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i Paper IF Citations

115 MQuadLenablesLclonalLsubstructureLdiscoveryLusingLsingleLcellLmitochondrialLvariantsbbLNaturec
CommunicationsXL2022XLegXLefdi 17.4 1

114 MachineLlearningacoupledLcombinatorialLmutagenesisLenablesLresourceaefficientLengineeringLofL
wRISPRawasmLgenomeLeditorLactivitiesbbLNaturecCommunicationsXL2022XLegXLffem 17.4 0

113 wongenitalLHeartLxiseaseL–enenLaLwuratedLxatabaseLforLwongenitalLHeartLxiseaseL–enesbbL
CirculationcGenomiccandcPrecisioncMedicineXL2022XLedeejewIRw–yNefeddgigm 5.2

112
UsingL–enomicsLzeatureLSelectionLMethodLinLRadiomicsLPipelineLImprovesLPrognosticationL
PerformanceLinLLocallyLudvancedLysophagealLSquamousLwellLwarcinomaauLPilotLStudybLCancersXL
2021XLegXL

6.6 2

111 unnouncingLtheLcallLforLtheLSpecialLIssueLonLNTheLuustralianLSocietyLforLviophysicsLTuSvULaLfdfeL
MeetingNbLBiophysicalcReviewsXL2021XLegXLeaf 3.7 0

110 MachineLlearningLapplicationLforLtheLpredictionLofLSuRSawoVafLinfectionLusingLbloodLtestsLandLchestL
radiographbLScientificcReportsXL2021XLeeXLehfid 4.9 6

109 womputedLtomographyabasedLdeepalearningLpredictionLofLneoadjuvantLchemoradiotherapyL
treatmentLresponseLinLesophagealLsquamousLcellLcarcinomabLRadiotherapycandcOncologyXL2021XLeihXLjaeg5.3 22

108 wisplatinLpreventsLbreastLcancerLmetastasisLthroughLblockingLearlyLyMTLandLretardsLcancerLgrowthL
togetherLwithLpaclitaxelbLTheranosticsXL2021XLeeXLfhhfafhim 12.1 10

107 uutomaticLflowLdelayLthroughLpassiveLwaxLvalvesLforLpaperabasedLanalyticalLdevicesbLLabconcAcChipXL
2021XLfeXLhejjahekj 7.2 2

106 uberrantLyxpressionLofLwirculatingLMicroRNuLLeadsLtoLtheLxysregulationLofLulphaaSynucleinLandL
OtherLPathogenicL–enesLinLParkinsonSsLxiseasebLFrontierscincCellcandcDevelopmentalcBiologyXL2021XLmXLjmiddk5.7 5

105 xeepLLearningLforLwlinicalLImageLunalysesLinLOralLSquamousLwellLwarcinomanLuLReviewbLJAMAc
OtolaryngologycrcHeadcandcNeckcSurgeryXL2021XLehkXLlmgamdd 3.9 5

104 –eneralizedLandLscalableLtrajectoryLinferenceLinLsingleacellLomicsLdataLwithLVIubLNaturec
CommunicationsXL2021XLefXLiifl 17.4 1

103 LineageLtracingLandLsingleacellLanalysisLrevealLproliferativeLPromeWLtumourapropagatingLcellsLandL
theirLdynamicLcellularLtransitionLduringLliverLcancerLprogressionbLGutXL2021XL 19.2 2

102 –eneticLscreeningLrevealsLphospholipidLmetabolismLasLaLkeyLregulatorLofLtheLbiosynthesisLofLtheL
redoxaactiveLlipidLcoenzymeLQbLRedoxcBiologyXL2021XLhjXLedfefk 11.3 3

101 TheLmethodLtoLquantifyLcellLelasticityLbasedLonLtheLpreciseLmeasurementLofLpressureLinducingLcellL
deformationLinLmicrofluidicLchannelsbLMethodsXXL2021XLlXLedefhk 1.9 1

100 TheLmethodLtoLdynamicallyLscreenLandLprintLsingleLcellsLusingLmicrofluidicsLwithLpneumaticL
microvalvesbLMethodsXXL2021XLlXLedeemd 1.9 1

