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k Paper IF Citations

261 sxtendedJ˛†W²trandsJqontributeJtoJReversibleJomyloidJtormationXXJACSgNanoVJ2022VJ 16.7 2

260 omyloidJfibrilsJinJdiseaseJtÅzrWÅr”JareJcomposedJofJÅ‘s‘[ZdpJnotJÅr”WbaXXJNatureVJ2022VJ 50.4 5

259 pioinformaticJidentificationJofJÅRyWfusedJgeneJproteinJRÅtuSJasJaJpreviouslyJunrecognizedJ
amyloidogenicJproteinXXJJournalgofgBiologicalgChemistryVJ2022VJ[Z[g]Z 5.4 1

258
qryoWs‘JstructureJofJR’oWinducedJtauJfibrilsJrevealsJaJsmallJqWterminalJcoreJthatJmayJnucleateJfibrilJ
formationXXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2022VJ
[[gVJe][[ggc][[g

11.5 0

257 otomicJöiewJofJanJomyloidJrodecamerJsxhibitingJ²electiveJqellularJÅoxicJöulnerabilityJinJocuteJ
prainJ²licesXXJProteingScienceVJ2021VJ 6.3 1

256
wntrinsicJelectronicJconductivityJofJindividualJatomicallyJresolvedJamyloidJcrystalsJrevealsJ
micrometerWlongJholeJhoppingJviaJtyrosinesXJProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaVJ2021VJ[[fVJ

11.5 15

255 wnhibitionJofJamyloidJformationJofJtheJ’ucleoproteinJofJ²oR²WqoöW]J2021VJ 6

254 ”revalenceJandJspeciesJdistributionJofJtheJlowWcomplexityVJamyloidWlikeVJreversibleVJkinkedJsegmentJ
structuralJmotifJinJamyloidWlikeJfibrilsXJJournalgofgBiologicalgChemistryVJ2021VJ]geVJ[Z[[gb 5.4 6

253 qryoWs‘JstructuresJofJhwo””JfibrilsJseededJbyJpatientWextractedJfibrilsJrevealJnewJpolymorphsJandJ
conservedJfibrilJcoresXJNaturegStructuralgandgMoleculargBiologyVJ2021VJ]fVJe]bWeaZ 17.6 3

252 ÅheJexpandingJamyloidJfamilyhJ²tructureVJstabilityVJfunctionVJandJpathogenesisXJCellVJ2021VJ[fbVJbfceWbfea56.2 23

251 qryoWs‘JstructureJandJinhibitorJdesignJofJhumanJwo””JRamylinSJfibrilsXJNaturegStructuralgandg
MoleculargBiologyVJ2020VJ]eVJdcaWdcg 17.6 41

250
qrystalJstructureJofJaJconformationalJantibodyJthatJbindsJtauJoligomersJandJinhibitsJpathologicalJ
seedingJbyJextractsJfromJdonorsJwithJolzheimerQsJdiseaseXJJournalgofgBiologicalgChemistryVJ2020VJ
]gcVJ[Zdd]W[Zded

5.4 5

249 valfJaJcenturyJofJamyloidshJpastVJpresentJandJfutureXJChemicalgSocietygReviewsVJ2020VJbgVJcbeaWccZg 58.5 142

248 ÅheJ˛–WsynucleinJhereditaryJmutationJsbdyJunlocksJaJmoreJstableVJpathogenicJfibrilJstructureXJ
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2020VJ[[eVJacg]WadZ] 11.5 57

247 qryoWs‘JstructureJofJaJhumanJprionJfibrilJwithJaJhydrophobicVJproteaseWresistantJcoreXJNatureg
StructuralgandgMoleculargBiologyVJ2020VJ]eVJb[eWb]a 17.6 37

246 wnhibitionJofJsynucleinopathicJseedingJbyJrationallyJdesignedJinhibitorsXJELifeVJ2020VJgVJ 8.9 29

245
omyloidJnomenclatureJ]Z]ZhJupdateJandJrecommendationsJbyJtheJwnternationalJ²ocietyJofJ
omyloidosisJRw²oSJnomenclatureJcommitteeXJAmyloid:gthegInternationalgJournalgofgExperimentalgandg
ClinicalgInvestigation:gthegOfficialgJournalgofgthegInternationalgSocietygofgAmyloidosisVJ2020VJ]eVJ][eW]]]

2.7 123
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244 qryos‘JstructureJofJtheJlowWcomplexityJdomainJofJhnR’”o]JandJitsJconversionJtoJpathogenicJ
amyloidXJNaturegCommunicationsVJ2020VJ[[VJbZgZ 17.4 36

243 ’onWproteinaceousJhydrolaseJcomprisedJofJaJphenylalanineJmetalloWsupramolecularJamyloidWlikeJ
structureXJNaturegCatalysisVJ2019VJ]VJgeeWgfc 36.5 65

242 qryoWs‘JstructuresJofJfourJpolymorphicJÅr”WbaJamyloidJcoresXJNaturegStructuralgandgMolecularg
BiologyVJ2019VJ]dVJd[gWd]e 17.6 103

241 ²tructureWpasedJ”eptideJwnhibitorJresignJofJomyloidW˛†JoggregationXJFrontiersgingMolecularg
NeuroscienceVJ2019VJ[]VJcb 6.1 36

240 oJpairJofJpeptidesJinhibitsJseedingJofJtheJhormoneJtransporterJtransthyretinJintoJamyloidJfibrilsXJ
JournalgofgBiologicalgChemistryVJ2019VJ]gbVJd[aZWd[b[ 5.4 16

239 ²tructureJofJamyloidW˛†JR]ZWabSJwithJolzheimerQsWassociatedJisomerizationJatJosp]aJrevealsJaJdistinctJ
protofilamentJinterfaceXJNaturegCommunicationsVJ2019VJ[ZVJaace 17.4 25

238 ²tructureWbasedJinhibitorsJhaltJprionWlikeJseedingJbyJolzheimerQsJdiseaseWandJtauopathyWderivedJ
brainJtissueJsamplesXJJournalgofgBiologicalgChemistryVJ2019VJ]gbVJ[dbc[W[dbdb 5.4 23

237 ²tructuresJofJfibrilsJformedJbyJ˛–WsynucleinJhereditaryJdiseaseJmutantJvcZ–JrevealJnewJ
polymorphsXJNaturegStructuralgandgMoleculargBiologyVJ2019VJ]dVJ[ZbbW[Zc] 17.6 62

236 ²tructureWbasedJinhibitorsJofJamyloidJbetaJcoreJsuggestJaJcommonJinterfaceJwithJtauXJELifeVJ2019VJ
fVJ 8.9 34

235 ÅargetingJ‘isfoldedJpcaJandJpcaJoggregationJtoJ“vercomeJResistanceJtoJopoptosisJinJocuteJ
‘yeloidJzeukemiaXJBloodVJ2019VJ[abVJaefdWaefd 2.2

234 ‘echanicallyJrigidJsupramolecularJassembliesJformedJfromJanJtmocWguanineJconjugatedJpeptideJ
nucleicJacidXJNaturegCommunicationsVJ2019VJ[ZVJc]cd 17.4 9

233 otomicJstructuresJofJcorkscrewWformingJsegmentsJofJ²“r[JrevealJvariedJoligomerJconformationsXJ
ProteingScienceVJ2018VJ]eVJ[]a[W[]b] 6.3 11

232 qrystalJstructuresJofJamyloidogenicJsegmentsJofJhumanJtransthyretinXJProteingScienceVJ2018VJ]eVJ[]gcW[aZa6.3 15

