
Lars Feuk

ListhofhPublicationshbyhCitations

Source:hhttps:yyexalyxcomyauthorvpdfy8308596ylarsvfeukvpublicationsvbyvcitationsxpdf

Version:h2024v04v27h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

88
papers

20,492
citations

40
h-index

92
g-index

92
ext. papers

23,096
ext. citations

11.8
avg, IF

5.89
L-index



k Paper IF Citations

88 GlobalOvariationOinOcopyOnumberOinOtheOhumanOgenomebONature_O2006_Ohhh_Ohhhaih 50.4 3306

87 xetectionOofOlargeascaleOvariationOinOtheOhumanOgenomebONaturelGenetics_O2004_Ogj_Omhmaie 36.3 2371

86
wonsensusOstatementnOchromosomalOmicroarrayOisOaOfirstatierOclinicalOdiagnosticOtestOforOindividualsO
withOdevelopmentalOdisabilitiesOorOcongenitalOanomaliesbOAmericanlJournalloflHumanlGenetics_O2010_O
lj_Okhmajh

11 1831

85 OriginsOandOfunctionalOimpactOofOcopyOnumberOvariationOinOtheOhumanOgenomebONature_O2010_Ohjh_Okdhaef50.4 1467

84 StructuralOvariationOinOtheOhumanOgenomebONaturelReviewslGenetics_O2006_Ok_Oliamk 30.1 1416

83 StructuralOvariationOofOchromosomesOinOautismOspectrumOdisorderbOAmericanlJournalloflHumanl
Genetics_O2008_Olf_Ohkkall 11 1413

82 TheOdiploidOgenomeOsequenceOofOanOindividualOhumanbOPLoSlBiology_O2007_Oi_Oefih 9.7 1249

81 MappingOautismOriskOlociOusingOgeneticOlinkageOandOchromosomalOrearrangementsbONaturelGenetics_O
2007_Ogm_Ogemafl 36.3 1083

80 TheOxatabaseOofOGenomicOVariantsnOaOcuratedOcollectionOofOstructuralOvariationOinOtheOhumanO
genomebONucleiclAcidslResearch_O2014_Ohf_Oxmljamf 20.1 764

79 GenomeawideOassociationOstudyOofOwNVsOinOej_dddOcasesOofOeightOcommonOdiseasesOandOg_dddO
sharedOcontrolsbONature_O2010_Ohjh_Okegafd 50.4 639

78 wopyOnumberOvariationnOnewOinsightsOinOgenomeOdiversitybOGenomelResearch_O2006_Oej_Omhmaje 9.7 580

77 MultipleOrecurrentOgeneticOeventsOconvergeOonOcontrolOofOhistoneOlysineOmethylationOinO
medulloblastomabONaturelGenetics_O2009_Ohe_Ohjiakf 36.3 337

76 womprehensiveOassessmentOofOarrayabasedOplatformsOandOcallingOalgorithmsOforOdetectionOofOcopyO
numberOvariantsbONaturelBiotechnology_O2011_Ofm_Oiefafd 44.5 333

75 whallengesOandOstandardsOinOintegratingOsurveysOofOstructuralOvariationbONaturelGenetics_O2007_Ogm_OSkaei 36.3 279

74 TotalORNuOsequencingOrevealsOnascentOtranscriptionOandOwidespreadOcoatranscriptionalOsplicingOinO
theOhumanObrainbONaturelStructurallandlMolecularlBiology_O2011_Oel_Oehgiahd 17.6 217

73 PrepublicationOdataOsharingbONature_O2009_Ohje_Oejlakd 50.4 197

72 StructuralOvariantsnOchangingOtheOlandscapeOofOchromosomesOandOdesignOofOdiseaseOstudiesbOHumanl
MolecularlGenetics_O2006_OeiOSpecONoOe_ORikajj 5.6 190
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71 yxcessiveOgenomicOxNuOcopyOnumberOvariationOinOtheOLiazraumeniOcancerOpredispositionOsyndromebO
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmerica_O2008_Oedi_Oeefjham 11.5 155

