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j Paper IF Citations

213 uurdLfunctionsLwithLTORvdLforLvacuoleZmediatedLcellLcycleLprogressionaaLEMBOhReportsYL2022YLehfgjj 6.5 1

212 SelectivityLofLmRNtLdegradationLbyLautophagyLinLyeastaLNaturehCommunicationsYL2021YLdeYLefdi 17.4 6

211 MembraneLperturbationLbyLlipidatedLttgkLunderliesLautophagosomeLbiogenesisaLNaturehStructuralh
andhMolecularhBiologyYL2021YLekYLhkfZhlf 17.6 9

210 MitoticLphosphorylationLofLtheLULKLcomplexLregulatesLcellLcycleLprogressionaLPLoShBiologyYL2020YL
dkYLefcccjdk 9.7 2

209 LiquidityLIsLaLvriticalLweterminantLforLSelectiveLtutophagyLofLProteinLvondensatesaLMolecularhCellYL
2020YLjjYLddifZddjhael 17.6 62

208 PhaseLseparationLorganizesLtheLsiteLofLautophagosomeLformationaLNatureYL2020YLhjkYLfcdZfch 50.4 138

207 TORvdLinactivationLstimulatesLautophagyLofLnucleoporinLandLnuclearLporeLcomplexesaLJournalhofh
CellhBiologyYL2020YLedlYL 7.3 22

206 tutophagyLfacilitatesLadaptationLofLbuddingLyeastLtoLrespiratoryLgrowthLbyLrecyclingLserineLforL
oneZcarbonLmetabolismaLNaturehCommunicationsYL2020YLddYLhche 17.4 7

205 ttglLisLaLlipidLscramblaseLthatLmediatesLautophagosomalLmembraneLexpansionaLNaturehStructuralh
andhMolecularhBiologyYL2020YLejYLddkhZddlf 17.6 97

204 tutophagyLIncreasesLZincLuioavailabilityLtoLtvoidLLightZMediatedLReactiveLOxygenLSpeciesL
ProductionLunderLZincLweficiencyaLPlanthPhysiologyYL2020YLdkeYLdekgZdeli 6.6 22

203 ttgeLmediatesLdirectLlipidLtransferLbetweenLmembranesLforLautophagosomeLformationaLNatureh
StructuralhandhMolecularhBiologyYL2019YLeiYLekdZekk 17.6 178

202 TwoLdistinctLmechanismsLtargetLtheLautophagyZrelatedLxfLcomplexLtoLtheLpreZautophagosomalL
structureaLELifeYL2019YLkYL 8.9 35

201 tnalysisLofLautophagyLactivatedLduringLchangesLinLcarbonLsourceLavailabilityLinLyeastLcellsaLJournalh
ofhBiologicalhChemistryYL2019YLelgYLhhlcZhicf 5.4 13

200 UnveilingLtheLMolecularLMechanismsLofLPlantLtutophagyZyromLtutophagosomesLtoLVacuolesLinL
PlantsaLPlanthandhCellhPhysiologyYL2018YLhlYLdffjZdfgg 4.9 49

199 LipidationZindependentLvacuolarLfunctionsLofLttgkLrelyLonLitsLnoncanonicalLinteractionLwithLaL
vacuoleLmembraneLproteinaLELifeYL2018YLjYL 8.9 20

198 ttgjLtctivatesLanLtutophagyZxssentialLUbiquitinZlikeLProteinLttgkLthroughLMultiZStepLRecognitionaL
JournalhofhMolecularhBiologyYL2018YLgfcYLeglZehj 6.5 20

197
TheLttgeZttgdkLcomplexLtethersLpreZautophagosomalLmembranesLtoLtheLendoplasmicLreticulumL
forLautophagosomeLformationaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaYL2018YLddhYLdcfifZdcfik

11.5 125
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196 TheLYeastLVacuolemLtLParadigmLforLPlantLvellLuiologistsrL2018YLdZed 1