231 otomicJstructuresJofJlowWcomplexityJproteinJsegmentsJrevealJkinkedJ˛†JsheetsJthatJassembleJ
networksXJScienceVJ2018VJacgVJdgfWeZ[ 33.3 220

230 ristalJamyloidJ˛†WproteinJfragmentsJtemplateJamyloidJassemblyXJProteingScienceVJ2018VJ]eVJ[[f[W[[gZ 6.3 6

229 qommonJfibrillarJspinesJofJamyloidW˛†JandJhumanJisletJamyloidJpolypeptideJrevealedJbyJ
microelectronJdiffractionJandJstructureWbasedJinhibitorsXJJournalgofgBiologicalgChemistryVJ2018VJ]gaVJ]fffW]gZ]5.4 31

228 ²ubWˆ¥ngstrˆ¶mJcryoWs‘JstructureJofJaJprionJprotofibrilJrevealsJaJpolarJclaspXJNaturegStructuralgandg
MoleculargBiologyVJ2018VJ]cVJ[a[W[ab 17.6 56

227 otomicWlevelJevidenceJforJpackingJandJpositionalJamyloidJpolymorphismJbyJsegmentJfromJÅr”WbaJ
RR‘]XJNaturegStructuralgandgMoleculargBiologyVJ2018VJ]cVJa[[Wa[g 17.6 63

(2018-2020)
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226 ”aulJrXJpoyerJR[g[fW]Z[fSXJScienceVJ2018VJad[VJaab 33.3

225 otomicJinsightsJintoJtheJgenesisJofJcellularJfilamentsJbyJglobularJproteinsXJNaturegStructuralgandg
MoleculargBiologyVJ2018VJ]cVJeZcWe[b 17.6 4

224 åltrafastJÅimeWResolvedJ²tudiesJonJtluoresceinJforJRecognitionJ²trandsJorchitectureJinJomyloidJ
tibrilsXJJournalgofgPhysicalgChemistrygBVJ2018VJ[]]VJfW[f 3.4 5

223 ²tructureWbasedJinhibitorsJofJtauJaggregationXJNaturegChemistryVJ2018VJ[ZVJ[eZW[ed 17.6 159

222
omyloidJnomenclatureJ]Z[fhJrecommendationsJbyJtheJwnternationalJ²ocietyJofJomyloidosisJRw²oSJ
nomenclatureJcommitteeXJAmyloid:gthegInternationalgJournalgofgExperimentalgandgClinicalg
Investigation:gthegOfficialgJournalgofgthegInternationalgSocietygofgAmyloidosisVJ2018VJ]cVJ][cW][g

2.7 278

221 wnhibitingJamyloidW˛†JcytotoxicityJthroughJitsJinteractionJwithJtheJcellJsurfaceJreceptorJzilrp]JbyJ
structureWbasedJdesignXJNaturegChemistryVJ2018VJ[ZVJ[][aW[]][ 17.6 24

220 wdentificationJofJtwoJprincipalJamyloidWdrivingJsegmentsJinJvariableJdomainsJofJwgJlightJchainsJinJ
systemicJlightWchainJamyloidosisXJJournalgofgBiologicalgChemistryVJ2018VJ]gaVJ[gdcgW[gde[ 5.4 19

219 År”WbaJandJR’oJformJamyloidWlikeJmyoWgranulesJinJregeneratingJmuscleXJNatureVJ2018VJcdaVJcZfWc[a 50.4 104

218 qryoWs‘JofJfullWlengthJ˛–WsynucleinJrevealsJfibrilJpolymorphsJwithJaJcommonJstructuralJkernelXJ
NaturegCommunicationsVJ2018VJgVJadZg 17.4 267

217 ossessmentJofJtheJeffectsJofJtransthyretinJpeptideJinhibitorsJinJrrosophilaJmodelsJofJneuropathicJ
oÅÅRXJNeurobiologygofgDiseaseVJ2018VJ[]ZVJ[[fW[]c 7.5 7

216 otomicJstructuresJofJÅr”WbaJzqrJsegmentsJandJinsightsJintoJreversibleJorJpathogenicJaggregationXJ
NaturegStructuralgandgMoleculargBiologyVJ2018VJ]cVJbdaWbe[ 17.6 116

215 omyloidJseedingJofJtransthyretinJbyJexJvivoJcardiacJfibrilsJandJitsJinhibitionXJProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2018VJ[[cVJsdeb[WsdecZ 11.5 43

214 ÅowardJtheJotomicJ²tructureJofJ”r”XJColdgSpringgHarborgPerspectivesgingBiologyVJ2017VJgVJ 10.2 15

213 ²tructuralJ²tudiesJofJomyloidJ”roteinsJatJtheJ‘olecularJzevelXJAnnualgReviewgofgBiochemistryVJ2017VJ
fdVJdgWgc 29.1 264

212 otomicWresolutionJstructuresJfromJfragmentedJproteinJcrystalsJwithJtheJcryos‘JmethodJ‘icrosrXJ
NaturegMethodsVJ2017VJ[bVJaggWbZ] 21.6 109

211 tlowWalignedVJsingleWshotJfiberJdiffractionJusingJaJfemtosecondJ₂WrayJfreeWelectronJlaserXJ
CytoskeletonVJ2017VJebVJbe]Wbf[ 2.4 10

210 wnJmemoriamWRainerJxaenickeXJProteingScienceVJ2017VJ]dVJagbWagc 6.3

209 osparagineJandJglutamineJladdersJpromoteJcrossWspeciesJprionJconversionXJJournalgofgBiologicalg
ChemistryVJ2017VJ]g]VJ[gZedW[gZfd 5.4 15
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4



208 otomicJstructureJofJaJtoxicVJoligomericJsegmentJofJ²“r[JlinkedJtoJamyotrophicJlateralJsclerosisJ
Roz²SXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2017VJ[[bVJfeeZWfeec11.5 60

207 ”ropagationJofJÅauJoggregatesJandJ’eurodegenerationXJAnnualgReviewgofgNeuroscienceVJ2017VJbZVJ[fgW][Z17 278

206 ÅakingJtheJmeasureJofJ‘icrosrXJCurrentgOpiniongingStructuralgBiologyVJ2017VJbdVJegWfd 8.1 26

205 otomicJstructuresJofJfibrillarJsegmentsJofJhwo””JsuggestJtightlyJmatedJ˛†WsheetsJareJimportantJforJ
cytotoxicityXJELifeVJ2017VJdVJ 8.9 76

204 ”reparationJofJqrystallineJ²amplesJofJomyloidJtibrilsJandJ“ligomersXJMethodsgingMoleculargBiologyVJ
2016VJ[abcVJ]Z[W[Z 1.4 5

203 ÅheJformationVJfunctionJandJregulationJofJamyloidshJinsightsJfromJstructuralJbiologyXJJournalgofg
InternalgMedicineVJ2016VJ]fZVJ[dbWed 10.8 32

202 obJinitioJstructureJdeterminationJfromJprionJnanocrystalsJatJatomicJresolutionJbyJ‘icrosrXJ
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2016VJ[[aVJ[[]a]W[[]ad11.5 66

201 ÅheJactivitiesJofJamyloidsJfromJaJstructuralJperspectiveXJNatureVJ2016VJcagVJ]]eW]ac 50.4 294

200 ²tructuresJofJsccp[JandJsccr[JfromJtheJcoreJcomplexJofJtheJmycobacterialJs²₂W[JtypeJöwwJsecretionJ
systemXJBMCgStructuralgBiologyVJ2016VJ[dVJc 2.7 22

