinHmYHexpressionHinHaHpooledHbreastHcancerHseriesfHassociationHwithHtumorHsubtypesHandH
prognosisVHBMCgMedicineTH2015THY[THYab 11.4 37

155
udentificationHofHsharedHandHuniqueHsusceptibilityHpathwaysHamongHcancersHofHtheHlungTHbreastTHandH
prostateHfromHgenomeUwideHassociationHstudiesHandHtissueUspecificHproteinHinteractionsVHHumang
MoleculargGeneticsTH2015THZ]THc]XbUZX

5.6 11

154 teightHandHnreastHoancerHκiskfHqvidenceHrromH rospectiveHStudiesHandHyendelianHκandomizationVH
JournalgofgthegNationalgCancergInstituteTH2015THYXcTH 9.7 74

153 orossHoancerHsenomicHunvestigationHofHunflammationH athwayHforHriveHoommonHoancersfHxungTH
–varyTH rostateTHnreastTHandHoolorectalHoancerVHJournalgofgthegNationalgCancergInstituteTH2015THYXcTH 9.7 47

152 oomprehensiveHgeneticHassessmentHofHtheHqSκYHlocusHidentifiesHaHriskHregionHforHendometrialH
cancerVHEndocrineuRelatedgCancerTH2015THZZTHdaYUbY 5.7 19

151 senomeUwideHassociationHstudyHofHprostateHcancerUspecificHsurvivalVHCancergEpidemiologyg
BiomarkersgandgPreventionTH2015THZ]THYcebUdXX 4 23

150 rineUscaleHmappingHofHtheH]qZ]HlocusHidentifiesHtwoHindependentHlociHassociatedHwithHbreastHcancerH
riskVHCancergEpidemiologygBiomarkersgandgPreventionTH2015THZ]THYbdXUeY 4 17

149 umplicationsHofHpolygenicHriskUstratifiedHscreeningHforHprostateHcancerHonHoverdiagnosisVHGeneticsging
MedicineTH2015THYcTHcdeUea 8.1 70

148 udentificationHandHcharacterizationHofHnovelHassociationsHinHtheHomS dWmxSZoκYZHregionHonH
chromosomeHZHwithHbreastHcancerHriskVHHumangMoleculargGeneticsTH2015THZ]THZdaUed 5.6 35

147 rineUmappingHofHtheHtzrYnHmulticancerHlocusHidentifiesHcandidateHvariantsHthatHmediateH
endometrialHcancerHriskVHHumangMoleculargGeneticsTH2015THZ]THY]cdUeZ 5.6 46

146 qffectHofHnκomHyutationsHonHyetastaticHκelapseHandHoauseUspecificHSurvivalHmfterHκadicalH
TreatmentHforHxocalisedH rostateHoancerVHEuropeangUrologyTH2015THbdTHYdbUe[ 10.2 192

145 oandidateHgeneticHmodifiersHforHbreastHandHovarianHcancerHriskHinHnκomYHandHnκomZHmutationH
carriersVHCancergEpidemiologygBiomarkersgandgPreventionTH2015THZ]TH[XdUYb 4 20

144 yetaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHcommonHsusceptibilityHpolymorphismsH
forHcolorectalHandHendometrialHcancerHnearHStZn[HandHTStZYVHScientificgReportsTH2015THaTHYc[be 4.9 27
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143 qpithelialUyesenchymalHTransitionHPqyTQHseneHVariantsHandHqpithelialH–varianHoancerHPq–oQHκiskVH
GeneticgEpidemiologyTH2015TH[eTHbdeUec 2.6 18

142 mHpolymorphismHinHtheHbaseHexcisionHrepairHgeneH mκ ZHisHassociatedHwithHdifferentialHprognosisHbyH
chemotherapyHamongHpostmenopausalHbreastHcancerHpatientsVHBMCgCancerTH2015THYaTHecd 4.8 6

141 mnHoriginalHphylogeneticHapproachHidentifiedHmitochondrialHhaplogroupHTYaYHasHinverselyH
associatedHwithHbreastHcancerHriskHinHnκomZHmutationHcarriersVHBreastgCancergResearchTH2015THYcTHbY 8.3 16