195 ZincLstarvationLinducesLautophagyLinLyeastaLJournalhofhBiologicalhChemistryYL2017YLeleYLkhecZkhfc 5.4 40

194 RecyclingLofLironLviaLautophagyLisLcriticalLforLtheLtransitionLfromLglycolyticLtoLrespiratoryLgrowthaL
JournalhofhBiologicalhChemistryYL2017YLeleYLkhffZkhgf 5.4 17

193 yunctionalLidentificationLofLtttVTfYLaLfamilyLofLvacuolarLaminoLacidLtransportersYLinLtrabidopsisaL
FEBShLettersYL2017YLhldYLhZdh 3.8 19

192 tutophagyLinductionLunderLcarbonLstarvationLconditionsLisLnegativelyLregulatedLbyLcarbonL
cataboliteLrepressionaLJournalhofhBiologicalhChemistryYL2017YLeleYLdllchZdlldk 5.4 32

191 TheLIntrinsicallyLwisorderedLProteinLttgdfLMediatesLSupramolecularLtssemblyLofLtutophagyL
InitiationLvomplexesaLDevelopmentalhCellYL2016YLfkYLkiZll 10.2 108

190 StructuralLuasisLforLReceptorZMediatedLSelectiveLtutophagyLofLtminopeptidaseLILtggregatesaLCellh
ReportsYL2016YLdiYLdlZej 10.6 19

189 LocalizationLofLttgfLtoLautophagyZrelatedLmembranesLandLitsLenhancementLbyLtheLttgkZfamilyL
interactingLmotifLtoLpromoteLexpansionLofLtheLmembranesaLFEBShLettersYL2015YLhklYLjggZl 3.8 25

188 uclZeZlikeLproteinLdfLisLaLmammalianLttgfeLhomologueLthatLmediatesLmitophagyLandLmitochondrialL
fragmentationaLNaturehCommunicationsYL2015YLiYLjhej 17.4 256

187 ttgdfLαORMtLdomainLrecruitsLttglLvesiclesLduringLautophagosomeLformationaLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2015YLddeYLffhcZh 11.5 105

186
TheLyeastLchromatinLremodelerLRscdZRSvLcomplexLisLrequiredLforLtranscriptionalLactivationLofL
autophagyZrelatedLgenesLandLinhibitionLofLtheLTORvdLpathwayLinLresponseLtoLnitrogenLstarvationaL
BiochemicalhandhBiophysicalhResearchhCommunicationsYL2015YLgigYLdegkZdehf

3.4 10

185 TheLThermotolerantLYeastLKluyveromycesLmarxianusLIsLaLUsefulLOrganismLforLStructuralLandL
uiochemicalLStudiesLofLtutophagyaLJournalhofhBiologicalhChemistryYL2015YLelcYLelhciZdk 5.4 15

184 uulkLRNtLdegradationLbyLnitrogenLstarvationZinducedLautophagyLinLyeastaLEMBOhJournalYL2015YLfgYLdhgZik13 79

183 PhospholipidLmethylationLcontrolsLttgfeZmediatedLmitophagyLandLttgkLrecyclingaLEMBOhJournalYL
2015YLfgYLejcfZdl 13 26

182 ReceptorZmediatedLselectiveLautophagyLdegradesLtheLendoplasmicLreticulumLandLtheLnucleusaL
NatureYL2015YLheeYLfhlZie 50.4 384

181 tLnovelLroleLforLdebdhZlipoxygenaseLinLregulatingLautophagyaLRedoxhBiologyYL2015YLgYLgcZj 11.3 31

180 StructuralLbasisLofLstarvationZinducedLassemblyLofLtheLautophagyLinitiationLcomplexaLNatureh
StructuralhandhMolecularhBiologyYL2014YLedYLhdfZed 17.6 137

