
Piotr A Mieczkowski

ListiofiPublicationsibyiCitations

Source:ihttps:yyexalyxcomyauthorwpdfy8338556ypiotrwawmieczkowskiwpublicationswbywcitationsxpdf

Version:i2z24wz4w27i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyxcomxiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovex

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticlex

121
papers

13,196
citations

56
h-index

114
g-index

135
ext. papers

16,864
ext. citations

13.6
avg, IF

5.67
L-index



l Paper IF Citations

121 womprehensiveMandMδntegrativeMβenomicMwharacterizationMofMγepatocellularMwarcinomabMCellYM2017YM
ejmYMegfkaeghebefg 56.2 1125

120 δntegratedMβenomicMwharacterizationMofMPancreaticMxuctalMudenocarcinomabMCancergCellYM2017YMgfYMeliafdgbeeg24.3 896

119 MapSplicenMaccurateMmappingMofMRNuaseqMreadsMforMspliceMjunctionMdiscoverybMNucleicgAcidsgResearchYM
2010YMglYMeekl 20.1 762

118 PracticalMinnovationsMforMhighathroughputMampliconMsequencingbMNaturegMethodsYM2013YMedYMmmmaeddf 21.6 461

117 womprehensiveMandMδntegratedMβenomicMwharacterizationMofMudultMSoftMTissueMSarcomasbMCellYM2017YM
ekeYMmidamjibefl 56.2 451

116 uMmapMofMopenMchromatinMinMhumanMpancreaticMisletsbMNaturegGeneticsYM2010YMhfYMfiiam 36.3 435

115 βeneticMheterogeneityMofMdiffuseMlargeMvacellMlymphomabMProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaYM2013YMeedYMegmlahdg 11.5 419

114 δntegrativeMunalysisMδdentifiesMzourMMolecularMandMwlinicalMSubsetsMinMUvealMMelanomabMCancergCellYM
2017YMgfYMfdhaffdbeei 24.3 391

113 NucleosomeMdynamicsMdefineMtranscriptionalMenhancersbMNaturegGeneticsYM2010YMhfYMghgak 36.3 382

112 RootMmicrobiotaMdriveMdirectMintegrationMofMphosphateMstressMandMimmunitybMNatureYM2017YMihgYMiegaiel 50.4 369

111 womprehensiveMMolecularMwharacterizationMofMPheochromocytomaMandMParagangliomabMCancergCellYM
2017YMgeYMeleaemg 24.3 350

110 womprehensiveMPanaβenomicMwharacterizationMofMudrenocorticalMwarcinomabMCancergCellYM2016YMfmYMkfgakgj24.3 324

109 wlusteredMmutationsMinMyeastMandMinMhumanMcancersMcanMariseMfromMdamagedMlongMsingleastrandMxNuM
regionsbMMoleculargCellYM2012YMhjYMhfhagi 17.6 302

108 uMwomprehensiveMPanawancerMMolecularMStudyMofMβynecologicMandMvreastMwancersbMCancergCellYM2018
YMggYMjmdakdibem 24.3 277

107 unalysisMofMtheMgenomeMandMtranscriptomeMofMwryptococcusMneoformansMvarbMgrubiiMrevealsMcomplexM
RNuMexpressionMandMmicroevolutionMleadingMtoMvirulenceMattenuationbMPLoSgGeneticsYM2014YMedYMeeddhfje6 260

106 unMuPOvywguMhypermutationMsignatureMisMdistinguishableMfromMtheMsignatureMofMbackgroundM
mutagenesisMbyMuPOvywgvMinMhumanMcancersbMNaturegGeneticsYM2015YMhkYMedjkakf 36.3 238

105 womparativeMMolecularMunalysisMofMβastrointestinalMudenocarcinomasbMCancergCellYM2018YMggYMkfeakgibel 24.3 228
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104 δntegratedMMolecularMwharacterizationMofMUterineMwarcinosarcomabMCancergCellYM2017YMgeYMheeahfg 24.3 210

103 βenomeMstructureMofMaMSaccharomycesMcerevisiaeMstrainMwidelyMusedMinMbioethanolMproductionbM
GenomegResearchYM2009YMemYMffilakd 9.7 186