199 yetonesJblockJamyloidJentryJandJimproveJcognitionJinJanJolzheimerQsJmodelXJNeurobiologygofgAgingVJ
2016VJagVJ]cWae 5.6 77

198 qrystalJ²tructuresJofJwo””JomyloidogenicJ²egmentsJRevealJaJ’ovelJ”ackingJ‘otifJofJ
“utWofWRegisterJpetaJ²heetsXJJournalgofgPhysicalgChemistrygBVJ2016VJ[]ZVJcf[ZWd 3.4 46

197 oJresignedJwnhibitorJofJpcaJoggregationJRescuesJpcaJÅumorJ²uppressionJinJ“varianJqarcinomasXJ
CancergCellVJ2016VJ]gVJgZW[Za 24.3 192

196 omyloidJ˛†W”roteinJqWÅerminalJtragmentshJtormationJofJqylindrinsJandJ˛†WparrelsXJJournalgofgtheg
AmericangChemicalgSocietyVJ2016VJ[afVJcbgWce 16.4 67

195 ÅargetingJoggregationJofJWildeWÅypeJpcaJandJ‘utantJpcaJwithJReoqpcaJosJaJ’ovelJÅherapeuticJ
qonceptJforJo‘zXJBloodVJ2016VJ[]fVJagbbWagbb 2.2 1

194 reJnovoJphasingJwithJ₂WrayJlaserJrevealsJmosquitoJlarvicideJpinopJstructureXJNatureVJ2016VJcagVJbaWbe 50.4 73

193 wmplicationsJforJolzheimerQsJdiseaseJofJanJatomicJresolutionJstructureJofJamyloidW˛†R[Wb]SJfibrilsXJ
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2016VJ[[aVJgagfWbZZ 11.5 24

192 ”erspectiveJonJ²“r[JmediatedJtoxicityJinJomyotrophicJzateralJ²clerosisXJPostepygBiochemiiVJ2016VJ
d]VJad]Wadg 0 21

191 wndexingJamyloidJpeptideJdiffractionJfromJserialJfemtosecondJcrystallographyhJnewJalgorithmsJforJ
sparseJpatternsXJActagCrystallographicagSectiongD:gBiologicalgCrystallographyVJ2015VJe[VJaceWdd 12

(2015-2017)
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190 ÅoxicityJofJeosinophilJ‘p”JisJrepressedJbyJintracellularJcrystallizationJandJpromotedJbyJ
extracellularJaggregationXJMoleculargCellVJ2015VJceVJ[Z[[W[Z][ 17.6 62

189 åncoveringJtheJ‘echanismJofJoggregationJofJvumanJÅransthyretinXJJournalgofgBiologicalgChemistryVJ
2015VJ]gZVJ]fga]Wba 5.4 85

188 ²tructureJofJtheJtoxicJcoreJofJ˛–WsynucleinJfromJinvisibleJcrystalsXJNatureVJ2015VJc]cVJbfdWgZ 50.4 393

187 wnhibitionJbyJsmallWmoleculeJligandsJofJformationJofJamyloidJfibrilsJofJanJimmunoglobulinJlightJ
chainJvariableJdomainXJELifeVJ2015VJbVJe[Zgac 8.9 36

186 ÅheJomyloidJ²tateJofJ”roteinsXJFASEBgJournalVJ2015VJ]gVJ][fX[ 0.9

185 resignedJamyloidJfibersJasJmaterialsJforJselectiveJcarbonJdioxideJcaptureXJProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2014VJ[[[VJ[g[Wd 11.5 82

184 tactorsJthatJdriveJpeptideJassemblyJfromJnativeJtoJamyloidJstructureshJexperimentalJandJ
theoreticalJanalysisJofJ[leuWc]WenkephalinJmutantsXJJournalgofgPhysicalgChemistrygBVJ2014VJ[[fVJe]beWcd 3.4 23

183
”roteinJcrystalJstructureJobtainedJatJ]XgJˆ�JresolutionJfromJinjectingJbacterialJcellsJintoJanJ₂WrayJ
freeWelectronJlaserJbeamXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaVJ2014VJ[[[VJ[]edgWeb

11.5 84

182 oJproposedJmechanismJforJtheJpromotionJofJprionJconversionJinvolvingJaJstrictlyJconservedJ
tyrosineJresidueJinJtheJ˛†]W˛–]JloopJofJ”r”qXJJournalgofgBiologicalgChemistryVJ2014VJ]fgVJ[ZddZW[Zdde 5.4 31

181
oggregationWtriggeringJsegmentsJofJ²“r[JfibrilJformationJsupportJaJcommonJpathwayJforJfamilialJ
andJsporadicJoz²XJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ
2014VJ[[[VJ[geW]Z[

11.5 92

180 ²tructureWbasedJdesignJofJfunctionalJamyloidJmaterialsXJJournalgofgthegAmericangChemicalgSocietyVJ
2014VJ[adVJ[fZbbWc[ 16.4 82

179 tormationJofJamyloidJfibersJbyJmonomericJlightJchainJvariableJdomainsXJJournalgofgBiologicalg
ChemistryVJ2014VJ]fgVJ]ec[aW]c 5.4 25

178 ÅheJstructuredJcoreJdomainJofJ˛–pWcrystallinJcanJpreventJamyloidJfibrillationJandJassociatedJtoxicityXJ
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2014VJ[[[VJs[cd]WeZ 11.5 154

177 ²alvageJorJrecoveryJofJfailedJtargetsJbyJmutagenesisJtoJreduceJsurfaceJentropyXJMethodsging
MoleculargBiologyVJ2014VJ[[bZVJ]Z[Wg 1.4 12

176 omyloidJ²tructuresJatJtheJotomicJzevelhJwnsightsJfromJqrystallographyJ2013VJ][Waf

175 qomparativeJproteomicsJidentifiesJtheJcellWassociatedJlethalityJofJ‘XJtuberculosisJRelpsWlikeJ
toxinWantitoxinJcomplexesXJStructureVJ2013VJ][VJd]eWae 5.2 17

174 veterologousJexpressionJofJmycobacterialJssxJcomplexesJinJsscherichiaJcoliJforJstructuralJstudiesJisJ
facilitatedJbyJtheJuseJofJmaltoseJbindingJproteinJfusionsXJPLoSgONEVJ2013VJfVJef[eca 3.7 15

173 ²tructureWbasedJdiscoveryJofJfiberWbindingJcompoundsJthatJreduceJtheJcytotoxicityJofJamyloidJ
betaXJELifeVJ2013VJ]VJeZZfce 8.9 79

David Eisenberg
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172 “utWofWregisterJ˛†WsheetsJsuggestJaJpathwayJtoJtoxicJamyloidJaggregatesXJProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2012VJ[ZgVJ]Zg[aWf 11.5 149

171 ÅheJcrystalJstructureJofJtheJRvZaZ[WRvZaZZJöappqWaJtoxinWantitoxinJcomplexJfromJ‘XJtuberculosisJ
revealsJaJ‘g´†UJionJinJtheJactiveJsiteJandJaJputativeJR’oWbindingJsiteXJProteingScienceVJ2012VJ][VJ[ecbWde 6.3 46

170 omyloidJ˛†WsheetJmimicsJthatJantagonizeJproteinJaggregationJandJreduceJamyloidJtoxicityXJNatureg
ChemistryVJ2012VJbVJg]eWaa 17.6 174

169 ÅheJamyloidJstateJofJproteinsJinJhumanJdiseasesXJCellVJ2012VJ[bfVJ[[ffW]Za 56.2 1192

168 qellWfreeJformationJofJR’oJgranuleshJlowJcomplexityJsequenceJdomainsJformJdynamicJfibersJwithinJ
hydrogelsXJCellVJ2012VJ[bgVJecaWde 56.2 1300

