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i Paper IF Citations

257 rJhighlyJvirulentJvariantJofJyzVWbJcirculatingJinJtheJNetherlandsYYJScienceVJ2022VJdhfVJfeaWfef 33.3 5

256 ManyJbutJsmallJyzVWbJnonWsJtransmissionJchainsJinJtheJNetherlandsYJAidsVJ2022VJdgVJidWje 3.5 1

255 PhylogeneticJestimationJofJtheJviralJfitnessJlandscapeJofJyzVWbJsetWpointJviralJloadYYJVirusbEvolutionVJ
2022VJiVJveacacc 3.7

254 xenomicJassessmentJofJquarantineJmeasuresJtoJpreventJSrRSWtoVWcJimportationJandJ
transmissionYYJNaturebCommunicationsVJ2022VJbdVJbabc 17.4 2

253 ueepWsequenceJphylogeneticsJtoJquantifyJpatternsJofJyzVJtransmissionJinJtheJcontextJofJaJuniversalJ
testingJandJtreatmentJtrialJWJstPPZJYaJTsieJtrialYYJELifeVJ2022VJbbVJ 8.9 1

252 MonitoringJkeyJepidemiologicalJparametersJofJSrRSWtoVWcJtransmissionYJNaturebMedicineVJ2021VJchVJbifeWbiff50.5 3

251 vfficacyJofJthrdOxbJntoVWbjJRrZubcccSJvaccineJagainstJSrRSWtoVWcJlineagesJcirculatingJinJsrazilYJ
NaturebCommunicationsVJ2021VJbcVJfigb 17.4 11

250 TheJimpactJofJviralJmutationsJonJrecognitionJbyJSrRSWtoVWcJspecificJT´ cellsYJIScienceVJ2021VJceVJbaddfd 6.1 12

249 zmprovingJPostWReleaseJtareJvngagementJforJPeopleJ ivingJwithJyzVJznvolvedJinJtheJtriminalJ
|usticeJSystemkJrJSystematicJReviewYJAIDSbandbBehaviorVJ2021VJb 4.3 1

248 vvaluationJofJPhylogeneticJMethodsJforJznferringJtheJuirectionJofJyumanJzmmunodeficiencyJVirusJ
RyzVSJTransmissionkJyzVJPreventionJTrialsJNetworkJRyPTNSJafcYJClinicalbInfectiousbDiseasesVJ2021VJhcVJdaWdh11.6 6

247 rssessingJtransmissibilityJofJSrRSWtoVWcJlineageJsYbYbYhJinJvnglandYJNatureVJ2021VJfjdVJcggWcgj 50.4 452

246 ModelingJtheJeffectJofJexposureJnotificationJandJnonWpharmaceuticalJinterventionsJonJtOVzuWbjJ
transmissionJinJWashingtonJstateYJNpjbDigitalbMedicineVJ2021VJeVJej 15.7 27

245 SensitivityJofJSrRSWtoVWcJsYbYbYhJtoJmRNrJvaccineWelicitedJantibodiesYJNatureVJ2021VJfjdVJbdgWbeb 50.4 376

244 SrRSWtoVWcJwithinWhostJdiversityJandJtransmissionYJScienceVJ2021VJdhcVJ 33.3 110

243 TheJepidemiologicalJimpactJofJtheJNySJtOVzuWbjJappYJNatureVJ2021VJfjeVJeaiWebc 50.4 57

242
tostJandJcostWeffectivenessJofJaJuniversalJyzVJtestingJandJtreatmentJinterventionJinJZambiaJandJ
SouthJrfricakJevidenceJandJprojectionsJfromJtheJyPTNJahbJRPoprRTSJtrialYJThebLancetbGlobalbHealthVJ
2021VJjVJeggiWegia

13.6 5

241 thangesJinJsymptomatologyVJreinfectionVJandJtransmissibilityJassociatedJwithJtheJSrRSWtoVWcJ
variantJsYbYbYhkJanJecologicalJstudyYJLancetbPublicbHealthobTheVJ2021VJgVJeddfWedef 22.4 146
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240 tOVzuWbjJsymptomsJatJhospitalJadmissionJvaryJwithJageJandJsexkJresultsJfromJtheJzSrRztJ
prospectiveJmultinationalJobservationalJstudyYJInfectionVJ2021VJejVJiijWjaf 5.8 20

239 RecurrentJemergenceJofJSrRSWtoVWcJspikeJdeletionJygjZVhaJandJitsJroleJinJtheJrlphaJvariantJ
sYbYbYhYJCellbReportsVJ2021VJdfVJbajcjc 10.6 172

238 OpenrsMWtovidbjWrnJagentWbasedJmodelJforJnonWpharmaceuticalJinterventionsJagainstJtOVzuWbjJ
includingJcontactJtracingYJPLoSbComputationalbBiologyVJ2021VJbhVJebaajbeg 5 28

237 vvaluatingJtheJvffectsJofJSrRSWtoVWcJSpikeJMutationJugbexJonJTransmissibilityJandJPathogenicityYJ
CellVJ2021VJbieVJgeWhfYebb 56.2 518

236 SrRSWtoVWcJevolutionJduringJtreatmentJofJchronicJinfectionYJNatureVJ2021VJfjcVJchhWcic 50.4 390

235 TimeJtoJevaluateJtOVzuWbjJcontactWtracingJappsYJNaturebMedicineVJ2021VJchVJdgbWdgc 50.5 32

234 rgeJpatternsJofJyzVJincidenceJinJeasternJandJsouthernJrfricakJaJmodellingJanalysisJofJobservationalJ
populationWbasedJcohortJstudiesYJLancetbHIVotheVJ2021VJiVJeecjWeedj 7.8 6

233 yospitalJadmissionJandJemergencyJcareJattendanceJriskJforJSrRSWtoVWcJdeltaJRsYbYgbhYcSJcomparedJ
withJalphaJRsYbYbYhSJvariantsJofJconcernkJaJcohortJstudyYJLancetbInfectiousbDiseasesobTheVJ2021VJ 25.5 188

232
PoprRTWzsMVJaJhighlyJefficientJstochasticJindividualWbasedJsimulationJmodelJofJgeneralisedJyzVJ
epidemicsJdevelopedJinJtheJcontextJofJtheJyPTNJahbJRPoprRTSJtrialYJPLoSbComputationalbBiologyVJ
2021VJbhVJebaajdab

5 0

231 vthicsJofJinstantaneousJcontactJtracingJusingJmobileJphoneJappsJinJtheJcontrolJofJtheJtOVzuWbjJ
pandemicYJJournalbofbMedicalbEthicsVJ2020VJegVJechWedb 2.5 99

230 MappingJofJyzVWbtJTransmissionJNetworksJRevealsJvxtensiveJSpreadJofJViralJ ineagesJrcrossJ
VillagesJinJsotswanaJTreatmentWasWPreventionJTrialYJJournalbofbInfectiousbDiseasesVJ2020VJcccVJbghaWbgia7 3

229 PervasiveJandJnonWrandomJrecombinationJinJnearJfullWlengthJyzVJgenomesJfromJUgandaYJVirusb
EvolutionVJ2020VJgVJveaaaae 3.7 3

228 rnJintegratedJnationalJscaleJSrRSWtoVWcJgenomicJsurveillanceJnetworkYJLancetbMicrobeobTheVJ2020VJ
bVJejjWebaa 22.2 127