102 xoubleastrandMbreaksMassociatedMwithMrepetitiveMxNuMcanMreshapeMtheMgenomebMProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2008YMediYMeelhiaid 11.5 183

101 PerspectiveMonMOncogenicMProcessesMatMtheMyndMofMtheMveginningMofMwancerMβenomicsbMCellYM2018YM
ekgYMgdiagfdbeed 56.2 166

100 TheMδntegratedMβenomicMLandscapeMofMThymicMypithelialMTumorsbMCancergCellYM2018YMggYMfhhafilbeed 24.3 150

99 SiteaspecificMsilencingMofMregulatoryMelementsMasMaMmechanismMofMXMinactivationbMCellYM2012YMeieYMmieajg 56.2 141

98 βenusaWideMwomparativeMβenomicsMofMMalasseziaMxelineatesMδtsMPhylogenyYMPhysiologyYMandMNicheM
udaptationMonMγumanMSkinbMPLoSgGeneticsYM2015YMeeYMeeddijeh 6 140

97 yssentialMRolesMforMPolymeraseM˛‚aMediatedMyndMθoiningMinMtheMRepairMofMwhromosomeMvreaksbM
MoleculargCellYM2016YMjgYMjjfajkg 17.6 135

96 TrackingMreplicationMenzymologyMinMvivoMbyMgenomeawideMmappingMofMribonucleotideMincorporationbM
NaturegStructuralgandgMoleculargBiologyYM2015YMffYMeliame 17.6 127

95 TheMpatternMofMgeneMamplificationMisMdeterminedMbyMtheMchromosomalMlocationMofMhairpinacappedM
breaksbMCellYM2006YMefiYMeflgamj 56.2 127

94 vreakainducedMreplicationMisMaMsourceMofMmutationMclustersMunderlyingMkataegisbMCellgReportsYM2014YMkYMejhdaejhl10.6 121

93 βeneMexpressionMdivergenceMinMyeastMisMcoupledMtoMevolutionMofMxNuaencodedMnucleosomeM
organizationbMNaturegGeneticsYM2009YMheYMhglahi 36.3 121

92 uPOvywguMandMuPOvywgvMPreferentiallyMxeaminateMtheMLaggingMStrandMTemplateMduringMxNuM
ReplicationbMCellgReportsYM2016YMehYMefkgaeflf 10.6 118

91 UVuMgeneratesMpyrimidineMdimersMinMxNuMdirectlybMBiophysicalgJournalYM2009YMmjYMeeieal 2.9 118

90 UnisexualMandMheterosexualMmeioticMreproductionMgenerateManeuploidyMandMphenotypicMdiversityMdeM
novoMinMtheMyeastMwryptococcusMneoformansbMPLoSgBiologyYM2013YMeeYMeeddejig 9.7 113

89 γeterogeneousMpolymeraseMfidelityMandMmismatchMrepairMbiasMgenomeMvariationMandMcompositionbM
GenomegResearchYM2014YMfhYMekieajh 9.7 111

88 RecombinationMbetweenMretrotransposonsMasMaMsourceMofMchromosomeMrearrangementsMinMtheMyeastM
SaccharomycesMcerevisiaebMDNAgRepairYM2006YMiYMededafd 4.3 107

87 wlinicalMSequencingMyxploratoryMResearchMwonsortiumnMucceleratingMyvidenceavasedMPracticeMofM
βenomicMMedicinebMAmericangJournalgofgHumangGeneticsYM2016YMmlYMedieaedjj 11 107

(2016-2017)
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86 untifungalMdrugMresistanceMevokedMviaMRNuiadependentMepimutationsbMNatureYM2014YMiegYMiiial 50.4 98

85 βenomicMinsightsMintoMtheMatopicMeczemaaassociatedMskinMcommensalMyeastMMalasseziaMsympodialisbM
MBioYM2013YMhYMeddikfaef 7.8 89

84 PrimerMδxMValidatesMTemplateMSamplingMxepthMandMβreatlyMReducesMtheMyrrorMRateMofM
NextaβenerationMSequencingMofMγδVaeMβenomicMRNuMPopulationsbMJournalgofgVirologyYM2015YMlmYMlihdaii 6.6 85