179 αistoricalLlandmarksLofLautophagyLresearchaLCellhResearchYL2014YLegYLlZef 24.7 593

(2014-2018)
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178 YeastLandLmammalianLautophagosomesLexhibitLdistinctLphosphatidylinositolLfZphosphateL
asymmetriesaLNaturehCommunicationsYL2014YLhYLfecj 17.4 73

177 αrrehLtriggersLselectiveLautophagyZrelatedLpathwaysLbyLphosphorylatingLreceptorLproteinsaLJournalh
ofhCellhBiologyYL2014YLecjYLldZdch 7.3 84

176 tutophagymLcloseLcontactLkeepsLoutLtheLuninvitedaLCurrenthBiologyYL2014YLegYLRhicZRhie 6.3 6

175 wifferentLphosphatidylinositolLfZphosphateLasymmetriesLinLyeastLandLmammalianLautophagosomesL
revealedLbyLaLnewLelectronLmicroscopyLtechniqueaLAutophagyYL2014YLdcYLlffZh 10.2 3

174 PlantLautophagyLisLresponsibleLforLperoxisomalLtransitionLandLplaysLanLimportantLroleLinLtheL
maintenanceLofLperoxisomalLqualityaLAutophagyYL2014YLdcYLlfiZj 10.2 13

173 OrganZspecificLqualityLcontrolLofLplantLperoxisomesLisLmediatedLbyLautophagyaLJournalhofhCellh
ScienceYL2014YLdejYLddidZk 5.3 80

172 αrrehLphosphorylatesLtheLautophagicLreceptorLttgfgLtoLpromoteLvacuolarLtransportLofL
˛–ZmannosidaseLunderLnitrogenLstarvationLconditionsaLFEBShLettersYL2014YLhkkYLfkieZl 3.8 28

171 ProteomicLprofilingLofLautophagosomeLcargoLinLSaccharomycesLcerevisiaeaLPLoShONEYL2014YLlYLeldihd 3.7 13

170 MembraneLmorphologyLisLactivelyLtransformedLbyLcovalentLbindingLofLtheLproteinLttgkLtoLPxZlipidsaL
PLoShONEYL2014YLlYLeddhfhj 3.7 44

169 TheLMolecularLMechanismsLUnderlyingLtutophagosomeLyormationLinLYeastL2014YLijZjj 1

168 yineLmappingLofLautophagyZrelatedLproteinsLduringLautophagosomeLformationLinLSaccharomycesL
cerevisiaeaLJournalhofhCellhScienceYL2013YLdeiYLehfgZgg 5.3 207

167 StructureLofLtheLttgdeZttghLconjugateLrevealsLaLplatformLforLstimulatingLttgkZPxLconjugationaL
EMBOhReportsYL2013YLdgYLeciZdd 6.5 94

166 tTzgLProteasesLinLtutophagyL2013YLedfkZedge

165 TwoZcoloredLfluorescenceLcorrelationLspectroscopyLscreeningLforLLvfZPieLinteractionLinhibitorsaL
JournalhofhBiomolecularhScreeningYL2013YLdkYLddcfZl 9

164 ttgfkLisLrequiredLforLautophagyZspecificLphosphatidylinositolLfZkinaseLcomplexLintegrityaLJournalhofh
CellhBiologyYL2013YLecfYLellZfdf 7.3 77

163 ttgdeZttghLconjugateLenhancesLxeLactivityLofLttgfLbyLrearrangingLitsLcatalyticLsiteaLNatureh
StructuralhandhMolecularhBiologyYL2013YLecYLgffZl 17.6 102

162 αighlyLoxidizedLperoxisomesLareLselectivelyLdegradedLviaLautophagyLinLtrabidopsisaLPlanthCellYL2013
YLehYLglijZkf 11.6 148