140 oommonHgermlineHpolymorphismsHassociatedHwithHbreastHcancerUspecificHsurvivalVHBreastgCancerg
ResearchTH2015THYcTHad 8.3 24

139 mHcomprehensiveHevaluationHofHinteractionHbetweenHgeneticHvariantsHandHuseHofHmenopausalH
hormoneHtherapyHonHmammographicHdensityVHBreastgCancergResearchTH2015THYcTHYYX 8.3 13

138 qvidenceHofHaHoausalHmssociationHnetweenHunsulinemiaHandHqndometrialHoancerfHmHyendelianH
κandomizationHmnalysisVHJournalgofgthegNationalgCancergInstituteTH2015THYXcTH 9.7 96

137  redictionHofHindividualHgeneticHriskHtoHprostateHcancerHusingHaHpolygenicHscoreVHProstateTH2015THcaTHY]bcUc]4.2 43

136 mssessingHassociationsHbetweenHtheHmUκwmUtyyκUT XZUTUnsYHfunctionalHmoduleHandHbreastH
cancerHriskHinHnκomYWZHmutationHcarriersVHPLoSgONETH2015THYXTHeXYZXXZX 3.7 26

135 oommonHseneticHVariationHunHoellularHTransportHsenesHandHqpithelialH–varianHoancerHPq–oQHκiskVH
PLoSgONETH2015THYXTHeXYZdYXb 3.7 15

134 Sz USz HinteractionHanalysisHofHzrU˛”nHsignalingHpathwayHonHbreastHcancerHsurvivalVHOncotargetTH
2015THbTH[ceceUe] 3.3 19

133  redictionHofHbreastHcancerHriskHbasedHonHprofilingHwithHcommonHgeneticHvariantsVHJournalgofgtheg
NationalgCancergInstituteTH2015THYXcTH 9.7 324

132 seneUpanelHsequencingHandHtheHpredictionHofHbreastUcancerHriskVHNewgEnglandgJournalgofgMedicineTH
2015TH[cZTHZZ][Uac 59.2 587

131 κareHcodingHvariantsHandHXUlinkedHlociHassociatedHwithHageHatHmenarcheVHNaturegCommunicationsTH
2015THbTHccab 17.4 23

130 orowdsourcingHtheHseneralH ublicHforHxargeHScaleHyolecularH athologyHStudiesHinHoancerVH
EBioMedicineTH2015THZTHbdYUe 8.8 44

129 sermlineHmutationHinHnκomYHorHnκomZHandHtenUyearHsurvivalHforHwomenHdiagnosedHwithHepithelialH
ovarianHcancerVHClinicalgCancergResearchTH2015THZYTHbaZUc 12.9 107

128 rineUmappingHidentifiesHtwoHadditionalHbreastHcancerHsusceptibilityHlociHatHeq[YVZVHHumangMolecularg
GeneticsTH2015THZ]THZebbUd] 5.6 36

127 seneralizabilityHofHestablishedHprostateHcancerHriskHvariantsHinHmenHofHmfricanHancestryVHInternationalg
JournalgofgCancerTH2015THY[bTHYZYXUc 7.5 51

126 rineUscaleHmappingHofHtheHaqYYVZHbreastHcancerHlocusHrevealsHatHleastHthreeHindependentHriskH
variantsHregulatingHym [wYVHAmericangJournalgofgHumangGeneticsTH2015THebTHaUZX 11 59

(2015-2015)
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125 TheHSz HrsbaXXd][HinHYbpY[V[HisHassociatedHwithHsurvivalHspecificallyHamongHchemotherapyUtreatedH
breastHcancerHpatientsVHOncotargetTH2015THbTHc[eXU]Xc 3.3 14

124 oommonHseneticHVariationHinHoircadianHκhythmHsenesHandHκiskHofHqpithelialH–varianHoancerHPq–oQVH
JournalgofgGeneticsgandgGenomegResearchTH2015THZTH 22

123 senomeUwideHassociationHstudyHidentifiesHmultipleHlociHassociatedHwithHbothHmammographicH
densityHandHbreastHcancerHriskVHNaturegCommunicationsTH2014THaTHa[X[ 17.4 84

122 TheHgeneticHepidemiologyHofHprostateHcancerHandHitsHclinicalHimplicationsVHNaturegReviewsgUrologyTH
2014THYYTHYdU[Y 5.5 162