227 PhylogeneticJandJuemographicJtharacterizationJofJuirectedJyzVWbJTransmissionJUsingJueepJ
SequencesJfromJyighWRiskJandJxeneralJPopulationJtohortsZxroupsJinJUgandaYJVirusesVJ2020VJbcVJ 6.2 7

226 QuantifyingJSrRSWtoVWcJtransmissionJsuggestsJepidemicJcontrolJwithJdigitalJcontactJtracingYJ
ScienceVJ2020VJdgiVJ 33.3 1366

225 yighJprevalenceJofJintegraseJmutationJ hezJinJWestJrfricanJyzVWbJsubtypesJpriorJtoJintegraseJ
inhibitorJtreatmentYJJournalbofbAntimicrobialbChemotherapyVJ2020VJhfVJbfhfWbfhj 5.1 8

224 SystematicJselectionJbetweenJageJandJhouseholdJstructureJforJmodelsJaimedJatJemergingJ
epidemicJpredictionsYJNaturebCommunicationsVJ2020VJbbVJjag 17.4 21

223
RecombinationJrnalysisJofJNearJwullW engthJyzVWbJSequencesJandJtheJzdentificationJofJaJPotentialJ
NewJtirculatingJRecombinantJwormJfromJRakaiVJUgandaYJAIDSbResearchbandbHumanbRetrovirusesVJ
2020VJdgVJeghWehe

1.6 1
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222 tontinuationJofJemtricitabineZlamivudineJwithinJcombinationJantiretroviralJtherapyJfollowingJ
detectionJofJtheJMbieVZzJyzVWbJresistanceJmutationYJHIVbMedicineVJ2020VJcbVJdajWdcb 2.7 1

221 QuantifyingJyzVJtransmissionJflowJbetweenJhighWprevalenceJhotspotsJandJsurroundingJ
communitieskJaJpopulationWbasedJstudyJinJRakaiVJUgandaYJLancetbHIVotheVJ2020VJhVJebhdWebid 7.8 26

220 yorizontalJgeneJtransferJrateJisJnotJtheJprimaryJdeterminantJofJobservedJantibioticJresistanceJ
frequenciesJinYJSciencebAdvancesVJ2020VJgVJeaazgbdh 14.3 10

219 simodalJdistributionJandJsetJpointJysVJuNrJviralJloadsJinJchronicJinfectionkJretrospectiveJanalysisJ
ofJcohortsJfromJtheJU–JandJSouthJrfricaYJWellcomebOpenbResearchVJ2020VJfVJbbd 4.8 4

218 wrequencyWdependentJselectionJcanJforecastJevolutionJinJStreptococcusJpneumoniaeYJPLoSbBiologyVJ
2020VJbiVJedaaaihi 9.7 5

217 simodalJdistributionJandJsetJpointJysVJuNrJviralJloadsJinJchronicJinfectionkJretrospectiveJanalysisJ
ofJcohortsJfromJtheJU–JandJSouthJrfricaYJWellcomebOpenbResearchVJ2020VJfVJbbd 4.8 4

216 rJtomprehensiveJxenomicsJSolutionJforJyzVJSurveillanceJandJtlinicalJMonitoringJinJ owWzncomeJ
SettingsYJJournalbofbClinicalbMicrobiologyVJ2020VJfiVJ 9.7 15

215 vpidemiologicalJchangesJonJtheJzsleJofJWightJafterJtheJlaunchJofJtheJNySJTestJandJTraceJ
programmekJaJpreliminaryJanalysisYJThebLancetbDigitalbHealthVJ2020VJcVJegfiWeggg 14.4 34

214 PerformanceJofJaJhighWthroughputJnextWgenerationJsequencingJmethodJforJanalysisJofJyzVJdrugJ
resistanceJandJviralJloadYJJournalbofbAntimicrobialbChemotherapyVJ2020VJhfVJdfbaWdfbg 5.1 5

213 wrequencyWdependentJselectionJcanJforecastJevolutionJinJStreptococcusJpneumoniaeJ2020VJbiVJedaaaihi

212 wrequencyWdependentJselectionJcanJforecastJevolutionJinJStreptococcusJpneumoniaeJ2020VJbiVJedaaaihi

211 wrequencyWdependentJselectionJcanJforecastJevolutionJinJStreptococcusJpneumoniaeJ2020VJbiVJedaaaihi

210 wrequencyWdependentJselectionJcanJforecastJevolutionJinJStreptococcusJpneumoniaeJ2020VJbiVJedaaaihi

209 wrequencyWdependentJselectionJcanJforecastJevolutionJinJStreptococcusJpneumoniaeJ2020VJbiVJedaaaihi

208 wrequencyWdependentJselectionJcanJforecastJevolutionJinJStreptococcusJpneumoniaeJ2020VJbiVJedaaaihi

207 SynergisticJrctivityJofJMobileJxeneticJvlementJuefencesJinYJGenesVJ2019VJbaVJ 4.2 2

206
VirologicalJoutcomesJofJboostedJproteaseJinhibitorWbasedJfirstWlineJrRTJinJsubjectsJharbouringJ
thymidineJanalogueWassociatedJmutationsJasJtheJsoleJformJofJtransmittedJdrugJresistanceYJJournalb
ofbAntimicrobialbChemotherapyVJ2019VJheVJhegWhfd

5.1 5

205 OnJtheJevolutionaryJecologyJofJmultidrugJresistanceJinJbacteriaYJPLoSbPathogensVJ2019VJbfVJebaahhgd 7.6 30
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204  inkJbetweenJtheJnumbersJofJparticlesJandJvariantsJfoundingJnewJyzVWbJinfectionsJdependsJonJtheJ
timingJofJtransmissionYJVirusbEvolutionVJ2019VJfVJveyadi 3.7 6

203 znferringJyzVWbJtransmissionJnetworksJandJsourcesJofJepidemicJspreadJinJrfricaJwithJ
deepWsequenceJphylogeneticJanalysisYJNaturebCommunicationsVJ2019VJbaVJbebb 17.4 26

202 vffectJofJUniversalJTestingJandJTreatmentJonJyzVJzncidenceJWJyPTNJahbJRPoprRTSYJNewbEnglandb
JournalbofbMedicineVJ2019VJdibVJcahWcbi 59.2 149

201 yzVWbJTransmissionJPatternsJinJMenJWhoJyaveJSexJwithJMenkJznsightsJfromJxeneticJSourceJ
rttributionJrnalysisYJAIDSbResearchbandbHumanbRetrovirusesVJ2019VJdfVJiafWibd 1.6 2

200 zmprovedJcharacterisationJofJMRSrJtransmissionJusingJwithinWhostJbacterialJsequenceJdiversityYJ
ELifeVJ2019VJiVJ 8.9 11

199 rssociationsJbetweenJbaselineJcharacteristicsVJtueJcellJcountJresponseJandJvirologicalJfailureJonJ
firstWlineJefavirenzJUJtenofovirJUJemtricitabineJforJyzVYJJournalbofbVirusbEradicationVJ2019VJfVJcaeWcbb 2.8 3

198 taseWbasedJsurveillanceJofJantimicrobialJresistanceJwithJfullJsusceptibilityJprofilesYJ
JACpAntimicrobialbResistanceVJ2019VJbVJdlzaha 2.9 10