161 StructuralLinsightsLintoLttgdcZmediatedLformationLofLtheLautophagyZessentialLttgdeZttghL
conjugateaLStructureYL2012YLecYLdeggZhg 5.2 52
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160 NoncanonicalLrecognitionLandLUuLLloadingLofLdistinctLxesLbyLautophagyZessentialLttgjaLNatureh
StructuralhandhMolecularhBiologyYL2012YLdlYLdehcZi 17.6 42

159 tutophagosomeLformationLcanLbeLachievedLinLtheLabsenceLofLttgdkLbyLexpressingLengineeredL
PtSZtargetedLttgeaLFEBShLettersYL2012YLhkiYLegjfZk 3.8 20

158 ttggLrecyclesLinappropriatelyLlipidatedLttgkLtoLpromoteLautophagosomeLbiogenesisaLAutophagyYL
2012YLkYLdjjZki 10.2 152

157 tutophagyZrelatedLproteinLfeLactsLasLautophagicLdegronLandLdirectlyLinitiatesLmitophagyaLJournalh
ofhBiologicalhChemistryYL2012YLekjYLdcifdZdcifk 5.4 104

156 ttglLvesiclesLrecruitLvesicleZtetheringLproteinsLTrskhLandLYptdLtoLtheLautophagosomeLformationL
siteaLJournalhofhBiologicalhChemistryYL2012YLekjYLggeidZl 5.4 85

155 StructureLofLtheLnovelLvZterminalLdomainLofLvacuolarLproteinLsortingLfcbautophagyZrelatedLproteinL
iLandLitsLspecificLroleLinLautophagyaLJournalhofhBiologicalhChemistryYL2012YLekjYLdiehiZii 5.4 54

154 ttglLvesiclesLareLanLimportantLmembraneLsourceLduringLearlyLstepsLofLautophagosomeLformationaL
JournalhofhCellhBiologyYL2012YLdlkYLedlZff 7.3 413

153
TheLautophagyZrelatedLproteinLkinaseLttgdLinteractsLwithLtheLubiquitinZlikeLproteinLttgkLviaLtheL
ttgkLfamilyLinteractingLmotifLtoLfacilitateLautophagosomeLformationaLJournalhofhBiologicalh
ChemistryYL2012YLekjYLekhcfZj

5.4 75

152 StructureZbasedLanalysesLrevealLdistinctLbindingLsitesLforLttgeLandLphosphoinositidesLinLttgdkaL
JournalhofhBiologicalhChemistryYL2012YLekjYLfdikdZlc 5.4 93

151 SwSZPtzxLtechniquesLtoLstudyLubiquitinZlikeLconjugationLsystemsLinLyeastLautophagyaLMethodshinh
MolecularhBiologyYL2012YLkfeYLhdlZel 1.4 15

150 SelectiveLautophagyLregulatesLinsertionalLmutagenesisLbyLtheLTydLretrotransposonLinL
SaccharomycesLcerevisiaeaLDevelopmentalhCellYL2011YLedYLfhkZih 10.2 38

149 StructuralLbasisLofLttgkLactivationLbyLaLhomodimericLxdYLttgjaLMolecularhCellYL2011YLggYLgieZjh 17.6 122

148 StarvationLinducedLcellLdeathLinLautophagyZdefectiveLyeastLmutantsLisLcausedLbyLmitochondriaL
dysfunctionaLPLoShONEYL2011YLiYLedjgde 3.7 117

147 TheLroleLofLttgLproteinsLinLautophagosomeLformationaLAnnualhReviewhofhCellhandhDevelopmentalh
BiologyYL2011YLejYLdcjZfe 12.6 2096

146 PtdInsLfZKinaseLOrchestratesLtutophagosomeLyormationLinLYeastaLJournalhofhLipidsYL2011YLecddYLglkjik 2.7 41

145 ttgdgmLaLkeyLplayerLinLorchestratingLautophagyaLInternationalhJournalhofhCellhBiologyYL2011YLecddYLjdfgfh2.6 51