167 RibonucleaseJoJsuggestsJhowJproteinsJselfWchaperoneJagainstJamyloidJfiberJformationXJProteing
ScienceVJ2012VJ][VJ]dWae 6.3 21

166 otomicJviewJofJaJtoxicJamyloidJsmallJoligomerXJScienceVJ2012VJaacVJ[]]fWa[ 33.3 440

165 ÅoxicJfibrillarJoligomersJofJamyloidW˛†JhaveJcrossW˛†JstructureXJProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaVJ2012VJ[ZgVJee[eW]] 11.5 226

164 ²tructureWbasedJdesignJofJnonWnaturalJaminoWacidJinhibitorsJofJamyloidJfibrilJformationXJNatureVJ
2011VJbecVJgdW[ZZ 50.4 341

163 ˛†â��WmicroglobulinJformsJthreeWdimensionalJdomainWswappedJamyloidJfibrilsJwithJdisulfideJlinkagesXJ
NaturegStructuralgandgMoleculargBiologyVJ2011VJ[fVJbgWcc 17.6 93

162 ÅheJÅpJ²tructuralJuenomicsJqonsortiumhJaJdecadeJofJprogressXJTuberculosisVJ2011VJg[VJ[ccWe] 2.6 33

161 qharacteristicsJofJamyloidWrelatedJoligomersJrevealedJbyJcrystalJstructuresJofJmacrocyclicJ˛†WsheetJ
mimicsXJJournalgofgthegAmericangChemicalgSocietyVJ2011VJ[aaVJdeadWbb 16.4 73

160 ‘olecularJbasisJforJamyloidWbetaJpolymorphismXJProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaVJ2011VJ[ZfVJ[dgafWba 11.5 306

159 ²tructuresJofJsegmentsJofJ˛–WsynucleinJfusedJtoJmaltoseWbindingJproteinJsuggestJintermediateJ
statesJduringJamyloidJformationXJProteingScienceVJ2011VJ]ZVJggdW[ZZb 6.3 22

158 ‘acrocyclicJ˛†WsheetJpeptidesJthatJinhibitJtheJaggregationJofJaJtauWproteinWderivedJhexapeptideXJ
JournalgofgthegAmericangChemicalgSocietyVJ2011VJ[aaVJa[bbWce 16.4 98

157 otomicJstructuresJsuggestJdeterminantsJofJtransmissionJbarriersJinJmammalianJprionJdiseaseXJ
BiochemistryVJ2011VJcZVJ]bcdWda 3.2 45

156 ÅowardsJaJpharmacophoreJforJamyloidXJPLoSgBiologyVJ2011VJgVJe[ZZ[ZfZ 9.7 159

155 wdentifyingJtheJamylomeVJproteinsJcapableJofJformingJamyloidWlikeJfibrilsXJProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2010VJ[ZeVJabfeWg] 11.5 575

(2010-2012)
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154
qrystallographicJstudiesJofJprionJproteinJR”r”SJsegmentsJsuggestJhowJstructuralJchangesJencodedJ
byJpolymorphismJatJresidueJ[]gJmodulateJsusceptibilityJtoJhumanJprionJdiseaseXJJournalgofg
BiologicalgChemistryVJ2010VJ]fcVJ]gde[Wc

5.4 50

153 ₂WrayJcrystallographicJstructureJofJanJartificialJbetaWsheetJdimerXJJournalgofgthegAmericangChemicalg
SocietyVJ2010VJ[a]VJ[[d]]Wf 16.4 36

152 ‘ultidimensionalJ²tructureâ��octivityJRelationshipJofJaJ”roteinJinJwtsJoggregatedJ²tatesXJAngewandteg
ChemieVJ2010VJ[]]VJaggdWbZZZ 3.6 3

151 qrystalJstructuresJofJtruncatedJalphaoJandJalphapJcrystallinsJrevealJstructuralJmechanismsJofJ
polydispersityJimportantJforJeyeJlensJfunctionXJProteingScienceVJ2010VJ[gVJ[Za[Wba 6.3 244

150 ÅheJcrystalJstructureJofJtheJ‘ycobacteriumJtuberculosisJRvaZ[gcWRvaZ]ZcJs²₂JcomplexJrevealsJaJ
domainWswappedJheterotetramerXJProteingScienceVJ2010VJ[gVJ[dg]WeZa 6.3 24

149 ²tructureJandJproposedJactivityJofJaJmemberJofJtheJöappqJfamilyJofJtoxinWantitoxinJsystemsXJ
öappqWcJfromJ‘ycobacteriumJtuberculosisXJJournalgofgBiologicalgChemistryVJ2009VJ]fbVJ]edW]fa 5.4 108

148 ²hortJproteinJsegmentsJcanJdriveJaJnonWfibrillizingJproteinJintoJtheJamyloidJstateXJProteing
EngineeringtgDesigngandgSelectionVJ2009VJ]]VJca[Wd 1.9 89

147 otomicJstructuresJofJwo””JRamylinSJfusionsJsuggestJaJmechanismJforJfibrillationJandJtheJroleJofJ
insulinJinJtheJprocessXJProteingScienceVJ2009VJ[fVJ[c][WaZ 6.3 172

146 ‘olecularJmechanismsJforJproteinWencodedJinheritanceXJNaturegStructuralgandgMoleculargBiologyVJ
2009VJ[dVJgeaWf 17.6 218

145 tunctionalJamyloidsJasJnaturalJstorageJofJpeptideJhormonesJinJpituitaryJsecretoryJgranulesXJScience
VJ2009VJa]cVJa]fWa] 33.3 728

144 ‘olecularJbasisJforJinsulinJfibrilJassemblyXJProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaVJ2009VJ[ZdVJ[fggZWc 11.5 290

143 wnferringJmolecularJfunctionhJcontributionsJfromJfunctionalJlinkagesXJTrendsgingGeneticsVJ2008VJ]bVJcfeWgZ8.5 4

142 ÅheJstructureJofJaJfibrilWformingJsequenceVJ’’––’αVJinJtheJcontextJofJaJglobularJfoldXJProteing
ScienceVJ2008VJ[eVJ[d[eW]a 6.3 16

141 otomicJstructureJofJtheJcrossWbetaJspineJofJisletJamyloidJpolypeptideJRamylinSXJProteingScienceVJ2008
VJ[eVJ[bdeWeb 6.3 281

140 pacterialJinclusionJbodiesJcontainJamyloidWlikeJstructureXJPLoSgBiologyVJ2008VJdVJe[gc 9.7 159

139 wdentifyingJcognateJbindingJpairsJamongJaJlargeJsetJofJparalogshJtheJcaseJofJ”sY””sJproteinsJofJ
‘ycobacteriumJtuberculosisXJPLoSgComputationalgBiologyVJ2008VJbVJe[ZZZ[eb 5 29

138 onnotatingJproteinsJwithJgeneralizedJfunctionalJlinkagesXJProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaVJ2008VJ[ZcVJ[eeZZWc 11.5 11

137 qooperativeJhydrogenJbondingJinJamyloidJformationXJProteingScienceVJ2007VJ[dVJed[Wb 6.3 114

David Eisenberg
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136 ÅheJ²orcererJwwJulobalJ“ceanJ²amplingJexpeditionhJexpandingJtheJuniverseJofJproteinJfamiliesXJPLoSg
BiologyVJ2007VJcVJe[d 9.7 638

135 otomicJstructuresJofJamyloidJcrossWbetaJspinesJrevealJvariedJstericJzippersXJNatureVJ2007VJbbeVJbcaWe 50.4 1785