197 PrNxvrWyzVJckJPhylogeneticsJrndJNetworksJforJxeneralisedJvpidemicsJinJrfricaYJCurrentbOpinionbinb
HIVbandbAIDSVJ2019VJbeVJbhdWbia 4.2 14

196 tommunityJbasedJdistributionJofJoralJyzVJselfWtestingJkitsJinJZambiakJaJclusterWrandomisedJtrialJ
nestedJinJfourJyPTNJahbJRPoprRTSJinterventionJcommunitiesYJLancetbHIVotheVJ2019VJgVJeibWejc 7.8 58

195 PhylogeneticJMethodsJznconsistentlyJPredictJtheJuirectionJofJyzVJTransmissionJrmongJ
yeterosexualJPairsJinJtheJyPTNJafcJtohortYJJournalbofbInfectiousbDiseasesVJ2019VJccaVJbeagWbebd 7 13

194 WorkupJofJyumanJsloodJSamplesJforJueepJSequencingJofJyzVWbJxenomesYJMethodsbinbMolecularb
BiologyVJ2018VJbhegVJffWgb 1.4

193 MolecularJvpidemiologyJofJyzVWbJSubtypeJsJRevealsJyeterogeneousJTransmissionJRiskkJzmplicationsJ
forJznterventionJandJtontrolYJJournalbofbInfectiousbDiseasesVJ2018VJcbhVJbfccWbfcj 7 18

192 TheJevolutionJofJsubtypeJsJyzVWbJtatJinJtheJNetherlandsJduringJbjifWcabcYJVirusbResearchVJ2018VJ
cfaVJfbWge 6.4 4

191 RiskJfactorsJandJoutcomesJforJtheJQbfbMJandJTgjJinsertionJyzVWbJresistanceJmutationsJinJhistoricJ
U–JdataYJAIDSbResearchbandbTherapyVJ2018VJbfVJbb 3 3

190 TransformationJrsymmetryJandJtheJvvolutionJofJtheJsacterialJrccessoryJxenomeYJMolecularb
BiologybandbEvolutionVJ2018VJdfVJfhfWfib 8.3 10

189 rJsimpleJapproachJtoJmeasureJtransmissibilityJandJforecastJincidenceYJEpidemicsVJ2018VJccVJcjWdf 5.1 41

188 tomparisonJofJclusterWbasedJandJsourceWattributionJmethodsJforJestimatingJtransmissionJriskJusingJ
largeJyzVJsequenceJdatabasesYJEpidemicsVJ2018VJcdVJbWba 5.1 20

187 TheJevolutionJofJantibioticJresistanceJinJaJstructuredJhostJpopulationYJJournalbofbthebRoyalbSocietyb
InterfaceVJ2018VJbfVJ 4.1 25

(2018-2019)
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186 vvolutionJofJyzVWbJwithinJuntreatedJindividualsJandJatJtheJpopulationJscaleJinJUgandaYJPLoSb
PathogensVJ2018VJbeVJebaahbgh 7.6 15

185 vasyJandJaccurateJreconstructionJofJwholeJyzVJgenomesJfromJshortWreadJsequenceJdataJwithJ
shiverYJVirusbEvolutionVJ2018VJeVJveyaah 3.7 38

184 vthicalJconsiderationsJinJglobalJyzVJphylogeneticJresearchYJLancetbHIVotheVJ2018VJfVJegfgWeggg 7.8 22

183 PyY OStrNNvRkJznferringJTransmissionJfromJWithinWJandJsetweenWyostJPathogenJxeneticJ
uiversityYJMolecularbBiologybandbEvolutionVJ2018VJdfVJhbjWhdd 8.3 68

182 vvolutionJofJantibioticJresistanceJisJlinkedJtoJanyJgeneticJmechanismJaffectingJbacterialJdurationJofJ
carriageYJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2017VJbbeVJbahfWbaia11.5 81

181 xenomicJznfectiousJuiseaseJvpidemiologyJinJPartiallyJSampledJandJOngoingJOutbreaksYJMolecularb
BiologybandbEvolutionVJ2017VJdeVJjjhWbaah 8.3 112

180 yeterogeneitiesJinJtheJcaseJfatalityJratioJinJtheJWestJrfricanJvbolaJoutbreakJcabdWcabgYJ
PhilosophicalbTransactionsbofbthebRoyalbSocietybB:bBiologicalbSciencesVJ2017VJdhcVJ 5.8 66

179 –eyJdataJforJoutbreakJevaluationkJbuildingJonJtheJvbolaJexperienceYJPhilosophicalbTransactionsbofb
thebRoyalbSocietybB:bBiologicalbSciencesVJ2017VJdhcVJ 5.8 52

178 VirusJgenomesJrevealJfactorsJthatJspreadJandJsustainedJtheJvbolaJepidemicYJNatureVJ2017VJfeeVJdajWdbf 50.4 238

177 PneumococcalJtapsuleJSynthesisJ ocusJcpsJasJvvolutionaryJyotspotJwithJPotentialJtoJxenerateJ
NovelJSerotypesJbyJRecombinationYJMolecularbBiologybandbEvolutionVJ2017VJdeVJcfdhWcffe 8.3 42

176
yzVWbJfullWgenomeJphylogeneticsJofJgeneralizedJepidemicsJinJsubWSaharanJrfricakJimpactJofJmissingJ
nucleotideJcharactersJinJnextWgenerationJsequencesYJAIDSbResearchbandbHumanbRetrovirusesVJ2017VJ
ddVJbaidWbaji

1.6 13

175 PhylogeneticJToolsJforJxeneralizedJyzVWbJvpidemicskJwindingsJfromJtheJPrNxvrWyzVJMethodsJ
tomparisonYJMolecularbBiologybandbEvolutionVJ2017VJdeVJbifWcad 8.3 41

174
uifferencesJinJhealthWrelatedJqualityJofJlifeJbetweenJyzVWpositiveJandJyzVWnegativeJpeopleJinJ
ZambiaJandJSouthJrfricakJaJcrossWsectionalJbaselineJsurveyJofJtheJyPTNJahbJRPoprRTSJtrialYJTheb
LancetbGlobalbHealthVJ2017VJfVJebbddWebbeb

13.6 20

173 wrequencyWdependentJselectionJinJvaccineWassociatedJpneumococcalJpopulationJdynamicsYJNatureb
EcologybandbEvolutionVJ2017VJbVJbjfaWbjga 12.3 69

172 tlinicalJandJpublicJhealthJimplicationsJofJacuteJandJearlyJyzVJdetectionJandJtreatmentkJaJscopingJ
reviewYJJournalbofbthebInternationalbAIDSbSocietyVJ2017VJcaVJcbfhj 5.4 72

171 yostJpopulationJstructureJandJtreatmentJfrequencyJmaintainJbalancingJselectionJonJdrugJ
resistanceYJJournalbofbthebRoyalbSocietybInterfaceVJ2017VJbeVJ 4.1 18

170 rnJevolutionaryJmodelJtoJpredictJtheJfrequencyJofJantibioticJresistanceJunderJseasonalJantibioticJ
useVJandJanJapplicationJtoYJProceedingsbofbthebRoyalbSocietybB:bBiologicalbSciencesVJ2017VJcieVJ 4.4 17