144 TorLdirectlyLcontrolsLtheLttgdLkinaseLcomplexLtoLregulateLautophagyaLMolecularhandhCellularhBiology
YL2010YLfcYLdcglZhk 4.8 351

143 SelectiveLtransportLofLalphaZmannosidaseLbyLautophagicLpathwaysmLidentificationLofLaLnovelL
receptorYLttgfgpaLJournalhofhBiologicalhChemistryYL2010YLekhYLfccdlZeh 5.4 92

(2010-2012)
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142
tutophagyZrelatedLproteinLkLUttgkVLfamilyLinteractingLmotifLinLttgfLmediatesLtheLttgfZttgkL
interactionLandLisLcrucialLforLtheLcytoplasmZtoZvacuoleLtargetingLpathwayaLJournalhofhBiologicalh
ChemistryYL2010YLekhYLelhllZicj

5.4 81

141 SelectiveLtransportLofLalphaZmannosidaseLbyLautophagicLpathwaysmLstructuralLbasisLforLcargoL
recognitionLbyLttgdlLandLttgfgaLJournalhofhBiologicalhChemistryYL2010YLekhYLfcceiZff 5.4 40

140 wimericLcoiledZcoilLstructureLofLSaccharomycesLcerevisiaeLttgdiLandLitsLfunctionalLsignificanceLinL
autophagyaLJournalhofhBiologicalhChemistryYL2010YLekhYLdhckZdh 5.4 92

139 TheLTORZMediatedLRegulationLofLtutophagyLinLtheLYeastLSaccharomycesLcerevisiaeaLThehEnzymesYL
2010YLdgfZdih 2.3 1

138 TheLNMRLstructureLofLtheLautophagyZrelatedLproteinLttgkaLJournalhofhBiomolecularhNMRYL2010YLgjYLefjZgd3 42

137 ttgkZfamilyLinteractingLmotifLcrucialLforLselectiveLautophagyaLFEBShLettersYL2010YLhkgYLdfjlZkh 3.8 345

136 vurrentLknowledgeLofLtheLpreZautophagosomalLstructureLUPtSVaLFEBShLettersYL2010YLhkgYLdekcZi 3.8 126

135 tutophagyLplaysLaLroleLinLchloroplastLdegradationLduringLsenescenceLinLindividuallyLdarkenedL
leavesaLPlanthPhysiologyYL2009YLdglYLkkhZlf 6.6 241

134 TheLaminoZterminalLregionLofLttgfLisLessentialLforLassociationLwithLphosphatidylethanolamineLinL
ttgkLlipidationaLFEBShLettersYL2009YLhkfYLdcjkZkf 3.8 39

133 OstTzdcbYLanLautophagosomeLcomponentYLisLneededLforLcellLsurvivalLagainstLoxidativeLstressesLinL
riceaLMoleculeshandhCellsYL2009YLejYLijZjg 3.5 76

132 vrystallizationLofLSaccharomycesLcerevisiaeLalphaZmannosidaseYLaLcargoLproteinLofLtheLvvtLpathwayaL
ActahCrystallographicahSectionhF:hStructuralhBiologyhCommunicationsYL2009YLihYLhjdZf 4

131 ttgdjLrecruitsLttglLtoLorganizeLtheLpreZautophagosomalLstructureaLGeneshTohCellsYL2009YLdgYLhehZfk 2.3 119

130 TheLstructureLofLttgguZLvfLcomplexLrevealsLtheLmechanismLofLLvfLprocessingLandLdelipidationL
duringLautophagyaLEMBOhJournalYL2009YLekYLdfgdZhc 13 294

129 wynamicsLandLdiversityLinLautophagyLmechanismsmLlessonsLfromLyeastaLNaturehReviewshMolecularh
CellhBiologyYL2009YLdcYLghkZij 48.7 1261

128 tTzLsystemsLfromLtheLproteinLstructuralLpointLofLviewaLChemicalhReviewsYL2009YLdclYLdhkjZlk 68.1 59