83 uMPanawancerMunalysisMRevealsMγighazrequencyMβeneticMulterationsMinMMediatorsMofMSignalingMbyMtheM
Tβza˛†MSuperfamilybMCellgSystemsYM2018YMkYMhffahgkbek 10.6 85

82 MuPgKhcwvParegulatedMγfvMacetylationMcontrolsMepithelialamesenchymalMtransitionMinMtrophoblastM
stemMcellsbMCellgStemgCellYM2011YMlYMifiagk 18 84

81 γigharesolutionMtranscriptMprofilingMofMtheMatypicalMbiotrophicMinteractionMbetweenMTheobromaM
cacaoMandMtheMfungalMpathogenMMoniliophthoraMperniciosabMPlantgCellYM2014YMfjYMhfhiajm 11.6 83

80 βeneticMregulationMofMtelomereatelomereMfusionsMinMtheMyeastMSaccharomycesMcerevisaebMProceedingsg
ofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2003YMeddYMedliham 11.5 83

79 unalysisMofMaMfoodaborneMfungalMpathogenMoutbreaknMvirulenceMandMgenomeMofMaMMucorMcircinelloidesM
isolateMfromMyogurtbMMBioYM2014YMiYMedegmdaeh 7.8 82

78 whromosomeMfragilityMatMβuuMtractsMinMyeastMdependsMonMrepeatMorientationMandMrequiresMmismatchM
repairbMEMBOgJournalYM2008YMfkYMflmjamdj 13 81

77 TheMgenomeMsequenceMofMLeishmaniaMULeishmaniaVMamazonensisnMfunctionalMannotationMandM
extendedManalysisMofMgeneMmodelsbMDNAgResearchYM2013YMfdYMijkale 4.5 79

76 βenomeawideMmodelMforMtheMnormalMeukaryoticMxNuMreplicationMforkbMProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2010YMedkYMekjkham 11.5 76

75 PseudomonasMsyringaeMTypeMδδδMyffectorMγopvveMPromotesMγostMTranscriptionalMRepressorM
xegradationMtoMRegulateMPhytohormoneMResponsesMandMVirulencebMCellgHostgandgMicrobeYM2017YMfeYMeijaejl23.4 74

74
βenomeMandMsecretomeManalysisMofMtheMhemibiotrophicMfungalMpathogenYMMoniliophthoraMroreriYM
whichMcausesMfrostyMpodMrotMdiseaseMofMcacaonMmechanismsMofMtheMbiotrophicMandMnecrotrophicM
phasesbMBMCgGenomicsYM2014YMeiYMejh

4.5 69

73 wryptococcusMgattiiMVβδδδMisolatesMcausingMinfectionsMinMγδVcuδxSMpatientsMinMSouthernMwalifornianM
identificationMofMtheMlocalMenvironmentalMsourceMasMarborealbMPLoSgPathogensYM2014YMedYMeeddhfli 7.6 65

72 TheMoncogenicMpotentialMofMvKapolyomavirusMisMlinkedMtoMviralMintegrationMintoMtheMhumanMgenomebM
JournalgofgPathologyYM2015YMfgkYMgkmalm 9.4 64

71
LossMofMaMhistoneMdeacetylaseMdramaticallyMaltersMtheMgenomicMdistributionMofMSpoeepacatalyzedM
xNuMbreaksMinMSaccharomycesMcerevisiaebMProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaYM2007YMedhYMgmiiajd

11.5 64

70 γighlyMrecombinantMVβδδMwryptococcusMgattiiMpopulationMdevelopsMclonalMoutbreakMclustersMthroughM
bothMsexualMmacroevolutionMandMasexualMmicroevolutionbMMBioYM2014YMiYMedehmhaeh 7.8 63

69 ylucidationMofMtheMcalcineurinawrzeMstressMresponseMtranscriptionalMnetworkMinMtheMhumanMfungalM
pathogenMwryptococcusMneoformansbMPLoSgGeneticsYM2017YMegYMeeddjjjk 6 60
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68 βenomeawideMmapsMofMalkylationMdamageYMrepairYMandMmutagenesisMinMyeastMrevealMmechanismsMofM
mutationalMheterogeneitybMGenomegResearchYM2017YMfkYMejkhaejlh 9.7 58