121
mlcoholHconsumptionHandHsurvivalHafterHaHbreastHcancerHdiagnosisfHaHliteratureUbasedHmetaUanalysisH
andHcollaborativeHanalysisHofHdataHforHZeTZ[eHcasesVHCancergEpidemiologygBiomarkersgandgPreventionTH
2014THZ[THe[]U]a

4 29

120  arentUofUoriginUspecificHallelicHassociationsHamongHYXbHgenomicHlociHforHageHatHmenarcheVHNatureTH
2014THaY]THeZUec 50.4 401

119 nreastUcancerHriskHinHfamiliesHwithHmutationsHinH mxnZVHNewgEnglandgJournalgofgMedicineTH2014TH[cYTH]ecUaXb59.2 576

118 mHmetaUanalysisHofHdcTX]XHindividualsHidentifiesHZ[HnewHsusceptibilityHlociHforHprostateHcancerVH
NaturegGeneticsTH2014TH]bTHYYX[Ue 36.3 331

117 qvidenceHthatHbreastHcancerHriskHatHtheHZq[aHlocusHisHmediatedHthroughHusrn aHregulationVHNatureg
CommunicationsTH2014TH]TH]eee 17.4 87

116 seneticHvariationHinHmitoticHregulatoryHpathwayHgenesHisHassociatedHwithHbreastHtumorHgradeVH
HumangMoleculargGeneticsTH2014THZ[THbX[]U]b 5.6 11

115 seneticHvariationHatHoY [mHisHassociatedHwithHageHatHmenarcheHandHbreastHcancerHriskfHaH
caseUcontrolHstudyVHBreastgCancergResearchTH2014THYbTHκaY 8.3 12

114  olymorphismsHofHanHinnateHimmuneHgeneTHtollUlikeHreceptorH]THandHaggressiveHprostateHcancerHriskfH
aHsystematicHreviewHandHmetaUanalysisVHPLoSgONETH2014THeTHeYYXabe 3.7 17

113 yicroκzmHrelatedHpolymorphismsHandHbreastHcancerHriskVHPLoSgONETH2014THeTHeYXeec[ 3.7 37

112 mreaHandHvolumetricHdensityHestimationHinHprocessedHfullUfieldHdigitalHmammogramsHforHriskH
assessmentHofHbreastHcancerVHPLoSgONETH2014THeTHeYYXbeX 3.7 21

111 yostHcommonHOsporadicOHcancersHhaveHaHsignificantHgermlineHgeneticHcomponentVHHumangMolecularg
GeneticsTH2014THZ[THbYYZUd 5.6 74

110 oomprehensiveHfunctionalHannotationHofHccHprostateHcancerHriskHlociVHPLoSgGeneticsTH2014THYXTHeYXX]YXZ 6 132

109 pzmHglycosylasesHinvolvedHinHbaseHexcisionHrepairHmayHbeHassociatedHwithHcancerHriskHinHnκomYHandH
nκomZHmutationHcarriersVHPLoSgGeneticsTH2014THYXTHeYXX]Zab 6 33

108 rineUmappingHtheHt–XnHregionHdetectsHcommonHvariantsHtaggingHaHrareHcodingHallelefHevidenceHforH
syntheticHassociationHinHprostateHcancerVHPLoSgGeneticsTH2014THYXTHeYXX]YZe 6 30
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107 Zq[bV[HisHassociatedHwithHprognosisHforHoestrogenHreceptorUnegativeHbreastHcancerHpatientsHtreatedH
withHchemotherapyVHNaturegCommunicationsTH2014THaTH]XaY 17.4 13

106 oommonHnonUsynonymousHSz sHassociatedHwithHbreastHcancerHsusceptibilityfHfindingsHfromHtheH
nreastHoancerHmssociationHoonsortiumVHHumangMoleculargGeneticsTH2014THZ[THbXebUYYY 5.6 48

105
κefinedHhistopathologicalHpredictorsHofHnκomYHandHnκomZHmutationHstatusfHaHlargeUscaleHanalysisHofH
breastHcancerHcharacteristicsHfromHtheHnomoTHouynmTHandHqzusymHconsortiaVHBreastgCancergResearch
TH2014THYbTH[]Ye