134 oJnovelJinhibitorJofJ‘ycobacteriumJtuberculosisJpantothenateJsynthetaseXJJournalgofgBiomolecularg
ScreeningVJ2007VJ[]VJ[ZZWc 56

133 ÅowardJrationalJproteinJcrystallizationhJoJWebJserverJforJtheJdesignJofJcrystallizableJproteinJ
variantsXJProteingScienceVJ2007VJ[dVJ[cdgWed 6.3 205

132 ÅheJmechanismJofJtheJamyloidogenicJconversionJofJÅeJendonucleaseJwXJJournalgofgBiologicalg
ChemistryVJ2007VJ]f]VJ[bgdfWeb 5.4 7

131 rraftJcrystalJstructureJofJtheJvaultJshellJatJgWoJresolutionXJPLoSgBiologyVJ2007VJcVJea[f 9.7 36

130 ÅheJproteinJnetworkJasJaJtoolJforJfindingJnovelJdrugJtargetsXJProgressgingDruggResearchgFortschritteg
DergArzneimittelforschunggProgresgDesgRecherchesgPharmaceutiquesVJ2007VJdbVJ[g[VJ[gaW][c 10

129 RecentJatomicJmodelsJofJamyloidJfibrilJstructureXJCurrentgOpiniongingStructuralgBiologyVJ2006VJ[dVJ]dZWc 8.1 312

128 repositionJdiseasesJandJarJdomainJswappingXJStructureVJ2006VJ[bVJf[[W]b 5.2 180

127
ÅowardJtheJstructuralJgenomicsJofJcomplexeshJcrystalJstructureJofJaJ”sY””sJproteinJcomplexJfromJ
‘ycobacteriumJtuberculosisXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaVJ2006VJ[ZaVJfZdZWc

11.5 602

126 pioinformaticJchallengesJforJtheJnextJdecadeRsSXJPhilosophicalgTransactionsgofgthegRoyalgSocietygB:g
BiologicalgSciencesVJ2006VJad[VJc]cWe 5.8 7

125 ÅheJarJprofileJmethodJforJidentifyingJfibrilWformingJsegmentsJofJproteinsXJProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2006VJ[ZaVJbZebWf 11.5 325

124 RunawayJdomainJswappingJinJamyloidWlikeJfibrilsJofJÅeJendonucleaseJwXJProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2006VJ[ZaVJfZb]We 11.5 81

123 oJsystematicJscreenJofJbetaR]SWmicroglobulinJandJinsulinJforJamyloidWlikeJsegmentsXJProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2006VJ[ZaVJbZegWf] 11.5 115

122 åniqueJtranscriptomeJsignatureJofJ‘ycobacteriumJtuberculosisJinJpulmonaryJtuberculosisXJ
InfectiongandgImmunityVJ2006VJebVJ[]aaWb] 3.7 194

121 ²tructuralJmodelsJofJamyloidWlikeJfibrilsXJAdvancesgingProteingChemistryVJ2006VJeaVJ]acWf] 162

120 ÅheJstructuralJbiologyJofJproteinJaggregationJdiseaseshJtundamentalJquestionsJandJsomeJanswersXJ
AccountsgofgChemicalgResearchVJ2006VJagVJcdfWec 24.3 153

119 qrystalJstructureJofJtheJpantothenateJsynthetaseJfromJ‘ycobacteriumJtuberculosisVJsnapshotsJofJ
theJenzymeJinJactionXJBiochemistryVJ2006VJbcVJ[ccbWd[ 3.2 44

(2006-2007)
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118 ‘ycobacteriumJtuberculosisJgeneJexpressionJprofilingJwithinJtheJcontextJofJproteinJnetworksXJ
MicrobesgandgInfectionVJ2006VJfVJebeWce 9.3 59

117 RegulationJbyJoligomerizationJinJaJmycobacterialJfolateJbiosyntheticJenzymeXJJournalgofgMolecularg
BiologyVJ2005VJabgVJd[We] 6.5 32

116 wnferringJproteinJdomainJinteractionsJfromJdatabasesJofJinteractingJproteinsXJGenomegBiologyVJ2005
VJdVJRfg 18.3 107

115 retectionJofJparallelJfunctionalJmodulesJbyJcomparativeJanalysisJofJgenomeJsequencesXJNatureg
BiotechnologyVJ2005VJ]aVJ]caWdZ 44.5 27

114 ²tructureJofJtheJcrossWbetaJspineJofJamyloidWlikeJfibrilsXJNatureVJ2005VJbacVJeeaWf 50.4 1791

113 omyloidWlikeJfibrilsJofJribonucleaseJoJwithJthreeWdimensionalJdomainWswappedJandJnativeWlikeJ
structureXJNatureVJ2005VJbaeVJ]ddWg 50.4 224

112 åtilizingJlogicalJrelationshipsJinJgenomicJdataJtoJdecipherJcellularJprocessesXJFEBSgJournalVJ2005VJ
]e]VJc[[ZWf 5.7 32

111 wnferenceJofJproteinJfunctionJfromJproteinJstructureXJStructureVJ2005VJ[aVJ[][WaZ 5.2 153

110 oJWebWpasedJqomparativeJuenomicsJÅutorialJforJwnvestigatingJ‘icrobialJuenomesXJJournalgofg
MicrobiologygandgBiologygEducationVJ2004VJcVJaZWac 1

109 onJamyloidWformingJsegmentJofJbeta]WmicroglobulinJsuggestsJaJmolecularJmodelJforJtheJfibrilXJ
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2004VJ[Z[VJ[ZcfbWg 11.5 209

108 ÅheJratabaseJofJwnteractingJ”roteinshJ]ZZbJupdateXJNucleicgAcidsgResearchVJ2004VJa]VJrbbgWc[ 20.1 1532

107 ”twÅJandJ”tRwÅhJbioinformaticJalgorithmsJforJdetectingJglycosidaseJfunctionJfromJstructureJandJ
sequenceXJProteingScienceVJ2004VJ[aVJ]][Wg 6.3 1

106 r”o’’hJimprovedJsequenceJtoJstructureJalignmentsJfollowingJfoldJrecognitionXJProteins:gStructuretg
FunctiongandgBioinformaticsVJ2004VJcdVJc]fWaf 4.2 8

105 åseJofJlogicJrelationshipsJtoJdecipherJproteinJnetworkJorganizationXJScienceVJ2004VJaZdVJ]]bdWg 33.3 115

104 ”rolinkshJaJdatabaseJofJproteinJfunctionalJlinkagesJderivedJfromJcoevolutionXJGenomegBiologyVJ2004VJ
cVJRac 18.3 230

103 oJwebWbasedJcomparativeJgenomicsJtutorialJforJinvestigatingJmicrobialJgenomesXJJournalgofg
MicrobiologygandgBiologygEducationVJ2004VJcVJaZWc 2

102 ÅheJdiscoveryJofJtheJalphaWhelixJandJbetaWsheetVJtheJprincipalJstructuralJfeaturesJofJproteinsXJ
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2003VJ[ZZVJ[[]ZeW[Z 11.5 173

101 ²tructureJandJassemblyJofJanJaugmentedJ²mWlikeJarchaealJproteinJ[bWmerXJProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2003VJ[ZZVJbcagWbb 11.5 42

David Eisenberg
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100 xohnJÅXJsdsallJasJtutorJandJteacherXJBiophysicalgChemistryVJ2003VJ[ZZVJg[Wa 3.5

99 qomputationalJmethodsJofJanalysisJofJproteinWproteinJinteractionsXJCurrentgOpiniongingStructuralg
BiologyVJ2003VJ[aVJaeeWf] 8.1 125