67 γigharesolutionMgenomeawideManalysisMofMirradiatedMUUVMandM˛‡araysVMdiploidMyeastMcellsMrevealsMaMhighM
frequencyMofMgenomicMlossMofMheterozygosityMULOγVMeventsbMGeneticsYM2012YMemdYMefjkalh 4 56

66
βlobalManalysisMofMtheMrelationshipMbetweenMtheMbindingMofMtheMvasepMtranscriptionMfactorMandM
meiosisaspecificMdoubleastrandMxNuMbreaksMinMSaccharomycesMcerevisiaebMMoleculargandgCellularg
BiologyYM2006YMfjYMedehafk

4.8 56

65 TheMδmpactMofMynvironmentalMandMyndogenousMxamageMonMSomaticMMutationMLoadMinMγumanMSkinM
zibroblastsbMPLoSgGeneticsYM2016YMefYMeeddjgli 6 55

64 TheMfidelityMofMtheMligationMstepMdeterminesMhowMendsMareMresolvedMduringMnonhomologousMendM
joiningbMNaturegCommunicationsYM2014YMiYMhflj 17.4 52

63 βeneMcopyanumberMvariationMinMhaploidMandMdiploidMstrainsMofMtheMyeastMSaccharomycesMcerevisiaebM
GeneticsYM2013YMemgYMklialde 4 52

62 yssentialMroleMforMpolymeraseMspecializationMinMcellularMnonhomologousMendMjoiningbMProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2015YMeefYMyhigkahi 11.5 50

61 UnisexualMreproductionMdrivesMmeioticMrecombinationMandMphenotypicMandMkaryotypicMplasticityMinM
wryptococcusMneoformansbMPLoSgGeneticsYM2014YMedYMeeddhlhm 6 46

60 δntercellularMwommunicationMbetweenMuirwayMypithelialMwellsMδsMMediatedMbyMyxosomeaLikeMVesiclesbM
AmericangJournalgofgRespiratorygCellgandgMoleculargBiologyYM2019YMjdYMfdmaffd 5.7 46

59 xetectingMultravioletMdamageMinMsingleMxNuMmoleculesMbyMatomicMforceMmicroscopybMBiophysicalg
JournalYM2007YMmgYMekilajk 2.9 45

58 SaccharomycesMcerevisiaeMtranscriptionalMreprogramingMdueMtoMbacterialMcontaminationMduringM
industrialMscaleMbioethanolMproductionbMMicrobialgCellgFactoriesYM2015YMehYMeg 6.4 42

57 TheMcompactMchromatinMstructureMofMaMTyMrepeatedMsequenceMsuppressesMrecombinationMhotspotM
activityMinMSaccharomycesMcerevisiaebMMoleculargCellYM2004YMeiYMffeage 17.6 40

56 PolyglutamineMtoxicityMisMcontrolledMbyMprionMcompositionMandMgeneMdosageMinMyeastbMPLoSgGeneticsYM
2012YMlYMeeddfjgh 6 39

55 TheMproductMofMtheMxNuMdamageainducibleMgeneMofMSaccharomycesMcerevisiaeYMxδNkYMspecificallyM
functionsMinMmitochondriabMGeneticsYM2000YMeihYMkgale 4 38

54 TheMhistoneMmethylaseMSetfpMandMtheMhistoneMdeacetylaseMRpdgpMrepressMmeioticMrecombinationMatM
theMγδShMmeioticMrecombinationMhotspotMinMSaccharomycesMcerevisiaebMDNAgRepairYM2008YMkYMefmlagdl 4.3 37

53 βlobalManalysisMofMgenomicMinstabilityMcausedMbyMxNuMreplicationMstressMinMSaccharomycesMcerevisiaebM
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2016YMeegYMyleehaylefe11.5 36

52
xengueMtypeMeMvirusesMcirculatingMinMhumansMareMhighlyMinfectiousMandMpoorlyMneutralizedMbyMhumanM
antibodiesbMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2019YM
eejYMffkafgf