169 RecentJtrendsJandJpatternsJinJyzVWbJtransmittedJdrugJresistanceJinJtheJUnitedJ–ingdomYJHIVb
MedicineVJ2017VJbiVJcaeWcbd 2.7 53
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168 wromJclinicalJsampleJtoJcompleteJgenomekJtomparingJmethodsJforJtheJextractionJofJyzVWbJRNrJforJ
highWthroughputJdeepJsequencingYJVirusbResearchVJ2017VJcdjVJbaWbg 6.4 21

167 QuantifyingJTransmissionJyeterogeneityJUsingJsothJPathogenJPhylogeniesJandJzncidenceJTimeJ
SeriesYJMolecularbBiologybandbEvolutionVJ2017VJdeVJcjicWcjjf 8.3 24

166 ViralJgeneticJvariationJaccountsJforJaJthirdJofJvariabilityJinJyzVWbJsetWpointJviralJloadJinJvuropeYJPLoSb
BiologyVJ2017VJbfVJecaabiff 9.7 21

165 vffectJofJtheJ atentJReservoirJonJtheJvvolutionJofJyzVJatJtheJWithinWJandJsetweenWyostJ evelsYJ
PLoSbComputationalbBiologyVJ2017VJbdVJebaafcci 5 14

164 tonvergentJevolutionJandJtopologicallyJdisruptiveJpolymorphismsJamongJmultidrugWresistantJ
tuberculosisJinJPeruYJPLoSbONEVJ2017VJbcVJeabijidi 3.7 14

163 yzVWbJSequenceJuataJtoverageJinJtentralJvastJrfricaJfromJbjfjJtoJcabdYJAIDSbResearchbandbHumanb
RetrovirusesVJ2016VJdcVJjaeWi 1.6 2

162 VirologicalJfailureJandJdevelopmentJofJnewJresistanceJmutationsJaccordingJtoJtueJcountJatJ
combinationJantiretroviralJtherapyJinitiationYJHIVbMedicineVJ2016VJbhVJdgiWhc 2.7 5

161 vbolaJVirusJuiseaseJamongJMaleJandJwemaleJPersonsJinJWestJrfricaYJNewbEnglandbJournalbofb
MedicineVJ2016VJdheVJjgWi 59.2 48

160 vstimatingJtheJSeverityJandJSubclinicalJsurdenJofJMiddleJvastJRespiratoryJSyndromeJtoronavirusJ
znfectionJinJtheJ–ingdomJofJSaudiJrrabiaYJAmericanbJournalbofbEpidemiologyVJ2016VJbidVJgfhWgd 3.8 32

159 SourcesJofJyzVJinfectionJamongJmenJhavingJsexJwithJmenJandJimplicationsJforJpreventionYJScienceb
TranslationalbMedicineVJ2016VJiVJdcarac 17.5 77

158 rJsystematicJreviewJofJreportedJreassortantJviralJlineagesJofJinfluenzaJrYJBMCbInfectiousbDiseasesVJ
2016VJbgVJd 4 10

157 yorizontalJuNrJTransferJMechanismsJofJsacteriaJasJWeaponsJofJzntragenomicJtonflictYJPLoSb
BiologyVJ2016VJbeVJebaacdje 9.7 95

156  argeJVariationsJinJyzVWbJViralJ oadJvxplainedJbyJShiftingWMosaicJMetapopulationJuynamicsYJPLoSb
BiologyVJ2016VJbeVJebaacfgh 9.7 11

155 vxposureJPatternsJurivingJvbolaJTransmissionJinJWestJrfricakJrJRetrospectiveJObservationalJStudyYJ
PLoSbMedicineVJ2016VJbdVJebaacbha 11.6 56

154 rJtransmissionWvirulenceJevolutionaryJtradeWoffJexplainsJattenuationJofJyzVWbJinJUgandaYJELifeVJ
2016VJfVJ 8.9 33

153 yzVWbJdrugJresistanceJmutationsJemergingJonJdarunavirJtherapyJinJPzWnaiveJandJWexperiencedJ
patientsJinJtheJU–YJJournalbofbAntimicrobialbChemotherapyVJ2016VJhbVJdeihWdeje 5.1 20

152 zmpactJandJtostWvffectivenessJofJPointWOfWtareJtueJTestingJonJtheJyzVJvpidemicJinJSouthJrfricaYJ
PLoSbONEVJ2016VJbbVJeabfidad 3.7 14

151 UsingJnearlyJfullWgenomeJyzVJsequenceJdataJimprovesJphylogenyJreconstructionJinJaJsimulatedJ
epidemicYJScientificbReportsVJ2016VJgVJdjeij 4.9 20

(2016-2017)
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150 vvolutionJofJyzVJvirulenceJinJresponseJtoJwidespreadJscaleJupJofJantiretroviralJtherapykJaJmodelingJ
studyYJVirusbEvolutionVJ2016VJcVJvewaci 3.7 13

149 UnravelingJtheJdriversJofJMvRSWtoVJtransmissionYJProceedingsbofbthebNationalbAcademybofbSciencesb
ofbthebUnitedbStatesbofbAmericaVJ2016VJbbdVJjaibWg 11.5 72

148 rfterJvbolaJinJWestJrfricaWWUnpredictableJRisksVJPreventableJvpidemicsYJNewbEnglandbJournalbofb
MedicineVJ2016VJdhfVJfihWjg 59.2 172

147 WestJrfricanJvbolaJepidemicJafterJoneJyearWWslowingJbutJnotJyetJunderJcontrolYJNewbEnglandb
JournalbofbMedicineVJ2015VJdhcVJfieWh 59.2 153

146 yzVJtreatmentWasWpreventionJresearchkJtakingJtheJrightJroadJatJtheJcrossroadsYJPLoSbMedicineVJ2015VJ
bcVJebaabiaa 11.6 6

145 yighJheritabilityJisJcompatibleJwithJtheJbroadJdistributionJofJsetJpointJviralJloadJinJyzVJcarriersYJ
PLoSbPathogensVJ2015VJbbVJebaaegde 7.6 18

144 PrNxvrWyzVkJphylogeneticsJforJgeneralisedJepidemicsJinJrfricaYJLancetbInfectiousbDiseasesobTheVJ
2015VJbfVJcfjWgb 25.5 39

143 vbolaJvirusJdiseaseJamongJchildrenJinJWestJrfricaYJNewbEnglandbJournalbofbMedicineVJ2015VJdhcVJbcheWh 59.2 100

142 tueUJcellJdynamicsJinJuntreatedJyzVWbJinfectionkJoverallJratesVJandJeffectsJofJageVJviralJloadVJsexJandJ
calendarJtimeYJAidsVJ2015VJcjVJcedfWeg 3.5 28

141 uispersionJofJtheJyzVWbJvpidemicJinJMenJWhoJyaveJSexJwithJMenJinJtheJNetherlandskJrJtombinedJ
MathematicalJModelJandJPhylogeneticJrnalysisYJPLoSbMedicineVJ2015VJbcVJebaabijilJdiscussionJebaabiji11.6 45

140 TheJroleJofJrapidJdiagnosticsJinJmanagingJvbolaJepidemicsYJNatureVJ2015VJfciVJSbajWbg 50.4 79

139 vstimatingJyzVJzncidenceVJTimeJtoJuiagnosisVJandJtheJUndiagnosedJyzVJvpidemicJUsingJRoutineJ
SurveillanceJuataYJEpidemiologyVJ2015VJcgVJgfdWga 3.1 64

