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Molecular architecture of Gi+ <sub>o</sub> and the structural basis for RGS16-mediated deactivation.
Proceedings of the National Academy of Sciences of the United States of America, 2008, 105, 6243-6248.
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The yeast dynein Dyn2-Pac11 complex is a dynein dimerization/processivity factor: structural and
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Structure of a Yeast Dyn2-Nup159 Complex and Molecular Basis for Dynein Light Chain-Nuclear Pore

Interaction. Journal of Biological Chemistry, 2012, 287, 15862-15873. 3.4 24
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Multivalent interactions make adherens junctiond€“cytoskeletal linkage robust during morphogenesis.
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