11.5 35

51 xamageainducedMlocalizedMhypermutabilitybMCellgCycleYM2011YMedYMedkgali 4.7 34

(2011-2017)
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50 whronicMoxidativeMxNuMdamageMdueMtoMxNuMrepairMdefectsMcausesMchromosomalMinstabilityMinM
SaccharomycesMcerevisiaebMMoleculargandgCellulargBiologyYM2008YMflYMihgfahi 4.8 34

49 TupeMstabilizesMpromoterMnucleosomeMpositioningMandMoccupancyMatMtranscriptionallyMplasticMgenesbM
NucleicgAcidsgResearchYM2011YMgmYMlldgaem 20.1 33

48 fourSignMaMmethodMforMdeterminingMchromosomalMinteractionsMinMhwaSeqMdatabMNucleicgAcidsgResearchYM
2014YMhfYMejl 20.1 32

47 whromatinMarchitecturesMatMfissionMyeastMtranscriptionalMpromotersMandMreplicationMoriginsbMNucleicg
AcidsgResearchYM2012YMhdYMkekjalm 20.1 32

46 yvaluatingMtheManalyticalMvalidityMofMcirculatingMtumorMxNuMsequencingMassaysMforMprecisionM
oncologybMNaturegBiotechnologyYM2021YMgmYMeeeiaeefl 44.5 31

45
βenesMacquiredMbyMhorizontalMtransferMareMpotentiallyMinvolvedMinMtheMevolutionMofM
phytopathogenicityMinMMoniliophthoraMperniciosaMandMMoniliophthoraMroreriYMtwoMofMtheMmajorM
pathogensMofMcacaobMJournalgofgMoleculargEvolutionYM2010YMkdYMliamk

3.1 30

44 QuantitativeManalysisMofMfocusedMaatoaδMRNuMeditingMsitesMbyMultraahighathroughputMsequencingMinM
psychiatricMdisordersbMPLoSgONEYM2012YMkYMehgffk 3.7 29

43 ussessingMserotoninMreceptorMmRNuMeditingMfrequencyMbyMaMnovelMultraMhighathroughputMsequencingM
methodbMNucleicgAcidsgResearchYM2010YMglYMeeel 20.1 29

42 TheMfungalMpathogenMMoniliophthoraMperniciosaMhasMgenesMsimilarMtoMplantMPRaeMthatMareMhighlyM
expressedMduringMitsMinteractionMwithMcacaobMPLoSgONEYM2012YMkYMehimfm 3.7 26

41 MultiplexMampliconMsequencingMforMmicrobeMidentificationMinMcommunityabasedMcultureMcollectionsbM
ScientificgReportsYM2016YMjYMfmihg 4.9 26

40 XylemMtranscriptionMprofilesMindicateMpotentialMmetabolicMresponsesMforMeconomicallyMrelevantM
characteristicsMofMyucalyptusMspeciesbMBMCgGenomicsYM2013YMehYMfde 4.5 25

39 uPOvywgvMcytidineMdeaminaseMtargetsMtheMnonatranscribedMstrandMofMtRNuMgenesMinMyeastbMDNAg
RepairYM2017YMigYMhaeh 4.3 23

38 zragileMxNuMmotifsMtriggerMmutagenesisMatMdistantMchromosomalMlociMinMsaccharomycesMcerevisiaebM
PLoSgGeneticsYM2013YMmYMeeddgiie 6 23

37 LowMlevelsMofMxNuMpolymeraseMalphaMinduceMmitoticMandMmeioticMinstabilityMinMtheMribosomalMxNuM
geneMclusterMofMSaccharomycesMcerevisiaebMPLoSgGeneticsYM2008YMhYMeedddedi 6 21

36 NanoscaleMdetectionMofMionizingMradiationMdamageMtoMxNuMbyMatomicMforceMmicroscopybMSmallYM2008YM
hYMfllamh 11 20

35 RepairMofMmultipleMsimultaneousMdoubleastrandMbreaksMcausesMburstsMofMgenomeawideMclusteredM
hypermutationbMPLoSgBiologyYM2019YMekYMegdddhjh 9.7 19