138
rssessmentJofJepidemicJprojectionsJusingJrecentJyzVJsurveyJdataJinJSouthJrfricakJaJvalidationJ
analysisJofJtenJmathematicalJmodelsJofJyzVJepidemiologyJinJtheJantiretroviralJtherapyJeraYJTheb
LancetbGlobalbHealthVJ2015VJdVJefjiWgai

13.6 38

137 yighJTransmissibilityJuuringJvarlyJyzVJznfectionJrmongJMenJWhoJyaveJSexJWithJMenWSanJwranciscoVJ
taliforniaYJJournalbofbInfectiousbDiseasesVJ2015VJcbbVJbhfhWga 7 19

136 xenomeJsequencingJdefinesJphylogenyJandJspreadJofJmethicillinWresistantJStaphylococcusJaureusJ
inJaJhighJtransmissionJsettingYJGenomebResearchVJ2015VJcfVJbbbWi 9.7 75

135 PotentialJsiasesJinJvstimatingJrbsoluteJandJRelativeJtaseWwatalityJRisksJduringJOutbreaksYJPLoSb
NeglectedbTropicalbDiseasesVJ2015VJjVJeaaadieg 4.8 124

134
yPTNJahbJRPoprRTSkJrationaleJandJdesignJofJaJclusterWrandomisedJtrialJofJtheJpopulationJimpactJofJ
anJyzVJcombinationJpreventionJinterventionJincludingJuniversalJtestingJandJtreatmentJWJaJstudyJ
protocolJforJaJclusterJrandomisedJtrialYJTrialsVJ2014VJbfVJfh

2.8 155

133 OutbreakToolskJaJnewJplatformJforJdiseaseJoutbreakJanalysisJusingJtheJRJsoftwareYJEpidemicsVJ2014VJ
hVJciWde 5.1 32
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132 MiddleJvastJrespiratoryJsyndromeJcoronaviruskJquantificationJofJtheJextentJofJtheJepidemicVJ
surveillanceJbiasesVJandJtransmissibilityYJLancetbInfectiousbDiseasesobTheVJ2014VJbeVJfaWfg 25.5 231

131 TheJpotentialJeffectsJofJchangingJyzVJtreatmentJpolicyJonJtuberculosisJoutcomesJinJSouthJrfricakJ
resultsJfromJthreeJtuberculosisWyzVJtransmissionJmodelsYJAidsVJ2014VJciJSupplJbVJScfWde 3.5 32

130 sayesianJreconstructionJofJdiseaseJoutbreaksJbyJcombiningJepidemiologicJandJgenomicJdataYJPLoSb
ComputationalbBiologyVJ2014VJbaVJebaadefh 5 142

129 yeterogeneityJinJtheJfrequencyJandJcharacteristicsJofJhomologousJrecombinationJinJpneumococcalJ
evolutionYJPLoSbGeneticsVJ2014VJbaVJebaaedaa 6 55

128 OptimizingJtheJprecisionJofJcaseJfatalityJratioJestimatesJunderJtheJsurveillanceJpyramidJapproachYJ
AmericanbJournalbofbEpidemiologyVJ2014VJbiaVJbadgWeg 3.8 9

127 xenomicJanalysisJofJemergingJpathogenskJmethodsVJapplicationJandJfutureJtrendsYJGenomebBiologyVJ
2014VJbfVJfeb 18.3 18

126 PhylogeneticJstudiesJofJtransmissionJdynamicsJinJgeneralizedJyzVJepidemicskJanJessentialJtoolJ
whereJtheJburdenJisJgreatestpYJJournalbofbAcquiredbImmunebDeficiencybSyndromesbjt999lVJ2014VJghVJbibWjf3.1 68

125 VirulenceJandJpathogenesisJofJyzVWbJinfectionkJanJevolutionaryJperspectiveYJScienceVJ2014VJdedVJbcedhch33.3 163

124 uistinguishingJsetweenJReservoirJvxposureJandJyumanWtoWyumanJTransmissionJforJvmergingJ
PathogensJUsingJtaseJOnsetJuataYJPLOSbCurrentsVJ2014VJgVJ 18

123
yPTNJahbJRPoprRTSkJaJclusterWrandomizedJtrialJofJtheJpopulationJimpactJofJanJyzVJcombinationJ
preventionJinterventionJincludingJuniversalJtestingJandJtreatmentkJmathematicalJmodelYJPLoSbONEVJ
2014VJjVJeiefbb

3.7 80

122
yealthJbenefitsVJcostsVJandJcostWeffectivenessJofJearlierJeligibilityJforJadultJantiretroviralJtherapyJ
andJexpandedJtreatmentJcoveragekJaJcombinedJanalysisJofJbcJmathematicalJmodelsYJThebLancetb
GlobalbHealthVJ2013VJcVJcdWde

13.6 160

121 WithinWhostJandJbetweenWhostJevolutionaryJratesJacrossJtheJyzVWbJgenomeYJRetrovirologyVJ2013VJbaVJej 3.6 86

120 yowJtheJdynamicsJandJstructureJofJsexualJcontactJnetworksJshapeJpathogenJphylogeniesYJPLoSb
ComputationalbBiologyVJ2013VJjVJebaadbaf 5 35

119 zntegratingJphylodynamicsJandJepidemiologyJtoJestimateJtransmissionJdiversityJinJviralJepidemicsYJ
PLoSbComputationalbBiologyVJ2013VJjVJebaacihg 5 48

118 vvolutionaryJepidemiologykJpreparingJforJanJageJofJgenomicJplentyYJPhilosophicalbTransactionsbofb
thebRoyalbSocietybB:bBiologicalbSciencesVJ2013VJdgiVJcabcabjd 5.8 28

117 yowJeffectivelyJcanJyzVJphylogeniesJbeJusedJtoJmeasureJheritabilitypYJEvolutionobMedicinebandb
PublicbHealthVJ2013VJcabdVJcajWce 3 16

116 rJnewJframeworkJandJsoftwareJtoJestimateJtimeWvaryingJreproductionJnumbersJduringJepidemicsYJ
AmericanbJournalbofbEpidemiologyVJ2013VJbhiVJbfafWbc 3.8 648

115 zsJyzVJshortWsightedpJznsightsJfromJaJmultistrainJnestedJmodelYJEvolution;bInternationalbJournalbofb
OrganicbEvolutionVJ2013VJghVJchgjWic 3.8 39

(2013-2014)
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114 yistoricalJzoonosesJandJotherJchangesJinJhostJtropismJofJStaphylococcusJaureusVJidentifiedJbyJ
phylogeneticJanalysisJofJaJpopulationJdatasetYJPLoSbONEVJ2013VJiVJegcdgj 3.7 40

113 yasJtheJrateJofJtueJcellJcountJdeclineJbeforeJinitiationJofJantiretroviralJtherapyJchangedJoverJtheJ
courseJofJtheJuutchJyzVJepidemicJamongJMSMpYJPLoSbONEVJ2013VJiVJegeedh 3.7 12

112 yzVJtreatmentJasJpreventionkJsystematicJcomparisonJofJmathematicalJmodelsJofJtheJpotentialJ
impactJofJantiretroviralJtherapyJonJyzVJincidenceJinJSouthJrfricaYJPLoSbMedicineVJ2012VJjVJebaabcef 11.6 284

111 yzVJtreatmentJasJpreventionkJoptimisingJtheJimpactJofJexpandedJyzVJtreatmentJprogrammesYJPLoSb
MedicineVJ2012VJjVJebaabcfi 11.6 45