99 xynamicLchangesLinLantibioticLresistanceLgenesLandLgutLmicrobiotaLafterLHelicobacterLpyloriL
eradicationLtherapiesbbLHelicobacterXL2021XLeeflke 4.9 0
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98
ussessmentLofLIntratumoralLandLPeritumoralLwomputedLTomographyLRadiomicsLforLPredictingL
PathologicalLwompleteLResponseLtoLNeoadjuvantLwhemoradiationLinLPatientsLWithLysophagealL
SquamousLwellLwarcinomabLJAMAcNetworkcOpenXL2020XLgXLefdeimfk

10.4 18

97 dvatrionLaLfamilyabasedLvariantLcallingLpipelineLusingLxeepVariantbLBioinformaticsXL2020XLgjXLgihmagiie 7.2 4

96 SierranLdiscoveryLofLdifferentialLtranscriptLusageLfromLpolyuacapturedLsingleacellLRNuaseqLdatabL
GenomecBiologyXL2020XLfeXLejk 18.3 21

95 whallengesLandLemergingLsystemsLbiologyLapproachesLtoLdiscoverLhowLtheLhumanLgutLmicrobiomeL
impactLhostLphysiologybLBiophysicalcReviewsXL2020XLefXLliealjg 3.7 5

94
yvaluationLofLexperimentalLprotocolsLforLshotgunLwholeagenomeLmetagenomicLdiscoveryLofL
antibioticLresistanceLgenesbLIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsXL
2020XLPPXL

3 1

93 PuRwnLultrafastLandLaccurateLclusteringLofLphenotypicLdataLofLmillionsLofLsingleLcellsbLBioinformaticsXL
2020XLgjXLfkklafklj 7.2 20

92
yffectLofLmachineLlearningLreasamplingLtechniquesLforLimbalancedLdatasetsLinLzazx–LPyTabasedL
radiomicsLmodelLonLprognosticationLperformanceLinLcohortsLofLheadLandLneckLcancerLpatientsbL
EuropeancJournalcofcNuclearcMedicinecandcMolecularcImagingXL2020XLhkXLflfjaflgi

8.8 25

91 uLHighaThroughputL–enomeaIntegratedLussayLRevealsLSpatialLxependenciesL–overningLTcfklfL
vindingbLCellcSystemsXL2020XLeeXLgeiagfkbei 10.6 0

90 HactivenLaLsmartphoneLapplicationLforLheartLrateLprofilingbLBiophysicalcReviewsXL2020XLefXLkkkakkm 3.7 1

89
MultiaomicLprofilingLrevealsLassociationsLbetweenLtheLgutLmucosalLmicrobiomeXLtheLmetabolomeXL
andLhostLxNuLmethylationLassociatedLgeneLexpressionLinLpatientsLwithLcolorectalLcancerbLBMCc
MicrobiologyXL2020XLfdXLlg

4.5 11

88 wellularLdiversityLandLlineageLtrajectorynLinsightsLfromLmouseLsingleLcellLtranscriptomesbL
DevelopmentclCambridgemXL2020XLehkXL 6.6 9

87 HostLandLmicrobiomeLmultiaomicsLintegrationnLapplicationsLandLmethodologiesbLBiophysicalcReviewsXL
2019XLeeXLiiaji 3.7 42

86 wardiacProfileRnLanLRLpackageLforLextractionLandLvisualisationLofLheartLrateLprofilesLfromLwearableL
fitnessLtrackersbLBiophysicalcReviewsXL2019XLeeXLeemaefe 3.7 2

85 udjuvantLradiotherapyLandLchemotherapyLinLearlyastageLdiffuseLlargeLvLcellLlymphomaLofLheadLandL
neckLwithLextranodalLinvolvementbLHematologyXL2019XLfhXLfjlafki 2.2 2

84 xamLmutantsLprovideLimprovedLsensitivityLandLspatialLresolutionLforLprofilingLtranscriptionLfactorL
bindingbLEpigeneticscandcChromatinXL2019XLefXLgj 5.8 10

83 SingleacellLexpressionLprofilingLrevealsLdynamicLfluxLofLcardiacLstromalXLvascularLandLimmuneLcellsLinL
healthLandLinjurybLELifeXL2019XLlXL 8.9 191

