8

papers

11

all docs

1937685

120 4
citations h-index
11 11
docs citations times ranked

1872680

g-index

115

citing authors



ARTICLE

16S rRNA gene sequencing data of the upper respiratory tract microbiome in the SARS-CoV-2 infected
patients. Data in Brief, 2022, 40, 107770.

Autoimmune Effect of Antibodies against the SARS-CoV-2 Nucleoprotein. Viruses, 2022, 14, 1141.

DNA G-Quadruplexes Contribute to CTCF Recruitment. International Journal of Molecular Sciences,
2021, 22, 7090.

The Effect of Intestinal Microbiome on the Effectiveness of Antitumor Immunotherapy. Biochemistry
(Moscow) Supplement Series B: Biomedical Chemistry, 2020, 14, 241-251.

Phigaro: high-throughput prophage sequence annotation. Bioinformatics, 2020, 36, 3882-3884.

Diverse RNA pseudoknots exist for short stems only. Mathematical Biology and Bioinformatics, 2019,
14,137t43.

Diverse RNA pseudoknots exist for short stems only. Mathematical Biology and Bioinformatics, 2018,

13,526-533.

Machine learning for Mg2+-binding sites prediction in RNA structures., 0, , .

3.3

0.4

0.6

CITATIONS

10