110 PhylodynamicJinferenceJandJmodelJassessmentJwithJapproximateJbayesianJcomputationkJinfluenzaJ
asJaJcaseJstudyYJPLoSbComputationalbBiologyVJ2012VJiVJebaacidf 5 27

109 yzVJtreatmentJasJpreventionkJdebateJandJcommentaryWWwillJearlyJinfectionJcompromiseJ
treatmentWasWpreventionJstrategiespYJPLoSbMedicineVJ2012VJjVJebaabcdc 11.6 81

108 yzVJtreatmentJasJpreventionkJmodelsVJdataVJandJquestionsWWtowardsJevidenceWbasedJ
decisionWmakingYJPLoSbMedicineVJ2012VJjVJebaabcfj 11.6 57

107 znferringJpandemicJgrowthJratesJfromJsequenceJdataYJJournalbofbthebRoyalbSocietybInterfaceVJ2012VJjVJbhjhWiai4.1 30

106 NewJinsightsJintoJtheJevolutionaryJrateJofJyzVWbJatJtheJwithinWhostJandJepidemiologicalJlevelsYJ
ProceedingsbofbthebRoyalbSocietybB:bBiologicalbSciencesVJ2012VJchjVJddghWhf 4.4 54

105 vssentialJepidemiologicalJmechanismsJunderpinningJtheJtransmissionJdynamicsJofJseasonalJ
influenzaYJJournalbofbthebRoyalbSocietybInterfaceVJ2012VJjVJdaeWbc 4.1 54

104 zncreasingJsexualJriskJbehaviourJamongJuutchJmenJwhoJhaveJsexJwithJmenkJmathematicalJmodelsJ
versusJprospectiveJcohortJdataYJAidsVJ2012VJcgVJbieaWd 3.5 20

103 ResurgenceJofJyzVJinfectionJamongJmenJwhoJhaveJsexJwithJmenJinJSwitzerlandkJmathematicalJ
modellingJstudyYJPLoSbONEVJ2012VJhVJeeeibj 3.7 54

102 RapidJpneumococcalJevolutionJinJresponseJtoJclinicalJinterventionsYJScienceVJ2011VJddbVJedaWe 33.3 680

101 vpidemicJgrowthJrateJandJhouseholdJreproductionJnumberJinJcommunitiesJofJhouseholdsVJschoolsJ
andJworkplacesYJJournalbofbMathematicalbBiologyVJ2011VJgdVJgjbWhde 2 17

100 znfluenzaJtransmissionJinJhouseholdsJduringJtheJbjbiJpandemicYJAmericanbJournalbofbEpidemiologyVJ
2011VJbheVJfafWbe 3.8 56

99 rJstrongJcaseJforJviralJgeneticJfactorsJinJyzVJvirulenceYJVirusesVJ2011VJdVJcaeWbg 6.2 21

98 TransmissionJselectsJforJyzVWbJstrainsJofJintermediateJvirulencekJaJmodellingJapproachYJPLoSb
ComputationalbBiologyVJ2011VJhVJebaacbif 5 30

97 TransmissionJcharacteristicsJofJtheJcaajJybNbJinfluenzaJpandemickJcomparisonJofJiJSouthernJ
hemisphereJcountriesYJPLoSbPathogensVJ2011VJhVJebaacccf 7.6 47
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96 WhatJisJtheJmechanismJforJpersistentJcoexistenceJofJdrugWsusceptibleJandJdrugWresistantJstrainsJofJ
StreptococcusJpneumoniaepYJJournalbofbthebRoyalbSocietybInterfaceVJ2010VJhVJjafWbj 4.1 64

95 StudiesJneededJtoJaddressJpublicJhealthJchallengesJofJtheJcaajJybNbJinfluenzaJpandemickJinsightsJ
fromJmodelingYJPLoSbMedicineVJ2010VJhVJebaaachf 11.6 69

94 yzVWbJtransmittingJcouplesJhaveJsimilarJviralJloadJsetWpointsJinJRakaiVJUgandaYJPLoSbPathogensVJ2010
VJgVJebaaaihg 7.6 79

93 znterpretationJofJcorrelationsJinJsetpointJviralJloadJinJtransmittingJcouplesYJAidsVJ2010VJceVJcfjgWh 3.5 8

92 vvidenceJthatJpneumococcalJserotypeJreplacementJinJMassachusettsJfollowingJconjugateJ
vaccinationJisJnowJcompleteYJEpidemicsVJ2010VJcVJiaWe 5.1 111

91 chJyearsJofJtheJyzVJepidemicJamongstJmenJhavingJsexJwithJmenJinJtheJNetherlandskJanJinJdepthJ
mathematicalJmodelWbasedJanalysisYJEpidemicsVJ2010VJcVJggWhj 5.1 45

90 ModellingJsexualJtransmissionJofJyzVkJtestingJtheJassumptionsVJvalidatingJtheJpredictionsYJCurrentb
OpinionbinbHIVbandbAIDSVJ2010VJfVJcgjWhg 4.2 24

89 ViralJloadJlevelsJmeasuredJatJsetWpointJhaveJrisenJoverJtheJlastJdecadeJofJtheJyzVJepidemicJinJtheJ
NetherlandsYJPLoSbONEVJ2009VJeVJehdgf 3.7 35

88 PandemicJpotentialJofJaJstrainJofJinfluenzaJrJRybNbSkJearlyJfindingsYJScienceVJ2009VJdceVJbffhWgb 33.3 1403

87 ResponseWWznfluenzaYJScienceVJ2009VJdcfVJbahcWbahd 33.3 1

86 zdentifyingJcurrentsJinJtheJgeneJpoolJforJbacterialJpopulationsJusingJanJintegrativeJapproachYJPLoSb
ComputationalbBiologyVJ2009VJfVJebaaaeff 5 78

85 ThresholdJparametersJforJaJmodelJofJepidemicJspreadJamongJhouseholdsJandJworkplacesYJJournalb
ofbthebRoyalbSocietybInterfaceVJ2009VJgVJjhjWih 4.1 43

84 ReproductiveJnumbersVJepidemicJspreadJandJcontrolJinJaJcommunityJofJhouseholdsYJMathematicalb
BiosciencesVJ2009VJccbVJbbWcf 3.9 40

83 NoJcoexistenceJforJfreekJneutralJnullJmodelsJforJmultistrainJpathogensYJEpidemicsVJ2009VJbVJcWbd 5.1 96

82 TheJbacterialJspeciesJchallengekJmakingJsenseJofJgeneticJandJecologicalJdiversityYJScienceVJ2009VJ
dcdVJhebWg 33.3 322

81 PbeWagYJPhaseJbJsafetyJandJimmunogenicityJrandomisedJcontrolledJtrialJofJaJvaginalJgpbeaJvaccineYJ
RetrovirologyVJ2009VJgVJPbje 3.6 78

80 youseholdJtransmissionJofJcaajJpandemicJinfluenzaJrJRybNbSJvirusJinJtheJUnitedJStatesYJNewb
EnglandbJournalbofbMedicineVJ2009VJdgbVJcgbjWch 59.2 370

79 yyperWrecombinationVJdiversityVJandJantibioticJresistanceJinJpneumococcusYJScienceVJ2009VJdceVJbefeWh 33.3 138