34 TheMmitochondrialMgenomeMofMMoniliophthoraMroreriYMtheMfrostyMpodMrotMpathogenMofMcacaobMFungalg
BiologyYM2012YMeejYMiieajf 2.8 19

33 wavitationMynhancingMNanodropletsMMediateMyfficientMxNuMzragmentationMinMaMvenchMTopM
UltrasonicMWaterMvathbMPLoSgONEYM2015YMedYMedeggdeh 3.7 18
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32 SpecificMmodulationMofMtheMrootMimmuneMsystemMbyMaMcommunityMofMcommensalMbacteriabM
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2021YMeelYM 11.5 17

31 uMMutationMinMtheMvorcskMSubunitMofMtheMLysosomeMRegulatoryMvORwMwomplexMResultsMinMMotorM
xeficitsMandMxystrophicMuxonopathyMinMMicebMCellgReportsYM2018YMfhYMefihaefji 10.6 16

30 RepairMofMbaseMdamageMwithinMbreakainducedMreplicationMintermediatesMpromotesMkataegisM
associatedMwithMchromosomeMrearrangementsbMNucleicgAcidsgResearchYM2019YMhkYMmjjjamjlh 20.1 14

29 yxpressionMofMUMPeMisMinducibleMbyMxNuMdamageMandMrequiredMforMresistanceMofMSbMcerevisiaeMcellsMtoM
UVMlightbMCurrentgGeneticsYM2000YMglYMigam 2.9 14

28 MutationMsignaturesMspecificMtoMxNuMalkylatingMagentsMinMyeastMandMcancersbMNucleicgAcidsgResearchYM
2020YMhlYMgjmfagkdk 20.1 13

27 uMnativeMandManMinvasiveMduneMgrassMshareMsimilarYMpatchilyMdistributedYMrootaassociatedMfungalM
communitiesbMFungalgEcologyYM2016YMfgYMeheaeii 4.1 13

26 yvidenceMforMlocalMregulatoryMcontrolMofMescapeMfromMimprintedMXMchromosomeMinactivationbM
GeneticsYM2014YMemkYMkeiafg 4 13

25 LongMtransposonarichMcentromeresMinManMoomyceteMrevealMdivergenceMofMcentromereMfeaturesMinM
StramenopilaaulveolataaRhizariaMlineagesbMPLoSgGeneticsYM2020YMejYMeeddljhj 6 12

24 SeparatingMxNuMwithMdifferentMtopologiesMbyMatomicMforceMmicroscopyMinMcomparisonMwithMgelM
electrophoresisbMJournalgofgPhysicalgChemistrygBYM2010YMeehYMefejfai 3.4 10

23 TheMtwoafacedMnatureMofMvKMpolyomavirusnMlyticMinfectionMorMnonalyticMlargeaTapositiveMcarcinomabM
JournalgofgPathologyYM2018YMfhjYMkaee 9.4 10

22 udaptationMandMselectionMshapeMclonalMevolutionMofMtumorsMduringMresidualMdiseaseMandMrecurrencebM
NaturegCommunicationsYM2020YMeeYMidek 17.4 9

21 uMwaseMStudyMofMβenomicMδnstabilityMinManMδndustrialMStrainMofbMG3:gGenesvgGenomesvgGeneticsYM2018YMlYMgkdgagkeg3.2 9

20 ScatteredMfarMandMwidenMuMbroadlyMdistributedMtemperateMduneMgrassMfindsMfamiliarMfungalMrootM
associatesMinMitsMinvasiveMrangebMSoilgBiologygandgBiochemistryYM2017YMeefYMekkaemd 7.5 6

19
WholeMβenomeMSequenceMunalysisMofMMutationsMuccumulatedMinMYeastMStrainsMwithMxefectsMinMtheM
ProcessingMofMOkazakiMzragmentsMδndicatesMTemplateaSwitchingMyventsbMG3:gGenesvgGenomesvg
GeneticsYM2017YMkYMgkkiagklk