70
GeneticOadaptationOofOfattyaacidOmetabolismnOaOhumanaspecificOhaplotypeOincreasingOtheO
biosynthesisOofOlongachainOomegaagOandOomegaajOfattyOacidsbOAmericanlJournalloflHumanlGenetics_O
2012_Omd_Oldmafd

11 148

69 ubsenceOofOaOpaternallyOinheritedOzOXPfOgeneOinOdevelopmentalOverbalOdyspraxiabOAmericanlJournall
oflHumanlGenetics_O2006_Okm_Omjiakf 11 143

68 GenomeOassemblyOcomparisonOidentifiesOstructuralOvariantsOinOtheOhumanOgenomebONaturelGenetics_O
2006_Ogl_Oehegal 36.3 133

67
LackOofOreplicationOofOassociationOfindingsOinOcomplexOdiseasenOanOanalysisOofOeiOpolymorphismsOinO
priorOcandidateOgenesOforOsporadicOulzheimerVsOdiseasebOEuropeanlJournalloflHumanlGenetics_O2001_O
m_Ohgkahh

5.3 132

66 xiscoveryOofOhumanOinversionOpolymorphismsObyOcomparativeOanalysisOofOhumanOandOchimpanzeeO
xNuOsequenceOassembliesbOPLoSlGenetics_O2005_Oe_Oeij 6 130

65 uccurateOandOreliableOhighathroughputOdetectionOofOcopyOnumberOvariationOinOtheOhumanOgenomebO
GenomelResearch_O2006_Oej_Oeijjakh 9.7 122

64 GenomeawideOassociationOstudyOofOsusceptibilityOlociOforOcervicalOcancerbOJournalloflthelNationall
CancerlInstitute_O2013_Oedi_Ojfhagg 9.7 113

63 LinkageOdisequilibriumOpatternsOvaryOsubstantiallyOamongOpopulationsbOEuropeanlJournalloflHumanl
Genetics_O2005_Oeg_Ojkkalj 5.3 113

62 SweGennOaOwholeagenomeOdataOresourceOofOgeneticOvariabilityOinOaOcrossasectionOofOtheOSwedishO
populationbOEuropeanlJournalloflHumanlGenetics_O2017_Ofi_Oefigaefjd 5.3 103

61 HaplotypesOextendingOacrossOuwyOareOassociatedOwithOulzheimerVsOdiseasebOHumanlMolecularl
Genetics_O2003_Oef_Olimajk 5.6 93

60 GeneticOvariationOinOaOhaplotypeOblockOspanningOIxyOinfluencesOulzheimerOdiseasebOHumanlMutation_O
2003_Off_Ogjgake 4.7 82

59 WelanderOdistalOmyopathyOcausedObyOanOancientOfounderOmutationOinOTIueOassociatedOwithO
perturbedOsplicingbOHumanlMutation_O2013_Ogh_Oikfak 4.7 76

58 xiagnosticOinterpretationOofOarrayOdataOusingOpublicOdatabasesOandOinternetOsourcesbOHumanl
Mutation_O2012_Ogg_Omgdahd 4.7 74

57 InfantileOcerebellararetinalOdegenerationOassociatedOwithOaOmutationOinOmitochondrialOaconitase_O
uwOfbOAmericanlJournalloflHumanlGenetics_O2012_Omd_Oielafg 11 72

56 PublicOdataOarchivesOforOgenomicOstructuralOvariationbONaturelGenetics_O2010_Ohf_Olegah 36.3 67

55 GlobalOandOunbiasedOdetectionOofOspliceOjunctionsOfromORNuaseqOdatabOGenomelBiology_O2010_Oee_ORgh 18.3 65

54
ylevatedOamyloidObetaOproteinOWubetahfXOandOlateOonsetOulzheimerVsOdiseaseOareOassociatedOwithO
singleOnucleotideOpolymorphismsOinOtheOurokinaseatypeOplasminogenOactivatorOgenebOHumanl
MolecularlGenetics_O2005_Oeh_Ohhkajd