98 ÅheJÅpJstructuralJgenomicsJconsortiumhJaJresourceJforJ‘ycobacteriumJtuberculosisJbiologyXJ
TuberculosisVJ2003VJfaVJ]]aWbg 2.6 86

97 ²eededJconversionJofJrecombinantJprionJproteinJtoJaJdisulfideWbondedJoligomerJbyJaJ
reductionWoxidationJprocessXJNaturegStructuralgandgMoleculargBiologyVJ2003VJ[ZVJe]cWaZ 17.6 130

96 ÅheJoligomerizationJandJligandWbindingJpropertiesJofJ²mWlikeJarchaealJproteinsJR²mo”sSXJProteing
ScienceVJ2003VJ[]VJfa]Wbe 6.3 42

95 qrystalJstructuresJofJaJpantothenateJsynthetaseJfromJ‘XJtuberculosisJandJitsJcomplexesJwithJ
substratesJandJaJreactionJintermediateXJProteingScienceVJ2003VJ[]VJ[ZgeW[Zf 6.3 74

94 ²tructureJandJfunctionJofJanJarchaealJhomologJofJsurvivalJproteinJsJR²ursalphaShJanJacidJ
phosphataseJwithJpurineJnucleotideJspecificityXJJournalgofgMoleculargBiologyVJ2003VJa]dVJ[ccgWec 6.5 26

93 qrossWbetaJorderJandJdiversityJinJnanocrystalsJofJanJamyloidWformingJpeptideXJJournalgofgMolecularg
BiologyVJ2003VJaaZVJ[[dcWec 6.5 93

92
ÅheJprimaryJmechanismJofJattenuationJofJbacillusJqalmetteWuuerinJisJaJlossJofJsecretedJlyticJ
functionJrequiredJforJinvasionJofJlungJinterstitialJtissueXJProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaVJ2003VJ[ZZVJ[]b]ZWc

11.5 555

91 wnferenceJofJproteinJfunctionJandJproteinJlinkagesJinJ‘ycobacteriumJtuberculosisJbasedJonJ
prokaryoticJgenomeJorganizationhJaJcombinedJcomputationalJapproachXJGenomegBiologyVJ2003VJbVJRcg 18.3 79

90 öisualizationJandJinterpretationJofJproteinJnetworksJinJ‘ycobacteriumJtuberculosisJbasedJonJ
hierarchicalJclusteringJofJgenomeWwideJfunctionalJlinkageJmapsXJNucleicgAcidsgResearchVJ2003VJa[VJeZggW[Zg20.1 46

89 qrystalJstructureJofJaJmajorJsecretedJproteinJofJ‘ycobacteriumJtuberculosisW‘”ÅdaJatJ[XcWoJ
resolutionXJProteingScienceVJ2002VJ[[VJ]ffeWga 6.3 32

88 ²tructuresJofJtheJtwoJarJdomainWswappedJR’aseJoJtrimersXJProteingScienceVJ2002VJ[[VJae[WfZ 6.3 96

87 uenomicJevidenceJthatJtheJintracellularJproteinsJofJarchaealJmicrobesJcontainJdisulfideJbondsXJ
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2002VJggVJgdegWfb 11.5 159

86
ÅheJdirectionalJatomicJsolvationJenergyhJanJatomWbasedJpotentialJforJtheJassignmentJofJproteinJ
sequencesJtoJknownJfoldsXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaVJ2002VJggVJ[dZb[Wd

11.5 27

85 ”roteinJinteractionshJtwoJmethodsJforJassessmentJofJtheJreliabilityJofJhighJthroughputJ
observationsXJMoleculargandgCellulargProteomicsVJ2002VJ[VJabgWcd 7.6 486

84 rescribingJbiologicalJproteinJinteractionsJinJtermsJofJproteinJstatesJandJstateJtransitionshJtheJ
ziverw”JdatabaseXJMoleculargandgCellulargProteomicsVJ2002VJ[VJ[ZbW[d 7.6 31

83 ÅheJÅpJstructuralJgenomicsJconsortiumhJprovidingJaJstructuralJfoundationJforJdrugJdiscoveryXJ
CurrentgDruggTargetsgInfectiousgDisordersVJ2002VJ]VJ[][Wb[ 60

(2002-2003)
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82
‘ulticopyJcrystallographicJrefinementJofJaJrelaxedJglutamineJsynthetaseJfromJ‘ycobacteriumJ
tuberculosisJhighlightsJflexibleJloopsJinJtheJenzymaticJmechanismJandJitsJregulationXJBiochemistryVJ
2002VJb[VJgfdaWe]

3.2 68

81 rw”VJtheJratabaseJofJwnteractingJ”roteinshJaJresearchJtoolJforJstudyingJcellularJnetworksJofJproteinJ
interactionsXJNucleicgAcidsgResearchVJ2002VJaZVJaZaWc 20.1 1196

80 arJdomainJswappinghJasJdomainsJcontinueJtoJswapXJProteingScienceVJ2002VJ[[VJ[]fcWgg 6.3 587

79 oJhierarchicJapproachJtoJtheJdesignJofJhexamericJhelicalJbarrelsXJJournalgofgMoleculargBiologyVJ2002VJ
a[gVJ]baWca 6.5 29

78 u₂₂₂uJandJu₂₂₂oJmotifsJstabilizeJtorJandJ’orR”SWbindingJRossmannJfoldsJthroughJqRalphaSWvXXXJ
“JhydrogenJbondsJandJvanJderJwaalsJinteractionsXJJournalgofgMoleculargBiologyVJ2002VJa]aVJdgWed 6.5 155

77 ‘otifWbasedJfoldJassignmentXJProteingScienceVJ2001VJ[ZVJ]bdZWg 6.3 6

76 ”roteinJinteractionJdatabasesXJCurrentgOpiniongingBiotechnologyVJ2001VJ[]VJaabWg 11.4 76

75 ²equenceWstructureJanalysisJofJtorWcontainingJproteinsXJProteingScienceVJ2001VJ[ZVJ[e[]W]f 6.3 355

74 oJdomainWswappedJR’aseJoJdimerJwithJimplicationsJforJamyloidJformationXJNaturegStructuralg
BiologyVJ2001VJfVJ][[Wb 216

73 pioinformaticJidentificationJofJpotentialJautocrineJsignalingJloopsJinJcancersJfromJgeneJexpressionJ
profilesXJNaturegGeneticsVJ2001VJ]gVJ]gcWaZZ 36.3 93

72
onJamyloidWformingJpeptideJfromJtheJyeastJprionJ²upacJrevealsJaJdehydratedJbetaWsheetJstructureJ
forJamyloidXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2001VJ
gfVJ]aecWfZ

11.5 327

71 ÅheJcrystalJstructureJofJaJheptamericJarchaealJ²mJproteinhJwmplicationsJforJtheJeukaryoticJsnR’”J
coreXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2001VJgfVJcca]We 11.5 91

70 ÅheJcrystalJstructureJofJphosphinothricinJinJtheJactiveJsiteJofJglutamineJsynthetaseJilluminatesJtheJ
mechanismJofJenzymaticJinhibitionXJBiochemistryVJ2001VJbZVJ[gZaW[] 3.2 128

69
onJinterfacialJmechanismJandJaJclassJofJinhibitorsJinferredJfromJtwoJcrystalJstructuresJofJtheJ
‘ycobacteriumJtuberculosisJaZJkraJmajorJsecretoryJproteinJRontigenJfcpSVJaJmycolylJtransferaseXJ
JournalgofgMoleculargBiologyVJ2001VJaZeVJde[Wf[