8.3 82

104 seneticHvariationHinHprostateUspecificHantigenUdetectedHprostateHcancerHandHtheHeffectHofHcontrolH
selectionHonHgeneticHassociationHstudiesVHCancergEpidemiologygBiomarkersgandgPreventionTH2014THZ[THY[abUY[ba4 24

103 mHcomprehensiveHexaminationHofHbreastHcancerHriskHlociHinHmfricanHmmericanHwomenVHHumang
MoleculargGeneticsTH2014THZ[THaaYdUZb 5.6 28

102 xymphocyteHtelomereHlengthHisHlongHinHnκomYHandHnκomZHmutationHcarriersHregardlessHofH
cancerUaffectedHstatusVHCancergEpidemiologygBiomarkersgandgPreventionTH2014THZ[THYXYdUZ] 4 12

101 mssociationsHofHcommonHbreastHcancerHsusceptibilityHallelesHwithHriskHofHbreastHcancerHsubtypesHinH
nκomYHandHnκomZHmutationHcarriersVHBreastgCancergResearchTH2014THYbTH[]Yb 8.3 46

100 senomeUwideHassociationHstudyHofHendometrialHcancerHinHqZoZVHHumangGeneticsTH2014THY[[THZYYUZ] 6.3 33

99 nreastHcancerHsusceptibilityHriskHassociationsHandHheterogeneityHbyHqUcadherinHtumorHtissueH
expressionVHBreastgCancergResearchgandgTreatmentTH2014THY][THYdYUc 4.4 15

98 TelomereHlengthHshowsHnoHassociationHwithHnκomYHandHnκomZHmutationHstatusVHPLoSgONETH2014THeTHedbbae3.7 7

97  erformanceHofHautomatedHscoringHofHqκTH κTHtqκZTHowaWbHandHqsrκHinHbreastHcancerHtissueH
microarraysHinHtheHnreastHoancerHmssociationHoonsortiumH2014THnWaUnWa 1

96 unheritedHgeneticHsusceptibilityHtoHbreastHcancerfHtheHbeginningHofHtheHendHorHtheHendHofHtheH
beginningkVHAmericangJournalgofgPathologyTH2013THYd[THYX[dUYXaY 5.8 66

95 rineUscaleHmappingHofHtheHrsrκZHbreastHcancerHriskHlocusfHputativeHfunctionalHvariantsHdifferentiallyH
bindHr–XmYHandHqZrYVHAmericangJournalgofgHumangGeneticsTH2013THe[THYX]bUbX 11 80

94 yultipleHindependentHvariantsHatHtheHTqκTHlocusHareHassociatedHwithHtelomereHlengthHandHrisksHofH
breastHandHovarianHcancerVHNaturegGeneticsTH2013TH]aTH[cYUd]TH[d]eYUZ 36.3 422

93 runctionalHvariantsHatHtheHYYqY[HriskHlocusHforHbreastHcancerHregulateHcyclinHpYHexpressionHthroughH
longUrangeHenhancersVHAmericangJournalgofgHumangGeneticsTH2013THeZTH]deUaX[ 11 167

92 senomeUwideHassociationHstudiesHidentifyHfourHqκHnegativeUspecificHbreastHcancerHriskHlociVHNatureg
GeneticsTH2013TH]aTH[eZUdTH[edeYUZ 36.3 327

91 udentificationHofHZ[HnewHprostateHcancerHsusceptibilityHlociHusingHtheHio–sSHcustomHgenotypingH
arrayVHNaturegGeneticsTH2013TH]aTH[daUeYTH[eYeYUZ 36.3 413

90 xargeUscaleHgenotypingHidentifiesH]YHnewHlociHassociatedHwithHbreastHcancerHriskVHNaturegGeneticsTH
2013TH]aTH[a[UbYTH[bYeYUZ 36.3 813

(2013-2014)
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89 oommonHgeneticHdeterminantsHofHbreastUcancerHriskHinHqastHmsianHwomenfHaHcollaborativeHstudyHofH
Z[Hb[cHbreastHcancerHcasesHandHZaHaceHcontrolsVHHumangMoleculargGeneticsTH2013THZZTHZa[eUaX 5.6 75