5.6 58
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53 VariantsOofOwYPhjueOmayOinteractOwithOageOandOuPOyOtoOinfluenceOwSzOubetahfOlevelsOinO
ulzheimerVsOdiseasebOHumanlGenetics_O2004_Oeeh_Oileak 6.3 57

52 xeleteriousOmutationOinOzxXeLOgeneOisOassociatedOwithOaOnovelOmitochondrialOmuscleOmyopathybO
EuropeanlJournalloflHumanlGenetics_O2014_Off_Omdfaj 5.3 56

51 InversionOvariantsOinOtheOhumanOgenomenOroleOinOdiseaseOandOgenomeOarchitecturebOGenomelMedicine
_O2010_Of_Oee 14.4 47

50 ubolishedOInsPgRfOfunctionOinhibitsOsweatOsecretionOinObothOhumansOandOmicebOJournalloflClinicall
Investigation_O2014_Oefh_Ohkkgald 15.9 45

49 SequenceOvariantsOofOIxyOareOassociatedOwithOtheOextentOofObetaaamyloidOdepositionOinOtheO
ulzheimerVsOdiseaseObrainbONeurobiologyloflAging_O2005_Ofj_Okmialdf 5.6 42

48 MutationsOinOHywWfOareOassociatedOwithOintellectualOdisabilityOandOepilepsybOJournalloflMedicall
Genetics_O2016_Oig_Ojmkakdh 5.8 39

47 yxomeORNuOsequencingOrevealsOrareOandOnovelOalternativeOtranscriptsbONucleiclAcidslResearch_O2013_O
he_Oej 20.1 38

46 TowardsOcompendiaOofOnegativeOgeneticOassociationOstudiesnOanOexampleOforOulzheimerOdiseasebO
HumanlGenetics_O2006_Oeem_Ofmagk 6.3 38

45 xetailedOanalysisOofOHTTOrepeatOelementsOinOhumanObloodOusingOtargetedOamplificationafreeO
longareadOsequencingbOHumanlMutation_O2018_Ogm_Oefjfaefkf 4.7 37

44 zrequentOappearanceOofOnovelOproteinacodingOsequencesObyOframeshiftOtranslationbOGenomics_O2006_O
ll_Ojmdajmk 4.3 36

43 apolipoproteinayOdependentOroleOforOtheOzuSOreceptorOinOearlyOonsetOulzheimerVsOdiseasenOfindingOofO
aOpositiveOassociationOforOaOpolymorphismOinOtheOTNzRSzjOgenebOHumanlGenetics_O2000_Oedk_Ogmeaj 6.3 36

42 LongitudinalOmemoryOperformanceOduringOnormalOagingnOtwinOassociationOmodelsOofOuPOyOandO
otherOulzheimerOcandidateOgenesbOBehaviorlGenetics_O2006_Ogj_Oeliamh 3.2 34

41 yfficientOcellularOfractionationOimprovesORNuOsequencingOanalysisOofOmatureOandOnascentOtranscriptsO
fromOhumanOtissuesbOBMClBiotechnology_O2013_Oeg_Omm 3.5 33

40 xeONovoOussemblyOofOTwoOSwedishOGenomesORevealsOMissingOSegmentsOfromOtheOHumanOGRwhglO
ReferenceOandOImprovesOVariantOwallingOofOPopulationaScaleOSequencingOxatabOGenes_O2018_Om_O 4.2 28

39 IdentificationOofOnovelOexonsOandOtranscribedOregionsObyOchimpanzeeOtranscriptomeOsequencingbO
GenomelBiology_O2010_Oee_ORkl 18.3 26

38 MechanismsOofOformationOofOstructuralOvariationOinOaOfullyOsequencedOhumanOgenomebOHumanl
Mutation_O2013_Ogh_Oghiaih 4.7 25

37 uORoleOforOtheOwhromatinaRemodelingOzactorOvuZeuOinONeurodevelopmentbOHumanlMutation_O2016_O
gk_Omjhaki 4.7 22