127 MitochondriaZanchoredLreceptorLttgfeLmediatesLdegradationLofLmitochondriaLviaLselectiveL
autophagyaLDevelopmentalhCellYL2009YLdjYLkjZlj 10.2 675

126 LapfLisLaLselectiveLtargetLofLautophagyLinLyeastYLSaccharomycesLcerevisiaeaLBiochemicalhandh
BiophysicalhResearchhCommunicationsYL2009YLfjkYLhhdZj 3.4 29

125
vharacterizationLofLtheLttgdjZttgelZttgfdLcomplexLspecificallyLrequiredLforLstarvationZinducedL
autophagyLinLSaccharomycesLcerevisiaeaLBiochemicalhandhBiophysicalhResearchhCommunicationsYL
2009YLfklYLideZh

3.4 87
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124 tutophagyLnegativelyLregulatesLcellLdeathLbyLcontrollingLNPRdZdependentLsalicylicLacidLsignalingL
duringLsenescenceLandLtheLinnateLimmuneLresponseLinLtrabidopsisaLPlanthCellYL2009YLedYLeldgZej 11.6 400

123 tLlandmarkLproteinLessentialLforLmitophagymLttgfeLrecruitsLtheLautophagicLmachineryLtoL
mitochondriaaLAutophagyYL2009YLhYLdecfZh 10.2 42

122 TransportLofLphosphatidylinositolLfZphosphateLintoLtheLvacuoleLviaLautophagicLmembranesLinL
SaccharomycesLcerevisiaeaLGeneshTohCellsYL2008YLdfYLhfjZgj 2.3 115

121 StructuralLbasisLofLtargetLrecognitionLbyLttgkbLvfLduringLselectiveLautophagyaLGeneshTohCellsYL2008YL
dfYLdeddZk 2.3 294

120 VisualizationLofLRubiscoZvontainingLuodiesLwerivedLfromLvhloroplastsLinLLivingLvellsLofLtrabidopsisL
2008YLdecjZdedc

119 MobilizationLofLrubiscoLandLstromaZlocalizedLfluorescentLproteinsLofLchloroplastsLtoLtheLvacuoleLbyL
anLtTzLgeneZdependentLautophagicLprocessaLPlanthPhysiologyYL2008YLdgkYLdgeZhh 6.6 254

118 LipidationLofLttgkmLhowLisLsubstrateLspecificityLdeterminedLwithoutLaLcanonicalLxfLenzymeraL
AutophagyYL2008YLgYLlddZf 10.2 14

117 wynamicsLandLfunctionLofLPtdInsUfVPLinLautophagyaLAutophagyYL2008YLgYLlheZg 10.2 53

116 TheLttgdkZttgeLcomplexLisLrecruitedLtoLautophagicLmembranesLviaLphosphatidylinositolL
fZphosphateLandLexertsLanLessentialLfunctionaLJournalhofhBiologicalhChemistryYL2008YLekfYLefljeZkc 5.4 226

115 PhysiologicalLpαLandLacidicLphospholipidsLcontributeLtoLsubstrateLspecificityLinLlipidationLofLttgkaL
JournalhofhBiologicalhChemistryYL2008YLekfYLedkgjZhe 5.4 43

114 InLvitroLreconstitutionLofLplantLttgkLandLttgdeLconjugationLsystemsLessentialLforLautophagyaL
JournalhofhBiologicalhChemistryYL2008YLekfYLdledZk 5.4 93

113 OrganizationLofLtheLpreZautophagosomalLstructureLresponsibleLforLautophagosomeLformationaL
MolecularhBiologyhofhthehCellYL2008YLdlYLecflZhc 3.5 200