88
mHgenomeUwideHassociationHstudyHtoHidentifyHgeneticHsusceptibilityHlociHthatHmodifyHductalHandH
lobularHpostmenopausalHbreastHcancerHriskHassociatedHwithHmenopausalHhormoneHtherapyHusefHaH
twoUstageHdesignHwithHreplicationVHBreastgCancergResearchgandgTreatmentTH2013THY[dTHaZeUa]Z

4.4 14

87 udentificationHofHaHnκomZUspecificHmodifierHlocusHatHbpZ]HrelatedHtoHbreastHcancerHriskVHPLoSg
GeneticsTH2013THeTHeYXX[Yc[ 6 90

86 senomeUwideHassociationHstudyHinHnκomYHmutationHcarriersHidentifiesHnovelHlociHassociatedHwithH
breastHandHovarianHcancerHriskVHPLoSgGeneticsTH2013THeTHeYXX[ZYZ 6 209

85 rineUmappingHidentifiesHmultipleHprostateHcancerHriskHlociHatHapYaTHoneHofHwhichHassociatesHwithH
TqκTHexpressionVHHumangMoleculargGeneticsTH2013THZZTHZaZXUd 5.6 88

84 oommonHvariantsHatHYZpYYTHYZqZ]THepZYTHeq[YVZHandHinHZzr[baHareHassociatedHwithHbreastHcancerH
riskHforHnκomYHandWorHnκomZHmutationHcarriersVHBreastgCancergResearchTH2012THY]THκ[[ 8.3 70

83 oommonHvariationHnearHopwzYmTH –xp[HandHStκ––yZHinfluencesHcolorectalHcancerHriskVHNatureg
GeneticsTH2012TH]]THccXUb 36.3 184

82 senomeUwideHassociationHanalysisHidentifiesHthreeHnewHbreastHcancerHsusceptibilityHlociVHNatureg
GeneticsTH2012TH]]TH[YZUd 36.3 237

81 mHmetaUanalysisHofHgenomeUwideHassociationHstudiesHofHbreastHcancerHidentifiesHtwoHnovelH
susceptibilityHlociHatHbqY]HandHZXqYYVHHumangMoleculargGeneticsTH2012THZYTHa[c[Ud] 5.6 143

80 mHgenomeUwideHassociationHstudyHidentifiesHaHnovelHsusceptibilityHlocusHforHrenalHcellHcarcinomaHonH
YZpYYVZ[VHHumangMoleculargGeneticsTH2012THZYTH]abUbZ 5.6 74

79 qvaluationHofHassociationHmethodsHforHanalysingHmodifiersHofHdiseaseHriskHinHcarriersHofHhighUriskH
mutationsVHGeneticgEpidemiologyTH2012TH[bTHZc]UeY 2.6 33

78 udentificationHofHaHnovelHpercentHmammographicHdensityHlocusHatHYZqZ]VHHumangMoleculargGeneticsTH
2012THZYTH[ZeeU[Xa 5.6 28

77
 athologyHofHbreastHandHovarianHcancersHamongHnκomYHandHnκomZHmutationHcarriersfHresultsHfromH
theHoonsortiumHofHunvestigatorsHofHyodifiersHofHnκomYWZHPouynmQVHCancergEpidemiologygBiomarkersg
andgPreventionTH2012THZYTHY[]U]c

4 411

76
otqwZRYYXXdeloHheterozygosityHinHwomenHwithHbreastHcancerHassociatedHwithHearlyHdeathTHbreastH
cancerUspecificHdeathTHandHincreasedHriskHofHaHsecondHbreastHcancerVHJournalgofgClinicalgOncologyTH
2012TH[XTH][XdUYb

2.2 134

75 senomeUwideHassociationHstudyHforHovarianHcancerHsusceptibilityHusingHpooledHpzmVHTwingResearchg
andgHumangGeneticsTH2012THYaTHbYaUbZ[ 2.2 8

74 senomeUwideHassociationHstudyHidentifiesHthreeHnewHmelanomaHsusceptibilityHlociVHNaturegGeneticsTH
2011TH][THYYXdUY[ 36.3 203

73 senomeUwideHassociationHstudyHofHrenalHcellHcarcinomaHidentifiesHtwoHsusceptibilityHlociHonHZpZYH
andHYYqY[V[VHNaturegGeneticsTH2011TH][THbXUa 36.3 199