36 zurtherOevidenceOforOroleOofOaOpromoterOvariantOinOtheOTNzRSzjOgeneOinOulzheimerOdiseasebOHumanl
Mutation_O2003_Ofe_Oigajd 4.7 20
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35 TranscriptomeOProfilingORevealsOxegreeOofOVariabilityOinOInducedOPluripotentOStemOwellOLinesnO
ImpactOforOHumanOxiseaseOModelingbOCellularlReprogramming_O2015_Oek_Ogfkagk 2.1 19

34 yxomeOsequencingOrevealsONuueiOandOPUzjdOasOcandidateOgenesOassociatedOwithOintellectualO
disabilitybOAmericanlJournalloflMedicallGeneticslPartlB:lNeuropsychiatriclGenetics_O2018_Oekk_Oedafd 3.5 19

33 SpatialOsexualOdimorphismOofOXOandOYOhomologOgeneOexpressionOinOtheOhumanOcentralOnervousO
systemOduringOearlyOmaleOdevelopmentbOBiologyloflSexlDifferences_O2016_Ok_Oi 9.3 19

32 RNuabindingOproteinOQKIOregulatesOGlialOfibrillaryOacidicOproteinOexpressionOinOhumanOastrocytesbO
HumanlMolecularlGenetics_O2013_Off_Oegkgalf 5.6 18

31 ReducedOcellOsurfaceOlevelsOofOGPIalinkedOmarkersOinOaOnewOcaseOwithOPIGGOlossOofOfunctionbOHumanl
Mutation_O2017_Ogl_Oegmhaehde 4.7 17

30 wharacterizationOofOcopyOnumberastableOregionsOinOtheOhumanOgenomebOHumanlMutation_O2011_Ogf_Omhkaii4.7 17

29 uOgawayOhybridOapproachOtoOgenerateOaOnewOhighaqualityOchimpanzeeOreferenceOgenomeO
WPan_tro_gbdXbOGigaScience_O2017_Oj_Oeaj 7.6 16

28 yxpressionOprofilingOandOinOsituOscreeningOofOcircularORNusOinOhumanOtissuesbOScientificlReports_O2018_O
l_Oejmig 4.9 15

27 SplicingOinOtheOhumanObrainbOInternationallReviewloflNeurobiology_O2014_Oeej_Omiaefi 4.4 14

26 IntractableOepilepsyOofOinfancyOdueOtoOhomozygousOmutationOinOtheOyzHweOgenebOEpilepsia_O2012_Oig_Oehgjahd6.4 14

25 umplificationafreeOlongareadOsequencingOrevealsOunforeseenOwRISPRawasmOoffatargetOactivitybO
GenomelBiology_O2020_Ofe_Ofmd 18.3 12

24 wopyOnumberOofOpancreaticOpolypeptideOreceptorOgeneONPYhROcorrelatesOwithObodyOmassOindexOandO
waistOcircumferencebOPLoSlONE_O2018_Oeg_Oedemhjjl 3.7 11

23 wharacterizationOofOtheOnuclearOandOcytosolicOtranscriptomesOinOhumanObrainOtissueOrevealsOnewO
insightsOintoOtheOsubcellularOdistributionOofORNuOtranscriptsbOScientificlReports_O2021_Oee_Ohdkj 4.9 9

22 WholeOgenomeOsequencingOofOconsanguineousOfamiliesOrevealsOnovelOpathogenicOvariantsOinO
intellectualOdisabilitybOClinicallGenetics_O2019_Omi_Ohgjahgm 4 9

21 unalyzingOxNuOmethylationOpatternsOinOsubjectsOdiagnosedOwithOschizophreniaOusingOmachineO
learningOmethodsbOJournalloflPsychiatriclResearch_O2019_Oeeh_Oheahk 5.2 7

20 TranscriptomeOanalysisOofOfibroblastsOfromOschizophreniaOpatientsOrevealsOdifferentialOexpressionOofO
schizophreniaarelatedOgenesbOScientificlReports_O2020_Oed_Ojgd 4.9 7