3.2 6

18
zlavonoidMsupplementationMaffectsMtheMexpressionMofMgenesMinvolvedMinMcellMwallMformationMandM
lignificationMmetabolismMandMincreasesMsugarMcontentMandMsaccharificationMinMtheMfastagrowingM
eucalyptusMhybridMybMurophyllaMxMybMgrandisbMBMCgPlantgBiologyYM2014YMehYMgde

5.3 6

17 wharacterizationMofMsystemicMgenomicMinstabilityMinMbuddingMyeastbMProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2020YMeekYMflffeaflfge 11.5 6

16 wrossaoncopanelMstudyMrevealsMhighMsensitivityMandMaccuracyMwithMoverallManalyticalMperformanceM
dependingMonMgenomicMregionsbMGenomegBiologyYM2021YMffYMedm 18.3 6

15 UnravelingMtheMcomplexMgenomeMofMSaccharumMspontaneumMusingMPolyploidMβeneMussemblerbMDNAg
ResearchYM2019YMfjYMfdiafej 4.5 6

(2019-2021)
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14 utypicalMUVMPhotoproductsMδnduceMNonacanonicalMMutationMwlassesMussociatedMwithMxriverM
MutationsMinMMelanomabMCellgReportsYM2020YMggYMedlhde 10.6 4

13 wongenitalMMidlineMwervicalMwleftnMzirstMReportMandMβeneticMunalysisMofMTwoMRelatedMPatientsbMAnnalsg
ofgOtologyvgRhinologygandgLaryngologyYM2020YMefmYMjigajij 2.1 4

12 yxtremeMphysiologynMviomassMandMtranscriptionalMprofilingMofMthreeMabandonedMugaveMcultivarsbM
IndustrialgCropsgandgProductsYM2021YMekfYMeehdhg 5.9 4

11 δdentificationMofMaMLocusMinMMiceMthatMRegulatesMtheMwollateralMxamageMandMLethalityMofMVirusM
δnfectionbMCellgReportsYM2019YMfkYMeglkaegmjbei 10.6 3

10 vKMpolyomavirusMnephropathyMwithMsystemicMviralMspreadnMWholeMgenomeMsequencingMdataMfromMaM
fatalMcaseMofMvKPyVMinfectionbMTransplantgInfectiousgDiseaseYM2020YMffYMeegfjm 2.7 3

9 TnaSeqMunalysisMδdentifiesMβenesMδmportantMforMYersiniaMpestisMudherenceMduringMPrimaryM
PneumonicMPlaguebMMSphereYM2020YMiYM 5 3

8
MoniliophthoraMperniciosaYMtheMcausalMagentMofMwitchesTMbroomMdiseaseMofMcacaoYMinterferesMwithM
cytokininMmetabolismMduringMinfectionMofMMicroaTomMtomatoMandMpromotesMsymptomMdevelopmentbM
NewgPhytologistYM2021YMfgeYMgjiagle

9.8 3

7 MitoticMsystemicMgenomicMinstabilityMinMyeast 2

6 TheMShuMcomplexMpreventsMmutagenesisMandMcytotoxicityMofMsingleastrandMspecificMalkylationMlesionsbM
ELifeYM2021YMedYM 8.9 1

5 δnternodeMelongationMinMenergyMcaneMshowsMremarkableMcluesMonMlignocellulosicMbiomassM
biosynthesisMinMSaccharumMhybridsbbMGeneYM2022YMehjhkj 3.8 1

4 TheMfidelityMofMxNuMreplicationYMparticularlyMonMβwarichMtemplatesYMisMreducedMbyMdefectsMofMtheMzeaSM
clusterMinMxNuMpolymeraseM˛·bMNucleicgAcidsgResearchYM2021YMhmYMijfgaijgj 20.1 0

3 RepairMofMmultipleMsimultaneousMdoubleastrandMbreaksMcausesMburstsMofMgenomeawideMclusteredM
hypermutationM2019YMekYMegdddhjh

2 RepairMofMmultipleMsimultaneousMdoubleastrandMbreaksMcausesMburstsMofMgenomeawideMclusteredM
hypermutationM2019YMekYMegdddhjh

1 RepairMofMmultipleMsimultaneousMdoubleastrandMbreaksMcausesMburstsMofMgenomeawideMclusteredM
hypermutationM2019YMekYMegdddhjh
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