6.5 109

68 ÅhreeWdimensionalJclusterJanalysisJidentifiesJinterfacesJandJfunctionalJresidueJclustersJinJproteinsXJ
JournalgofgMoleculargBiologyVJ2001VJaZeVJ[bfeWcZ] 6.5 206

67
arJstructureJandJsignificanceJofJtheJu”hi₂₂uJhelixJpackingJmotifJinJtetramersJofJtheJs[betaJ
subunitJofJpyruvateJdehydrogenaseJfromJtheJarcheonJ”yrobaculumJaerophilumXJBiochemistryVJ2001VJ
bZVJ[bbfbWg]

3.2 19

66
ÅurningJaJreferenceJinsideWouthJqommentaryJonJanJarticleJbyJ²tevensJandJorkinJentitledhJâ��oreJ
membraneJproteinsJâ��insideWoutâ��Jproteinsmâ��JR”roteinsJ[gggiadh[acâ��[baSXJProteins:gStructuretgFunctiong
andgBioinformaticsVJ2000VJafVJ[][W[]]

4.2 16

65 ”roteinJfunctionJinJtheJpostWgenomicJeraXJNatureVJ2000VJbZcVJf]aWd 50.4 590

David Eisenberg
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64 ²tructureWfunctionJrelationshipsJofJglutamineJsynthetasesXJBBAgugProteinsgandgProteomicsVJ2000VJ
[beeVJ[]]Wbc 276

63 ÅheJ[XeJoJcrystalJstructureJofJp”whJaJstudyJofJhowJtwoJdissimilarJaminoJacidJsequencesJcanJadoptJtheJ
sameJfoldXJJournalgofgMoleculargBiologyVJ2000VJ]ggVJ[Z[gWab 6.5 44

62 qharacterizationJofJhighWorderJdiphtheriaJtoxinJoligomersXJBiochemistryVJ2000VJagVJ[cgZ[Wg 3.2 21

61 ”reliminaryJcrystallographicJstudiesJonJglutamineJsynthetaseJfromJ‘ycobacteriumJtuberculosisXJ
ActagCrystallographicagSectiongD:gBiologicalgCrystallographyVJ1999VJccVJfdcWf 4

60 oJcombinedJalgorithmJforJgenomeWwideJpredictionJofJproteinJfunctionXJNatureVJ1999VJbZ]VJfaWd 50.4 773

59 ”ackedJproteinJbilayersJinJtheJZXgZJoJresolutionJstructureJofJaJdesignedJalphaJhelicalJbundleXJ
ProteingScienceVJ1999VJfVJ[bZZWg 6.3 34

58 qentrosymmetricJbilayersJinJtheJZXecJoJresolutionJstructureJofJaJdesignedJalphaWhelicalJpeptideVJ
rVzWolphaW[XJProteingScienceVJ1999VJfVJ[b[ZW]] 6.3 41

57 retectingJproteinJfunctionJandJproteinWproteinJinteractionsJfromJgenomeJsequencesXJScienceVJ1999
VJ]fcVJec[Wa 33.3 1397

56
ÅheJthreeWdimensionalJstructureJofJhumanJbactericidalYpermeabilityWincreasingJproteinhJ
implicationsJforJunderstandingJproteinWlipopolysaccharideJinteractionsXJBiochemicalgPharmacologyVJ
1999VJceVJ]]cWg

6 44

55 ”redictingJstructuresJforJgenomeJproteinsXJCurrentgOpiniongingStructuralgBiologyVJ1999VJgVJ]ZfW[[ 8.1 49

54 oJcensusJofJproteinJrepeatsXJJournalgofgMoleculargBiologyVJ1999VJ]gaVJ[c[WdZ 6.5 313

53 ²ubunitJasymmetryJinJtheJthreeWdimensionalJstructureJofJaJhumanJquβn²“rJmutantJfoundJinJ
familialJamyotrophicJlateralJsclerosisXJProteingScienceVJ1998VJeVJcbcWcc 6.3 90

52 ÅheJp”wYzp”JfamilyJofJproteinshJaJstructuralJanalysisJofJconservedJregionsXJProteingScienceVJ1998VJeVJgZdW[b6.3 107

51 retectingJdistantJrelativesJofJmammalianJz”²WbindingJandJlipidJtransportJproteinsXJProteingScienceVJ
1998VJeVJ[dbaWd 6.3 36

50 qrystalJstructureJofJhumanJp”wJandJtwoJboundJphospholipidsJatJ]XbJangstromJresolutionXJScienceVJ
1997VJ]edVJ[fd[Wb 33.3 317

49 oJarW[rJsubstitutionJmatrixJforJproteinJfoldJrecognitionJthatJincludesJpredictedJsecondaryJ
structureJofJtheJsequenceXJJournalgofgMoleculargBiologyVJ1997VJ]deVJ[Z]dWaf 6.5 144

48 ösRwtαarhJassessmentJofJproteinJmodelsJwithJthreeWdimensionalJprofilesXJMethodsgingEnzymologyVJ
1997VJ]eeVJagdWbZb 1.7 1402

47 ÅheJcrystalJstructureJofJtheJdesignedJtrimericJcoiledJcoilJcoilWöazdhJimplicationsJforJengineeringJ
crystalsJandJsupramolecularJassembliesXJProteingScienceVJ1997VJdVJfZWf 6.3 128

(1997-2000)
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46 toldJassignmentsJforJaminoJacidJsequencesJofJtheJqo²”]JexperimentXJProteins:gStructuretgFunctiong
andgBioinformaticsVJ1997VJ]gVJ[[aW[]] 4.2 16

45 ånusualJconformationJofJnicotinamideJadenineJdinucleotideJR’orSJboundJtoJdiphtheriaJtoxinhJaJ
comparisonJwithJ’orJboundJtoJtheJoxidoreductaseJenzymesXJProteingScienceVJ1997VJdVJ]ZfbWgd 6.3 51

44 ossigningJaminoJacidJsequencesJtoJaWdimensionalJproteinJfoldsXJFASEBgJournalVJ1996VJ[ZVJ[]dWad 0.9 87

43 qrystallizationJofJaJdesignedJpeptideJfromJaJmoltenJglobuleJensembleXJFoldinggngDesignVJ1996VJ[VJceWdb 22

42 oJstudyJofJcombinedJstructureYsequenceJprofilesXJFoldinggngDesignVJ1996VJ[VJbc[Wd[ 40

41 ”roteinJfoldJrecognitionJusingJsequenceWderivedJpredictionsXJProteingScienceVJ1996VJcVJgbeWcc 6.3 279

40 oJmissingJlinkJinJcupredoxinshJcrystalJstructureJofJcucumberJstellacyaninJatJ[XdJoJresolutionXJProteing
ScienceVJ1996VJcVJ][ecWfa 6.3 162

39 zocalJmoveshJanJefficientJalgorithmJforJsimulationJofJproteinJfoldingXJProteins:gStructuretgFunctiong
andgBioinformaticsVJ1995VJ]aVJeaWf] 4.2 58

38 qrystallizationJofJtheJchaperoneJproteinJ²ecpXJProteingScienceVJ1995VJbVJ[dc[Wa 6.3 4

37 riscoveryJofJtheJammoniumJsubstrateJsiteJonJglutamineJsynthetaseVJaJthirdJcationJbindingJsiteXJ
ProteingScienceVJ1995VJbVJ]acfWdc 6.3 82

36 arJdomainJswappinghJaJmechanismJforJoligomerJassemblyXJProteingScienceVJ1995VJbVJ]bccWdf 6.3 678