72 oommonHvariantsHinHZzr[baHareHassociatedHwithHbothHmammographicHdensityHandHbreastHcancerH
riskVHNaturegGeneticsTH2011TH][THYdaUc 36.3 96
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71 mssociationsHofHbreastHcancerHriskHfactorsHwithHtumorHsubtypesfHaHpooledHanalysisHfromHtheHnreastH
oancerHmssociationHoonsortiumHstudiesVHJournalgofgthegNationalgCancergInstituteTH2011THYX[THZaXUb[ 9.7 513

70
xowHpenetranceHbreastHcancerHsusceptibilityHlociHareHassociatedHwithHspecificHbreastHtumorH
subtypesfHfindingsHfromHtheHnreastHoancerHmssociationHoonsortiumVHHumangMoleculargGeneticsTH2011
THZXTH[ZdeU[X[

5.6 140

69 mHcommonHvariantHatHtheHTqκTUox TyYxHlocusHisHassociatedHwithHestrogenHreceptorUnegativeHbreastH
cancerVHNaturegGeneticsTH2011TH][THYZYXU] 36.3 253

68 oommonHallelesHatHbqZaVYHandHYpYYVZHareHassociatedHwithHbreastHcancerHriskHforHnκomYHandHnκomZH
mutationHcarriersVHHumangMoleculargGeneticsTH2011THZXTH[[X]UZY 5.6 62

67 mHnovelHrecurrentHmutationHinHyuTrHpredisposesHtoHfamilialHandHsporadicHmelanomaVHNatureTH2011TH
]dXTHeeUYX[ 50.4 335

66 senomeUwideHassociationHstudyHidentifiesHfiveHnewHbreastHcancerHsusceptibilityHlociVHNaturegGenetics
TH2010TH]ZTHaX]Uc 36.3 582

65 mHlocusHonHYepY[HmodifiesHriskHofHbreastHcancerHinHnκomYHmutationHcarriersHandHisHassociatedHwithH
hormoneHreceptorUnegativeHbreastHcancerHinHtheHgeneralHpopulationVHNaturegGeneticsTH2010TH]ZTHddaUeZ 36.3 276

64 TheHrsYXee[ee]HriskHalleleHforHprostateHcancerHresultsHinHclinicallyHrelevantHchangesHinH
microseminoproteinUbetaHexpressionHinHtissueHandHurineVHPLoSgONETH2010THaTHeY[[b[ 3.7 68

63 oommonHbreastHcancerHsusceptibilityHallelesHandHtheHriskHofHbreastHcancerHforHnκomYHandHnκomZH
mutationHcarriersfHimplicationsHforHriskHpredictionVHCancergResearchTH2010THcXTHec]ZUa] 10.1 147

62 mHgenomeUwideHassociationHstudyHofHprognosisHinHbreastHcancerVHCancergEpidemiologygBiomarkersg
andgPreventionTH2010THYeTHYY]XU[ 4 56

61 yissenseHvariantsHinHmTyHinHZbTYXYHbreastHcancerHcasesHandHZeTd]ZHcontrolsVHCancergEpidemiologyg
BiomarkersgandgPreventionTH2010THYeTHZY][UaY 4 31

60
SubtypingHofHbreastHcancerHbyHimmunohistochemistryHtoHinvestigateHaHrelationshipHbetweenH
subtypeHandHshortHandHlongHtermHsurvivalfHaHcollaborativeHanalysisHofHdataHforHYXTYaeHcasesHfromHYZH
studiesVHPLoSgMedicineTH2010THcTHeYXXXZce

11.6 616

59 seneticHsusceptibilityHtoHbreastHcancerVHMoleculargOncologyTH2010TH]THYc]UeY 7.9 236

58 rineHscaleHmappingHofHtheHbreastHcancerHYbqYZHlocusVHHumangMoleculargGeneticsTH2010THYeTHZaXcUYa 5.6 57

57 qvaluatingHtheHpowerHtoHdiscriminateHbetweenHhighlyHcorrelatedHSz sHinHgeneticHassociationH
studiesVHGeneticgEpidemiologyTH2010TH[]TH]b[Ud 2.6 43