82 NonaselfLmutationnLdoubleastrandedLRNuLelicitsLantiviralLpathogenicLresponseLinLaLxrosophilaL
modelLofLexpandedLwu–LrepeatLneurodegenerativeLdiseasesbLHumancMolecularcGeneticsXL2019XLflXLgdddagdef5.6 5

81 UltrafastLclusteringLofLsingleacellLflowLcytometryLdataLusingLzlow–ridbLBMCcSystemscBiologyXL2019XL
egXLgi 3.5 13
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80 xiscoveryLofLperturbationLgeneLtargetsLviaLfreeLtextLmetadataLminingLinL–eneLyxpressionLOmnibusbL
ComputationalcBiologycandcChemistryXL2019XLldXLeifaeil 3.6 4

79 yxpressionLwlusteringL2019XLgllagmi 0

78 UlarcircnLvisualizationLandLenhancedLanalysisLofLcircularLRNusLviaLbackLandLcanonicalLforwardL
splicingbLNucleiccAcidscResearchXL2019XLhkXLeefg 20.1 14

77 ynhancedLcardiacLrepairLbyLtelomeraseLreverseLtranscriptaseLoveraexpressionLinLhumanLcardiacL
mesenchymalLstromalLcellsbLScientificcReportsXL2019XLmXLedikm 4.9 9

76 ScavengernLuLpipelineLforLrecoveryLofLunalignedLreadsLutilisingLsimilarityLwithLalignedLreadsbL
FvuuuResearchXL2019XLlXLeilk 3.6 1

75 uuthorLresponsenLSingleacellLexpressionLprofilingLrevealsLdynamicLfluxLofLcardiacLstromalXLvascularL
andLimmuneLcellsLinLhealthLandLinjuryL2019XL 10

74 wloudLacceleratedLalignmentLandLassemblyLofLfullalengthLsingleacellLRNuaseqLdataLusingLzalcobLBMCc
GenomicsXL2019XLfdXLmfk 4.5 1

73 womparisonLofLsomaticLvariantLdetectionLalgorithmsLusingLIonLTorrentLtargetedLdeepLsequencingL
databLBMCcMedicalcGenomicsXL2019XLefXLele 3.7 3

72 IdentificationLofLclinicallyLactionableLvariantsLfromLgenomeLsequencingLofLfamiliesLwithLcongenitalL
heartLdiseasebLGeneticscincMedicineXL2019XLfeXLeeeeaeefd 8.1 25

71 viologicallyLactiveLconstituentsLofLtheLsecretomeLofLhumanLWlvfLcardiacLstemLcellsbLScientificc
ReportsXL2018XLlXLeikm 4.9 13

70 LightafocusingLhumanLmicroalensesLgeneratedLfromLpluripotentLstemLcellsLmodelLlensLdevelopmentL
andLdrugainducedLcataractbLDevelopmentclCambridgemXL2018XLehiXL 6.6 30

69 IdentificationLofLsatelliteLcellsLfromLanoleLlizardLskeletalLmuscleLandLdemonstrationLofLexpandedL
musculoskeletalLpotentialbLDevelopmentalcBiologyXL2018XLhggXLghhagij 3.1 9

68 uLScreeningLupproachLtoLIdentifyLwlinicallyLuctionableLVariantsLwausingLwongenitalLHeartLxiseaseLinL
yxomeLxatabLCirculationcGenomiccandcPrecisioncMedicineXL2018XLeeXLeddemkl 5.2 37

67 iSyTyLfbdnLaLdatabaseLforLexpressionabasedLgeneLdiscoveryLinLtheLeyebLNucleiccAcidscResearchXL2018XL
hjXLxlkiaxlli 20.1 45

66 unLymbryonicLandLInducedLPluripotentLStemLwellLModelLforLOvarianL–ranulosaLwellLxevelopmentL
andLSteroidogenesisbLReproductivecSciencesXL2018XLfiXLkefakfj 3 10

65 xiscoveryLofLcellatypeLspecificLxNuLmotifLgrammarLinLcisaregulatoryLelementsLusingLrandomLzorestbL
BMCcGenomicsXL2018XLemXLmfm 4.5 12