(2009-2010)
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78 vstimatingJtheJpublicJhealthJimpactJofJtheJeffectJofJherpesJsimplexJvirusJsuppressiveJtherapyJonJ
plasmaJyzVWbJviralJloadYJAidsVJ2009VJcdVJbaafWbd 3.5 15

77 rssessingJtheJseverityJofJtheJnovelJinfluenzaJrZybNbJpandemicYJBMJobTheVJ2009VJddjVJbciea 5.9 175

76 QuantifyingJtheJtransmissibilityJofJhumanJinfluenzaJandJitsJseasonalJvariationJinJtemperateJregionsYJ
PLOSbCurrentsVJ2009VJbVJRRNbbcf 20

75 TheJvarlyJTransmissionJuynamicsJofJybNbpdmJznfluenzaJinJtheJUnitedJ–ingdomYJPLOSbCurrentsVJ
2009VJbVJRRNbbda 63

74 MathematicalJmodelsJofJinfectiousJdiseaseJtransmissionYJNaturebReviewsbMicrobiologyVJ2008VJgVJehhWih 22.2 373

73 TheJrelationshipJbetweenJrealWtimeJandJdiscreteWgenerationJmodelsJofJepidemicJspreadYJ
MathematicalbBiosciencesVJ2008VJcbgVJgdWha 3.9 29

72 ModelingJtargetedJlayeredJcontainmentJofJanJinfluenzaJpandemicJinJtheJUnitedJStatesYJProceedingsb
ofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2008VJbafVJegdjWee 11.5 462

71 yzVWbJtransmissionVJbyJstageJofJinfectionYJJournalbofbInfectiousbDiseasesVJ2008VJbjiVJgihWjd 7 485

70 rJresurgentJyzVWbJepidemicJamongJmenJwhoJhaveJsexJwithJmenJinJtheJeraJofJpotentJantiretroviralJ
therapyYJAidsVJ2008VJccVJbahbWh 3.5 137

69 TransmissionJuynamicsJandJtontrolJofJtheJViralJretiologicalJrgentJofJSrRSJ2008VJbbbWbda

68 vstimatingJindividualJandJhouseholdJreproductionJnumbersJinJanJemergingJepidemicYJPLoSbONEVJ
2007VJcVJehfi 3.7 238

67 rssessingJtheJreliabilityJofJesURSTJusingJsimulatedJpopulationsJwithJknownJancestryYJBMCb
MicrobiologyVJ2007VJhVJda 4.5 115

66 znfluenzaJpandemicJvaccineskJspreadJthemJthinpYJPLoSbMedicineVJ2007VJeVJecci 11.6

65 VariationJinJyzVWbJsetWpointJviralJloadkJepidemiologicalJanalysisJandJanJevolutionaryJhypothesisYJ
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2007VJbaeVJbheebWg 11.5 306

64
tueJcellJcountsJofJiaaJcellsZmmdJorJgreaterJafterJhJyearsJofJhighlyJactiveJantiretroviralJtherapyJareJ
feasibleJinJmostJpatientsJstartingJwithJdfaJcellsZmmdJorJgreaterYJJournalbofbAcquiredbImmuneb
DeficiencybSyndromesbjt999lVJ2007VJefVJbidWjc

3.1 133

63 ModelingJtheJlongWtermJantibodyJresponseJofJaJhumanJpapillomavirusJRyPVSJvirusWlikeJparticleJ
RV PSJtypeJbgJprophylacticJvaccineYJVaccineVJ2007VJcfVJedceWdd 4.1 103

62 RecombinationJandJtheJnatureJofJbacterialJspeciationYJScienceVJ2007VJdbfVJehgWia 33.3 407

61 TheJimpactJofJhomologousJrecombinationJonJtheJgenerationJofJdiversityJinJbacteriaYJJournalbofb
TheoreticalbBiologyVJ2006VJcdjVJcbaWj 2.3 94
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60 ReducingJtheJimpactJofJtheJnextJinfluenzaJpandemicJusingJhouseholdWbasedJpublicJhealthJ
interventionsYJPLoSbMedicineVJ2006VJdVJedgb 11.6 178

59 SequencesVJsequenceJclustersJandJbacterialJspeciesYJPhilosophicalbTransactionsbofbthebRoyalbSocietyb
B:bBiologicalbSciencesVJ2006VJdgbVJbjbhWch 5.8 139

58 ModellingJbacterialJspeciationYJPhilosophicalbTransactionsbofbthebRoyalbSocietybB:bBiologicalbSciencesVJ
2006VJdgbVJcadjWee 5.8 78

57 NewJstrategiesJforJtheJeliminationJofJpolioJfromJzndiaYJScienceVJ2006VJdbeVJbbfaWd 33.3 192

56 TheJeffectJonJtreatmentJcomparisonsJofJdifferentJmeasurementJfrequenciesJinJhumanJ
immunodeficiencyJvirusJobservationalJdatabasesYJAmericanbJournalbofbEpidemiologyVJ2006VJbgdVJghgWid 3.8 11

55 SeasonalJinfectiousJdiseaseJepidemiologyYJProceedingsbofbthebRoyalbSocietybB:bBiologicalbSciencesVJ
2006VJchdVJcfebWfa 4.4 332

54 SeroprevalenceJofJzgxJantibodiesJtoJSrRSWcoronavirusJinJasymptomaticJorJsubclinicalJpopulationJ
groupsYJEpidemiologybandbInfectionVJ2006VJbdeVJcbbWcb 4.3 67

53 tomparativeJpotencyJofJthreeJantiretroviralJtherapyJregimesJinJprimaryJyzVJinfectionYJAidsVJ2006VJ
caVJcehWfc 3.5 11

52 StrategiesJforJmitigatingJanJinfluenzaJpandemicYJNatureVJ2006VJeecVJeeiWfc 50.4 1530

51 TheJeffectivenessJofJcontactJtracingJinJemergingJepidemicsYJPLoSbONEVJ2006VJbVJebc 3.7 144

50 rdherenceJtoJantiretroviralJtherapyJandJitsJimpactJonJclinicalJoutcomeJinJyzVWinfectedJpatientsYJ
JournalbofbthebRoyalbSocietybInterfaceVJ2005VJcVJdejWgd 4.1 20

49 yzVJrecombinationkJwhatJisJtheJimpactJonJantiretroviralJtherapypYJJournalbofbthebRoyalbSocietyb
InterfaceVJ2005VJcVJeijWfad 4.1 50

48 yostJimmunityJandJsynchronizedJepidemicsJofJsyphilisJacrossJtheJUnitedJStatesYJNatureVJ2005VJeddVJebhWcb50.4 164

47 StrategiesJforJcontainingJanJemergingJinfluenzaJpandemicJinJSoutheastJrsiaYJNatureVJ2005VJedhVJcajWbe 50.4 1323

46 wuzzyJspeciesJamongJrecombinogenicJbacteriaYJBMCbBiologyVJ2005VJdVJg 7.3 223

45 NeutralJmicroepidemicJevolutionJofJbacterialJpathogensYJProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaVJ2005VJbacVJbjgiWhd 11.5 118

44 MethodsJforJestimatingJtheJcaseJfatalityJratioJforJaJnovelVJemergingJinfectiousJdiseaseYJAmericanb
JournalbofbEpidemiologyVJ2005VJbgcVJehjWig 3.8 169