35 qrystalJstructureJofJtheJunactivatedJribuloseJ[VcWbisphosphateJcarboxylaseYoxygenaseJcomplexedJ
withJaJtransitionJstateJanalogVJ]WcarboxyWrWarabinitolJ[VcWbisphosphateXJProteingScienceVJ1994VJaVJdbWg 6.3 22

34 ÅheJthreeWdimensionalJprofileJmethodJusingJresidueJpreferenceJasJaJcontinuousJfunctionJofJresidueJ
environmentXJProteingScienceVJ1994VJaVJdfeWgc 6.3 35

33 RefinedJstructureJofJdimericJdiphtheriaJtoxinJatJ]XZJoJresolutionXJProteingScienceVJ1994VJaVJ[bbbWda 6.3 161

32 RefinedJstructureJofJmonomericJdiphtheriaJtoxinJatJ]XaJoJresolutionXJProteingScienceVJ1994VJaVJ[bdbWec 6.3 172

31 ‘axJ”erutzQsJachievementshJhowJdidJheJdoJitmXJProteingScienceVJ1994VJaVJ[d]cWf 6.3 15

30 ²tructuralJmodelJforJtheJreactionJmechanismJofJglutamineJsynthetaseVJbasedJonJfiveJcrystalJ
structuresJofJenzymeWsubstrateJcomplexesXJBiochemistryVJ1994VJaaVJdecWf[ 3.2 107

29 wnteractionsJofJnucleotidesJwithJfullyJunadenylylatedJglutamineJsynthetaseJfromJ²almonellaJ
typhimuriumXJBiochemistryVJ1994VJaaVJ[[[fbWf 3.2 42
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28 oJmodelJforJoxidativeJmodificationJofJglutamineJsynthetaseVJbasedJonJcrystalJstructuresJofJmutantJ
v]dg’JandJtheJoxidizedJenzymeXJBiochemistryVJ1993VJa]VJegggWfZZa 3.2 49

27 wnvertedJproteinJstructureJpredictionXJCurrentgOpiniongingStructuralgBiologyVJ1993VJaVJbaeWbbb 8.1 65

26 sxtendingJtheJdiffractionJlimitJofJproteinJcrystalshJtheJexampleJofJglutamineJsynthetaseJfromJ
²almonellaJtyphimuriumJinJtheJpresenceJofJitsJcofactorJoÅ”XJProteingScienceVJ1993VJ]VJbeZW[ 6.3 5

25 qrystalJstructureJofJactivatedJtobaccoJrubiscoJcomplexedJwithJtheJreactionWintermediateJanalogueJ
]WcarboxyWarabinitolJ[VcWbisphosphateXJProteingScienceVJ1993VJ]VJ[[adWbd 6.3 54

24 refensinsJpromoteJfusionJandJlysisJofJnegativelyJchargedJmembranesXJProteingScienceVJ1993VJ]VJ[aZ[W[] 6.3 138

23 otomicJsolvationJparametersJappliedJtoJmolecularJdynamicsJofJproteinsJinJsolutionXJProteingScienceVJ
1992VJ[VJ]]eWac 6.3 453

22 ÅhermodynamicsJofJmelittinJtetramerizationJdeterminedJbyJcircularJdichroismJandJimplicationsJforJ
proteinJfoldingXJProteingScienceVJ1992VJ[VJdb[Wca 6.3 69

21 ₂WrayJgradeJcrystalsJofJaJdesignedJalphaWhelicalJcoiledJcoilXJProteingScienceVJ1992VJ[VJgcdWe 6.3 11

20 oJmolecularJmodelJforJmembraneJfusionJbasedJonJsolutionJstudiesJofJanJamphiphilicJpeptideJfromJ
vwöJgpb[XJProteingScienceVJ1992VJ[VJ[bcbWdb 6.3 40

19 ossessmentJofJproteinJmodelsJwithJthreeWdimensionalJprofilesXJNatureVJ1992VJacdVJfaWc 50.4 2511

18
²econdaryJstructureWbasedJprofileshJuseJofJstructureWconservingJscoringJtablesJinJsearchingJproteinJ
sequenceJdatabasesJforJstructuralJsimilaritiesXJProteins:gStructuretgFunctiongandgBioinformaticsVJ1991
VJ[ZVJ]]gWag

4.2 135

17 ÅheJmostJhighlyJamphiphilicJalphaWhelicesJincludeJtwoJaminoJacidJsegmentsJinJhumanJ
immunodeficiencyJvirusJglycoproteinJb[XJBiopolymersVJ1990VJ]gVJ[e[We 2.2 103

16 ”rofileJanalysisXJMethodsgingEnzymologyVJ1990VJ[faVJ[bdWcg 1.7 234

15 ²lidingWlayerJconformationalJchangeJlimitedJbyJtheJquaternaryJstructureJofJplantJRupisq“XJNatureVJ
1987VJa]gVJacbWd 50.4 83

14 vydrophobicityJandJamphiphilicityJinJproteinJstructureXJJournalgofgCellulargBiochemistryVJ1986VJa[VJ[[We 4.7 61

13 ÅheJdesignVJsynthesisVJandJcrystallizationJofJanJalphaWhelicalJpeptideXJProteins:gStructuretgFunctiong
andgBioinformaticsVJ1986VJ[VJ[dW]] 4.2 121

12 ²olvationJenergyJinJproteinJfoldingJandJbindingXJNatureVJ1986VJa[gVJ[ggW]Za 50.4 1673

11 ’ovelJsubunitWsubunitJinteractionsJinJtheJstructureJofJglutamineJsynthetaseXJNatureVJ1986VJa]aVJaZbWg 50.4 282

(1986-1993)
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10 ÅheJhelicalJhydrophobicJmomenthJaJmeasureJofJtheJamphiphilicityJofJaJhelixXJNatureVJ1982VJ]ggVJae[Wb 50.4 895

9 ÅheJquriesQJ’obelJ”rizesXJScienceVJ1982VJ][cVJabfWabf 33.3

8 ossessmentJofJtheJeffectsJofJtransthyretinJpeptideJinhibitorsJinrrosophilamodelsJofJneuropathicJoÅÅR 1

7 oJstructureWbasedJmodelJforJtheJelectrostaticJinteractionJofJtheJ’WterminusJofJproteinJtauJwithJtheJ
fibrilJcoreJofJolzheimerâ��sJriseaseJfilaments 1

6 qryoWs‘J²tructuresJofJtourJ”olymorphicJÅr”WbaJomyloidJqores 1

5 ÅheJcryos‘JstructureJofJtheJfibrilWformingJlowWcomplexityJdomainJofJhnR’”o]JrevealsJdistinctJ
differencesJfromJpathogenicJamyloidJandJshowsJhowJmutationJconvertsJitJtoJtheJpathogenicJform 1

4 ÅheJprevalenceJandJdistributionJinJgenomesJofJlowWcomplexityVJamyloidWlikeVJreversibleVJkinkedJ
segmentJRzoRy²SVJaJcommonJstructuralJmotifJinJamyloidWlikeJfibrils 2

3 sxploringJ‘echanismsJofJwnhibitionJofJomyloidJ²eedingJofJÅransthyretin 1

2 qryoWs‘JstructuresJofJ˛–WsynucleinJfibrilsJwithJtheJvcZ–JhereditaryJmutationJrevealJnewJpolymorphs 2

1 wdentifyingJamyloidWrelatedJdiseasesJbyJmappingJmutationsJinJlowWcomplexityJproteinJdomainsJtoJ
pathologiesXJNaturegStructuralgandgMoleculargBiologyV 17.6 1
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