64 IdentificationLofLactiveLsignalingLpathwaysLbyLintegratingLgeneLexpressionLandLproteinLinteractionL
databLBMCcSystemscBiologyXL2018XLefXLefd 3.5 14

63 wgnLunLRLpackageLforLcrossaspeciesLcompendiumabasedLcellatypeLidentificationbLComputationalc
BiologycandcChemistryXL2018XLkkXLelkaemf 3.6 1
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62 MaternalLobesityLheritablyLperturbsLoffspringLmetabolismLforLthreeLgenerationsLwithoutLserialL
programmingbLInternationalcJournalcofcObesityXL2018XLhfXLmeeameh 5.5 5

61 wIxRnLUltrafastLandLaccurateLclusteringLthroughLimputationLforLsingleacellLRNuaseqLdatabLGenomec
BiologyXL2017XLelXLim 18.3 253

60 ImpactLofLsequencingLdepthLandLreadLlengthLonLsingleLcellLRNuLsequencingLdataLofLTLcellsbLScientificc
ReportsXL2017XLkXLefkle 4.9 45

59 ScalabilityLandLValidationLofLvigLxataLvioinformaticsLSoftwarebLComputationalcandcStructuralc
BiotechnologycJournalXL2017XLeiXLgkmaglj 6.8 23

58 ModellingXLinferenceLandLbigLdataLinLbiophysicsbLBiophysicalcReviewsXL2017XLmXLfmkafml 3.7 0

57 NuxLxeficiencyXLwongenitalLMalformationsXLandLNiacinLSupplementationbLNewcEnglandcJournalcofc
MedicineXL2017XLgkkXLihhaiif 59.2 114

56 HarnessingLMultipleLSourceLTestLwasesLinLMetamorphicLTestingnLuLwaseLStudyLinLvioinformaticsL
2017XL 1

55 IntegrativeLanalysisLidentifiesLcoadependentLgeneLexpressionLregulationLofLvR–eLandLwHxkLatL
distalLregulatoryLsitesLinLembryonicLstemLcellsbLBioinformaticsXL2017XLggXLemejaemfd 7.2 9

54 PvrowsenLaLwebabasedLplatformLforLrealatimeLcollaborativeLexplorationLofLgenomicLdatabLNucleicc
AcidscResearchXL2017XLhiXLejk 20.1 1

53 zalconLaLquickLandLflexibleLsingleacellLRNuaseqLprocessingLframeworkLonLtheLcloudbLBioinformaticsXL
2017XLggXLkjkakjm 7.2 11

52 uLcloudabasedLframeworkLforLapplyingLmetamorphicLtestingLtoLaLbioinformaticsLpipelineL2016XL 3

51 MalealineageLtransmissionLofLanLacquiredLmetabolicLphenotypeLinducedLbyLgrandapaternalLobesitybL
MolecularcMetabolismXL2016XLiXLjmmakdl 8.8 104

50 vindingLofLtranscriptionLfactorL–abRLtoLxNuLrequiresLrecognitionLofLxNuLshapeLatLaLlocationL
distinctLfromLitsLcognateLbindingLsitebLNucleiccAcidscResearchXL2016XLhhXLeheeafd 20.1 27

49 wrimeLregulatesLintegrinLsignalingLinLmurineLlensLdevelopmentbLDevelopmentclCambridgemXL2016XL
ehgXLgijajj 6.6 23

48 wrimeLregulatesLintegrinLsignalingLinLmurineLlensLdevelopmentbLJournalcofcCellcScienceXL2016XLefmXLeebfaeebf5.3 5

47 X–SunLuLstatisticalLmethodLforLcrossaspeciesLgeneLsetLanalysisbLBioinformaticsXL2016XLgfXLijfdaijfl 7.2 12

46 hiHMMnLvayesianLnonaparametricLjointLinferenceLofLchromatinLstateLmapsbLBioinformaticsXL2015XLgeXLfdjjakh7.2 35

45 xecodingLtheLcomplexLgeneticLcausesLofLheartLdiseasesLusingLsystemsLbiologybLBiophysicalcReviewsXL
2015XLkXLeheaeim 3.7

(2015-2018)
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44 HowLtoLtestLbioinformaticsLsoftwaresbLBiophysicalcReviewsXL2015XLkXLghgagif 3.7 12