43 vpidemiologyVJtransmissionJdynamicsVJandJcontrolJofJSrRSkJtheJcaacâ��caadJepidemicJ2005VJgbWia 3

(2005-2006)
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42 SrRSWtoVJantibodyJprevalenceJinJallJyongJ–ongJpatientJcontactsYJEmergingbInfectiousbDiseasesVJ
2004VJbaVJbgfdWg 10.2 61

41 UnderwhelmingJtheJimmuneJresponsekJeffectJofJslowJvirusJgrowthJonJtuiUWTWlymphocyteJ
responsesYJJournalbofbVirologyVJ2004VJhiVJccehWfe 6.6 81

40 UnderwhelmingJtheJzmmuneJResponsekJvffectJofJSlowJVirusJxrowthJonJtuiJUJWTW ymphocyteJ
ResponsesYJJournalbofbVirologyVJ2004VJhiVJgahjWgahj 6.6 78

39 vpidemiologyVJtransmissionJdynamicsJandJcontrolJofJSrRSkJtheJcaacWcaadJepidemicYJPhilosophicalb
TransactionsbofbthebRoyalbSocietybB:bBiologicalbSciencesVJ2004VJdfjVJbajbWbaf 5.8 312

38 wactorsJthatJmakeJanJinfectiousJdiseaseJoutbreakJcontrollableYJProceedingsbofbthebNationalbAcademyb
ofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2004VJbabVJgbegWfb 11.5 767

37 PublicJhealthYJPublicJhealthJriskJfromJtheJavianJyfNbJinfluenzaJepidemicYJScienceVJ2004VJdaeVJjgiWj 33.3 128

36 vpidemiologicalJandJgeneticJanalysisJofJsevereJacuteJrespiratoryJsyndromeYJLancetbInfectiousb
DiseasesobTheVJ2004VJeVJghcWid 25.5 79

35 TheJepidemiologyJofJsevereJacuteJrespiratoryJsyndromeJinJtheJcaadJyongJ–ongJepidemickJanJ
analysisJofJallJbhffJpatientsYJAnnalsbofbInternalbMedicineVJ2004VJbebVJggcWhd 8 235

34 TransmissionJdynamicsJofJtheJetiologicalJagentJofJSrRSJinJyongJ–ongkJimpactJofJpublicJhealthJ
interventionsYJScienceVJ2003VJdaaVJbjgbWg 33.3 823

33  etJitJbeJsexualWWselectionVJaggregationJandJdistortionJusedJtoJconstructJaJcaseJagainstJsexualJ
transmissionYJInternationalbJournalbofbSTDbandbAIDSVJ2003VJbeVJhicWelJauthorJreplyJhieWg 1.4 3

32 vpidemiologicalJdeterminantsJofJspreadJofJcausalJagentJofJsevereJacuteJrespiratoryJsyndromeJinJ
yongJ–ongYJLancetobTheVJ2003VJdgbVJbhgbWg 40 691

31 rntigenWdrivenJTWcellJturnoverYJJournalbofbTheoreticalbBiologyVJ2002VJcbjVJbhhWjc 2.3 6

30 ViralJreplicationJunderJcombinationJantiretroviralJtherapykJaJcomparisonJofJfourJdifferentJregimensYJ
JournalbofbAcquiredbImmunebDeficiencybSyndromesbjt999lVJ2002VJdaVJbghWhg 3.1 12

29 QuantificationJofJintrinsicJresidualJviralJreplicationJinJtreatedJyzVWinfectedJpatientsYJProceedingsbofb
thebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2001VJjiVJbfbghWhc 11.5 22

28
TheJroleJofJantigenicJstimulationJandJcytotoxicJTJcellJactivityJinJregulatingJtheJlongWtermJ
immunopathogenesisJofJyzVkJmechanismsJandJclinicalJimplicationsYJProceedingsbofbthebRoyalbSocietyb
B:bBiologicalbSciencesVJ2001VJcgiVJcaifWjf

4.4 33

27 ViralJdynamicsJandJantiWviralJpharmacodynamicskJrethinkingJinJvitroJmeasuresJofJdrugJpotencyYJ
TrendsbinbPharmacologicalbSciencesVJ2001VJccVJjhWbaa 13.2 27

26 ReductionJofJtheJyzVWbWinfectedJTWcellJreservoirJbyJimmuneJactivationJtreatmentJisJdoseWdependentJ
andJrestrictedJbyJtheJpotencyJofJantiretroviralJdrugsYJAidsVJ2000VJbeVJgfjWgj 3.5 42

25
rntigenWdrivenJtueUJTJcellJandJyzVWbJdynamicskJresidualJviralJreplicationJunderJhighlyJactiveJ
antiretroviralJtherapyYJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaVJ1999VJjgVJbfbghWhc

11.5 55
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24 TheJOspRi||eSJsingletonJactionJfromJtheJsupermembraneYJNuclearbPhysicsbBVJ1999VJfecVJbfhWbje 2.8 24

23 znstantonsVJthreeJdimensionalJgaugeJtheoriesVJandJmonopoleJmoduliJspacesYJPhysicalbReviewbDVJ
1998VJfiVJ 4.9 10

22 OnJtheJweakJcouplingJspectrumJofJNJnJcJsupersymmetricJSURnSJgaugeJtheoryYJNuclearbPhysicsbBVJ
1997VJejaVJcbhWcdf 2.8 17

21 SemiWclassicalJquantizationJinJNJnJeJsupersymmetricJYangWMillsJtheoryJandJdualityYJPhysicsbLettersob
SectionbB:bNuclearobElementarybParticlebandbHighpEnergybPhysicsVJ1997VJeacVJbagWbbc 4.2 31

20 SWdualityJinJNJnJeJsupersymmetricJgaugeJtheoriesJwithJarbitraryJgaugeJgroupYJPhysicsbLettersob
SectionbB:bNuclearobElementarybParticlebandbHighpEnergybPhysicsVJ1996VJdidVJeccWeci 4.2 38

19 vxploringJxeneticJRelatednessVJPatternsJofJvvolutionaryJuescentVJandJtheJPopulationJxeneticsJofJ
sacterialJPathogensJUsingJMultilocusJSequenceJTypingejfWfai

18  ineageJreplacementJandJevolutionJcapturedJbyJtheJUnitedJ–ingdomJtovidJznfectionJSurvey 1

17 tOVzuWbjJincidenceJandJRJdecreasedJonJtheJzsleJofJWightJafterJtheJlaunchJofJtheJTestVJTraceVJzsolateJprogramme3

16 TheJTimingJofJtOVzuWbjJTransmissionYJSSRNbElectronicbJournalV 1 14

15 vasyJandJrccurateJReconstructionJofJWholeJyzVJxenomesJfromJShortWReadJSequenceJuata 4

14 yostJpopulationJstructureJandJtreatmentJfrequencyJmaintainJbalancingJselectionJonJdrugJresistance 1

13 PyY OStrNNvRkJznferringJTransmissionJfromJWithinWJandJsetweenWyostJPathogenJxeneticJuiversity 2

12 simodalJdistributionJandJsetJpointJysVJuNrJviralJloadsJinJchronicJinfectionkJretrospectiveJanalysisJ
ofJcohortsJfromJtheJU–JandJSouthJrfrica 2

11 QuantifyingJSrRSWtoVWcJtransmissionJsuggestsJepidemicJcontrolJwithJdigitalJcontactJtracing 132
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