112 MolecularLwissectionLofLtutophagyLinLtheLYeastLSaccharomycesLcerevisiaeL2008YLfdZhc

111 PIfKLsignalingLofLautophagyLisLrequiredLforLstarvationLtoleranceLandLvirulenceofLvryptococcusL
neoformansaLJournalhofhClinicalhInvestigationYL2008YLddkYLddkiZlj 15.9 177

110 vrystallizationLofLtheLttgdeZttghLconjugateLboundLtoLttgdiLbyLtheLfreeZinterfaceLdiffusionL
methodaLJournalhofhSynchrotronhRadiationYL2008YLdhYLeiiZk 2.4 7

109 vrystallizationLofLtheLcoiledZcoilLdomainLofLttgdiLessentialLforLautophagyaLActahCrystallographicah
SectionhF:hStructuralhBiologyhCommunicationsYL2008YLigYLdcgiZk 2

108 NovelLfamiliesLofLvacuolarLaminoLacidLtransportersaLIUBMBhLifeYL2008YLicYLhdlZeh 4.7 45

107 TheLyeastLTorLsignalingLpathwayLisLinvolvedLinLzebMLtransitionLviaLpoloZkinaseaLPLoShONEYL2008YLfYLeeeef3.7 50

(2008-2009)
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106 TheLttgdeZttghLconjugateLhasLaLnovelLxfZlikeLactivityLforLproteinLlipidationLinLautophagyaLJournalhofh
BiologicalhChemistryYL2007YLekeYLfjelkZfce 5.4 781

105 vrystallizationLandLpreliminaryLcrystallographicLanalysisLofLhumanLttgguZLvfLcomplexaLActah
CrystallographicahSectionhF:hStructuralhBiologyhCommunicationsYL2007YLifYLllZdce 5

104 vrystallizationLofLSaccharomycesLcerevisiaeLaminopeptidaseLdYLtheLmajorLcargoLproteinLofLtheLvvtL
pathwayaLActahCrystallographicahSectionhF:hStructuralhBiologyhCommunicationsYL2007YLifYLeccZf 6

103 vrystallizationLandLpreliminaryLXZrayLanalysisLofLttgdcaLActahCrystallographicahSectionhF:hStructuralh
BiologyhCommunicationsYL2007YLifYLggfZh 6

102 αierarchyLofLttgLproteinsLinLpreZautophagosomalLstructureLorganizationaLGeneshTohCellsYL2007YLdeYLeclZdk2.3 533

101 TheLcrystalLstructureLofLttgfYLanLautophagyZrelatedLubiquitinLcarrierLproteinLUxeVLenzymeLthatL
mediatesLttgkLlipidationaLJournalhofhBiologicalhChemistryYL2007YLekeYLkcfiZgf 5.4 95

100 StructureLofLttghattgdiYLaLcomplexLessentialLforLautophagyaLJournalhofhBiologicalhChemistryYL2007YL
ekeYLijifZje 5.4 172

99 tnLtrabidopsisLhomologLofLyeastLtTzibVPSfcLisLessentialLforLpollenLgerminationaLPlanthPhysiologyYL
2007YLdgfYLddfeZl 6.6 129

98 visdbttgfdLisLrequiredLforLautophagosomeLformationLinLSaccharomycesLcerevisiaeaLBiochemicalhandh
BiophysicalhResearchhCommunicationsYL2007YLfhiYLgchZdc 3.4 83

97 ttgkYLaLubiquitinZlikeLproteinLrequiredLforLautophagosomeLformationYLmediatesLmembraneL
tetheringLandLhemifusionaLCellYL2007YLdfcYLdihZjk 56.2 869

96 MolecularLmachineryLofLautophagosomeLformationLinLyeastYLSaccharomycesLcerevisiaeaLFEBShLetters
YL2007YLhkdYLedhiZid 3.8 312

95 tutophagyLinLdevelopmentLandLstressLresponsesLofLplantsaLAutophagyYL2006YLeYLeZdd 10.2 268