19 NovelOYawhromosomeOLongONonawodingORNusOyxpressedOinOHumanOMaleOwNSOxuringOyarlyO
xevelopmentbOFrontierslinlGenetics_O2019_Oed_Olme 4.5 6

18 TheOTNzRSzjOgeneOisOnotOimplicatedOinOfamilialOearlyaonsetOulzheimerVsOdiseasebOHumanlGenetics_O
2001_Oedl_Oiifag 6.3 6
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17 wRISPRawasmOinducesOlargeOstructuralOvariantsOatOonatargetOandOoffatargetOsitesOinOvivoOthatO
segregateOacrossOgenerationsbbONaturelCommunications_O2022_Oeg_Ojfk 17.4 5

16 umplificationafreeOlongOreadOsequencingOrevealsOunforeseenOwRISPRawasmOoffatargetOactivity 5

15 xeOnovoOassemblyOofOtwoOSwedishOgenomesOrevealsOmissingOsegmentsOfromOtheOhumanOGRwhglO
referenceOandOimprovesOvariantOcallingOofOpopulationascaleOsequencingOdata 5

14 RbROSyTTunOanOinterpretableOmachineOlearningOframeworkbOBMClBioinformatics_O2021_Off_Oeed 3.6 5

13 LinkageOandOexomeOanalysisOimplicateOmultipleOgenesOinOnonasyndromicOintellectualOdisabilityOinOaO
largeOSwedishOfamilybOBMClMedicallGenomics_O2019_Oef_Oeij 3.7 3

12 uSHGOfddlOunnualOMeetingnOfromOenormousOcohortsOtoOindividualOgenomesbOGenomelMedicine_O2009
_Oe_Om 14.4 3

11 yxploringOautoantibodyOsignaturesOinObrainOtissueOfromOpatientsOwithOsevereOmentalOillnessbO
TranslationallPsychiatry_O2020_Oed_Ohde 8.6 3

10 yvaluationOofOSingleaMoleculeOSequencingOTechnologiesOforOStructuralOVariantOxetectionOinOTwoO
SwedishOHumanOGenomesbOGenes_O2020_Oee_O 4.2 3

9 LongareadOwholeOgenomeOanalysisOofOhumanOsingleOcells 3

8 InterpretableOMachineOLearningORevealsOxissimilaritiesOvetweenOSubtypesOofOuutismOSpectrumO
xisorderbOFrontierslinlGenetics_O2021_Oef_Ojelfkk 4.5 3

7 HybridOsequencingOresolvesOtwoOgermlineOultraacomplexOchromosomalOrearrangementsOconsistingO
ofOegkObreakpointOjunctionsOinOaOsingleOcarrierbOHumanlGenetics_O2021_Oehd_Okkiakmd 6.3 2

6 IdentificationOandOrescueOofOaOtRNuOwobbleOinosineOdeficiencyOcausingOintellectualOdisabilityO
disorderbORna_O2020_Ofj_Oejihaejjj 5.8 2

5 OneOwNVOxiscordanceOinONRXNeOObservedOUponOGenomeawideOScreeningOinOglOPairsOofOudultO
HealthyOMonozygoticOTwinsbOTwinlResearchlandlHumanlGenetics_O2016_Oem_Omkaedg 2.2 2

4 wopyOnumberOdeterminationOofOtheOgeneOforOtheOhumanOpancreaticOpolypeptideOreceptorONPYhRO
usingOreadOdepthOanalysisOandOdropletOdigitalOPwRbOBMClBiotechnology_O2019_Oem_Oge 3.5 1

3 WholeOgenomeOsequencingOofOfamilialOisolatedOoesophagusOatresiaOuncoverOsharedOstructuralO
variantsbOBMClMedicallGenomics_O2020_Oeg_Oli 3.7 1

2 wopyOnumberOvariationOinOtheOautismOgenomebOExpertlOpinionlonlMedicallDiagnostics_O2008_Of_Ohekafl 1

1 xLGharelatedOsynaptopathynOaOnewOrareObrainOdisorderbOGeneticslinlMedicine_O2021_Ofg_Olllalmm 8.1 0
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