56 oommonHvariantsHinHxS YTHZq[aHandHdqZ]HandHbreastHcancerHriskHforHnκomYHandHnκomZHmutationH
carriersVHHumangMoleculargGeneticsTH2009THYdTH]]]ZUab 5.6 91

55 udentificationHofHsevenHnewHprostateHcancerHsusceptibilityHlociHthroughHaHgenomeUwideHassociationH
studyVHNaturegGeneticsTH2009TH]YTHYYYbUZY 36.3 360

54 yultipleHlociHonHdqZ]HassociatedHwithHprostateHcancerHsusceptibilityVHNaturegGeneticsTH2009TH]YTHYXadUbX 36.3 252
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53 Sz sHinHtheHkallikreinHgeneHregionHassociatedHwithHprostateHcancerHriskfHtrueHcauseHorHassociationHbyH
designkVHNaturegGeneticsTH2008TH]XTH 36.3 29

52  olygenesTHriskHpredictionTHandHtargetedHpreventionHofHbreastHcancerVHNewgEnglandgJournalgofg
MedicineTH2008TH[adTHZcebUdX[ 59.2 450

51 yultipleHnovelHprostateHcancerHpredispositionHlociHconfirmedHbyHanHinternationalHstudyfHtheH
 κmoTuomxHoonsortiumVHCancergEpidemiologygBiomarkersgandgPreventionTH2008THYcTHZXaZUbY 4 134

50 teterogeneityHofHbreastHcancerHassociationsHwithHfiveHsusceptibilityHlociHbyHclinicalHandHpathologicalH
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47 oommonHbreastHcancerUpredispositionHallelesHareHassociatedHwithHbreastHcancerHriskHinHnκomYHandH
nκomZHmutationHcarriersVHAmericangJournalgofgHumangGeneticsTH2008THdZTHe[cU]d 11 218

46  mxnZTHwhichHencodesHaHnκomZUinteractingHproteinTHisHaHbreastHcancerHsusceptibilityHgeneVHNatureg
GeneticsTH2007TH[eTHYbaUc 36.3 719

45 mHcommonHcodingHvariantHinHomS dHisHassociatedHwithHbreastHcancerHriskVHNaturegGeneticsTH2007TH[eTH[aZUd36.3 557
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42 κmpaYHY[asUUjoHmodifiesHbreastHcancerHriskHamongHnκomZHmutationHcarriersfHresultsHfromHaH
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8.3 121
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phenotypeVHClinicalgCancergResearchTH2005THYYTHaYcaUdX 12.9 511

39 otqwZHvariantHuYacTHmayHbeHassociatedHwithHincreasedHbreastHcancerHriskVHInternationalgJournalgofg
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acTHZbYUe 4.2 99

37 mHfullUlikelihoodHmethodHforHtheHevaluationHofHcausalityHofHsequenceHvariantsHfromHfamilyHdataVH
AmericangJournalgofgHumangGeneticsTH2003THc[THbaZUa 11 107

36 qvaluationHofHranconiHmnemiaHgenesHinHfamilialHbreastHcancerHpredispositionVHCancergResearchTH2003TH
b[THdaebUe 10.1 41
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35  olygenicHsusceptibilityHtoHbreastHcancerHandHimplicationsHforHpreventionVHNaturegGeneticsTH2002TH[YTH[[Ub36.3 780
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HumangGeneticsTH2001THbdTH]YXUe 11 414
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23 mHcommonHvariantHinHnκomZHisHassociatedHwithHbothHbreastHcancerHriskHandHprenatalHviabilityVHNatureg
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andHnκomZHmutationsVHJournalgofgthegNationalgCancergInstituteTH1998THeXTHYY[dU]a 9.7 565

19 ramilyHhistoryHandHtheHriskHofHbreastHcancerfHaHsystematicHreviewHandHmetaUanalysisVHInternationalg
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17  ositionalHcloningHofHtheHranconiHanaemiaHgroupHmHgeneVHNaturegGeneticsTH1996THY]TH[Z]Ud 36.3 254
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yelanomaHmnalysisHsroupHPuymsqQVHInternationalgJournalgofgCancerTH1995THbZTH[ccUdY 7.5 163

13 xocalisationHofHtheHbreastUovarianHcancerHsusceptibilityHgeneHPnκomYQHonHYcqYZUZYHtoHanHintervalHofH
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