94 tttTzLgenesYLhomologsLofLyeastLautophagyLgenesYLareLinvolvedLinLconstitutiveLautophagyLinL
trabidopsisLrootLtipLcellsaLPlanthandhCellhPhysiologyYL2006YLgjYLdigdZhe 4.9 141

93
tssortmentLofLphosphatidylinositolLfZkinaseLcomplexesZZttgdgpLdirectsLassociationLofLcomplexLILtoL
theLpreZautophagosomalLstructureLinLSaccharomycesLcerevisiaeaLMolecularhBiologyhofhthehCellYL2006YL
djYLdhejZfl

3.5 175

92 OrganelleLdegradationLduringLtheLlensLandLerythroidLdifferentiationLisLindependentLofLautophagyaL
BiochemicalhandhBiophysicalhResearchhCommunicationsYL2006YLfflYLgkhZl 3.4 90

91 vrystallizationLandLpreliminaryLXZrayLanalysisLofLttgfaLActahCrystallographicahSectionhF:hStructuralh
BiologyhCommunicationsYL2006YLieYLdcdiZj 3

90 xxpressionYLpurificationLandLcrystallizationLofLtheLttghZttgdiLcomplexLessentialLforLautophagyaL
ActahCrystallographicahSectionhF:hStructuralhBiologyhCommunicationsYL2006YLieYLdcedZf 10

89 TwoLnewlyLidentifiedLsitesLinLtheLubiquitinZlikeLproteinLttgkLareLessentialLforLautophagyaLEMBOh
ReportsYL2006YLjYLifhZge 6.5 45
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88 ProteinLturnoveraLIUBMBhLifeYL2006YLhkYLfifZl 4.7 18

87 vharacterizationLofLaLnovelLautophagyZspecificLgeneYLtTzelaLBiochemicalhandhBiophysicalhResearchh
CommunicationsYL2005YLffkYLdkkgZl 3.4 85

86 tLfamilyLofLbasicLaminoLacidLtransportersLofLtheLvacuolarLmembraneLfromLSaccharomycesL
cerevisiaeaLJournalhofhBiologicalhChemistryYL2005YLekcYLgkhdZj 5.4 75

85 StarvationLtriggersLtheLdeliveryLofLtheLendoplasmicLreticulumLtoLtheLvacuoleLviaLautophagyLinLyeastaL
TrafficYL2005YLiYLhiZih 5.7 135

84 StructureZfunctionLrelationshipLofLttgdeYLaLubiquitinZlikeLmodifierLessentialLforLautophagyaL
AutophagyYL2005YLdYLddcZk 10.2 61

83 StructuralLbasisLforLtheLspecificityLandLcatalysisLofLhumanLttgguLresponsibleLforLmammalianL
autophagyaLJournalhofhBiologicalhChemistryYL2005YLekcYLgcchkZih 5.4 100

82 ToreLdirectlyLphosphorylatesLtheLtzvLkinaseLYpkeLtoLregulateLactinLpolarizationaLMolecularhandh
CellularhBiologyYL2005YLehYLjeflZgk 4.8 171

81 tutophagyLisLrequiredLforLmaintenanceLofLaminoLacidLlevelsLandLproteinLsynthesisLunderLnitrogenL
starvationaLJournalhofhBiologicalhChemistryYL2005YLekcYLfdhkeZi 5.4 320

80 ttgdjLfunctionsLinLcooperationLwithLttgdLandLttgdfLinLyeastLautophagyaLMolecularhBiologyhofhtheh
CellYL2005YLdiYLehggZhf 3.5 264

79 ImpairmentLofLstarvationZinducedLandLconstitutiveLautophagyLinLttgjZdeficientLmiceaLJournalhofhCellh
BiologyYL2005YLdilYLgehZfg 7.3 1881

78 tLsortingLnexinLPpttgegLregulatesLvacuolarLmembraneLdynamicsLduringLpexophagyLviaLbindingLtoL
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