43 yfficientLdifferentiationLofLsteroidogenicLandLgermalikeLcellsLfromLepigeneticallyarelatedLiPSwsL
derivedLfromLovarianLgranulosaLcellsbLPLoScONEXL2015XLedXLedeemfki 3.7 14

42 womparativeLanalysisLofLmetazoanLchromatinLorganizationbLNatureXL2014XLiefXLhhmaif 50.4 265

41 VerificationLandLvalidationLofLbioinformaticsLsoftwareLwithoutLaLgoldLstandardnLaLcaseLstudyLofLvWuL
andLvowtiebLBMCcBioinformaticsXL2014XLeiLSupplLejXLSei 3.6 40

40 TargetedLnextagenerationLsequencingLidentifiesLpathogenicLvariantsLinLfamilialLcongenitalLheartL
diseasebLJournalcofcthecAmericancCollegecofcCardiologyXL2014XLjhXLfhmlaidj 15.1 60

39 ImpactLofLsequencingLdepthLinLwhIPaseqLexperimentsbLNucleiccAcidscResearchXL2014XLhfXLekh 20.1 49

38 HowLdifficultLisLinferenceLofLmammalianLcausalLgeneLregulatoryLnetworkssbLPLoScONEXL2014XLmXLeeeejje 3.7 18

37 SystemsLviologyLofLyarlyLToothLxevelopmentL2013XLekmafdf 2

36 uLdynamicLHgKfkacLsignatureLidentifiesLVy–zuastimulatedLendothelialLenhancersLandLrequiresL
yPgddLactivitybLGenomecResearchXL2013XLfgXLmekafk 9.7 64

35 unLantibodyabasedLleukocyteacaptureLmicroarrayLforLtheLdiagnosisLofLsystemicLlupusL
erythematosusbLPLoScONEXL2013XLlXLeilemm 3.7 8

34 TheLshortLisoformLofLtheLwyuwuMeLreceptorLinLintestinalLTLcellsLregulatesLmucosalLimmunityLandL
homeostasisLviaLTfhLcellLinductionbLImmunityXL2012XLgkXLmgdahj 32.3 35

33 –enomeaWideLMappingLofLProteinâ��xNuLInteractionsLbyLwhIPaSeqL2012XLegmaeie 1

32 upplicationLofLaLsystemsLapproachLtoLstudyLdevelopmentalLgeneLregulationbLBiophysicalcReviewsXL
2012XLhXLfhiafig 3.7 1

31 unLevolutionarilyLconservedLenhancerLregulatesLvmphLexpressionLinLdevelopingLincisorLandLlimbL
budbLPLoScONEXL2012XLkXLeglijl 3.7 18

30 iSyTynLintegratedLSystemsLToolLforLyyeLgeneLdiscoveryL2012XLigXLejekafk 76

29 SequenceaspecificLtargetingLofLdosageLcompensationLinLxrosophilaLfavorsLanLactiveLchromatinL
contextbLPLoScGeneticsXL2012XLlXLeeddfjhj 6 40

28 uLWntabmpLfeedbackLcircuitLcontrolsLintertissueLsignalingLdynamicsLinLtoothLorganogenesisbLSciencec
SignalingXL2012XLiXLrah 8.8 81

27 LungLstemLcellLselfarenewalLreliesLonLvMIeadependentLcontrolLofLexpressionLatLimprintedLlocibLCellc
StemcCellXL2011XLmXLfkfale 18 101
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26 NetworkLmodellingLofLgeneLregulationbLBiophysicalcReviewsXL2011XLgXLeaeg 3.7 4

25 –eneageneLinteractionLfilteringLwithLensembleLofLfiltersbLBMCcBioinformaticsXL2011XLefLSupplLeXLSed 3.6 32

24 whIPachipLversusLwhIPaseqnLlessonsLforLexperimentalLdesignLandLdataLanalysisbLBMCcGenomicsXL2011XL
efXLegh 4.5 103

23 TestingLandLValidatingLMachineLLearningLwlassifiersLbyLMetamorphicLTestingbLJournalcofcSystemsc
andcSoftwareXL2011XLlhXLihhaiil 3.3 153

22 VerificationLofLphylogeneticLinferenceLprogramsLusingLmetamorphicLtestingbLJournalcofc
BioinformaticscandcComputationalcBiologyXL2011XLmXLkfmahk 1 10

21 HeartLfailureaassociatedLchangesLinLRNuLsplicingLofLsarcomereLgenesbLCirculation:cCardiovascularc
GeneticsXL2010XLgXLeglahj 91

20 upplicationLofLMetamorphicLTestingLtoLSupervisedLwlassifiersbLProceedingscInternationalcConferencec
oncQualitycSoftwareXL2010XLfddmXLegiaehh 39

19 uLgeneticLensembleLapproachLforLgeneageneLinteractionLidentificationbLBMCcBioinformaticsXL2010XL
eeXLifh 3.6 17

18 wustomisingLanLantibodyLleukocyteLcaptureLmicroarrayLforLsystemicLlupusLerythematosusnLbeyondL
biomarkerLdiscoverybLProteomicscrcClinicalcApplicationsXL2010XLhXLekmalm 3.1 4

17 unLinnovativeLapproachLforLtestingLbioinformaticsLprogramsLusingLmetamorphicLtestingbLBMCc
BioinformaticsXL2009XLedXLfh 3.6 85

16 uLvotingLapproachLtoLidentifyLaLsmallLnumberLofLhighlyLpredictiveLgenesLusingLmultipleLclassifiersbL
BMCcBioinformaticsXL2009XLedLSupplLeXLSem 3.6 5

15 uLmodelLselectionLapproachLtoLdiscoverLageadependentLgeneLexpressionLpatternsLusingLquantileL
regressionLmodelsbLBMCcGenomicsXL2009XLedLSupplLgXLSej 4.5 6

14 IntercalatedLdiscsnLmultipleLproteinsLperformLmultipleLfunctionsLinLnonafailingLandLfailingLhumanL
heartsbLBiophysicalcReviewsXL2009XLeXLhg 3.7 36

13 SeqVisnLaLtoolLforLdetectingLcompositionalLheterogeneityLamongLalignedLnucleotideLsequencesbL
MethodscincMolecularcBiologyXL2009XLigkXLjiame 1.4 8

12 xifferentialLvariabilityLanalysisLofLgeneLexpressionLandLitsLapplicationLtoLhumanLdiseasesbL
BioinformaticsXL2008XLfhXLigmdal 7.2 88

11 InferringLdifferentialLleukocyteLactivityLfromLantibodyLmicroarraysLusingLaLlatentLvariableLmodelbL
GenomecInformaticsXL2008XLfeXLefjagk 2

10 uLcomputerLalgorithmLforLtheLidentificationLofLproteinLinteractionsLfromLtheLspectraLofLmassesL
TPRISMUbLJournalcofcthecAmericancSocietycforcMasscSpectrometryXL2007XLelXLijgaj 3.5 13

9 SeqVisnLvisualizationLofLcompositionalLheterogeneityLinLlargeLalignmentsLofLnucleotidesbL
BioinformaticsXL2006XLffXLfejfag 7.2 47

(2006-2011)
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8 xrawingLwlusteredL–raphsLinLThreeLximensionsbLLecturecNotescincComputercScienceXL2006XLhmfaidf 0.9 9

7 –yOMInL–yOmetryLforLMaximumLInsightbLLecturecNotescincComputercScienceXL2006XLhjlahkm 0.9 25

6 starmapnLImmersiveLvisualisationLofLsingleLcellLdataLusingLsmartphoneaenabledLvirtualLreality 4

5 zalconLuLquickLandLflexibleLsingleacellLRNuaseqLprocessingLframeworkLonLtheLcloud 1

4 wIxRnLUltrafastLandLaccurateLclusteringLthroughLimputationLforLsingleacellLRNuaSeqLdata 3

3 xiscoveryLofLperturbationLgeneLtargetsLviaLfreeLtextLmetadataLminingLinL–eneLyxpressionLOmnibus 1

2 SierranLdiscoveryLofLdifferentialLtranscriptLusageLfromLpolyuacapturedLsingleacellLRNuaseqLdata 3

1 ImpactLofLsequencingLdepthLandLreadLlengthLonLsingleLcellLRNuLsequencingLdatanLlessonsLfromLTLcells 1
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