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96 xomparativeNsecretomeNanalysisNofNstrainsNwithNdifferentNwithinbherdNintramammaryNinfectionN
prevalenceccNVirulenceaN2022aNfhaNflibfne 4.7 0

95 yietaryNSupplementationNwithN®ojiNwerriesNVNModulatesNtheNMicrobiotaNofNyigestiveNTractNandN
xaecalNMetabolitesNinNRabbitsccNAnimalsaN2022aNfgaN 3.1 3
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yevelopmentNofNquantitativeNrealbtimeNPxRNandNdigitalNdropletbPxRNassaysNforNrapidNandNearlyN
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breadcNFoodjMicrobiologyaN2022aNfefaNfehmni

6 1

93 ®utNmicrobiomeNmodificationsNoverNtimeNwhenNremovingNinbfeedNantibioticsNfromNtheNprophylaxisNofN
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92 vNgebSNPNPanelNasNaNToolNforN®eneticNvuthenticationNandNTraceabilityNofNPigNwreedscNAnimalsaN2022aN
fgaNfhhj 3.1 0
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ImmunologyjandjImmunopathologyaN2021aNghiaNffegem

2 1

89 ®enotypingNandNvntimicrobialNSusceptibilityNProfilingNofNIsolatedNfromNaNxlinicalNwovineNMastitisN
OutbreakNinNaNyairyN–armcNAntibioticsaN2021aNfeaN 4.9 3

88 zffectNofNLinseedsNandNHempNSeedsNonNMilkNProductionaNznergyNandNNitrogenNwalanceaNandNMethaneN
zmissionsNinNtheNyairyN®oatcNAnimalsaN2021aNffaN 3.1 2

87 RawNMilkNMicrobiotaNModificationsNasNvffectedNbyNxhlorineNUsageNforNxleaningNProceduresoNTheN
TrentingranaNPyONxasecNFrontiersjinjMicrobiologyaN2020aNffaNjkilin 5.7 2

86 xharacterizationNofNwacterialNMicrobiotaNxompositionNalongNtheN®astrointestinalNTractNinNRabbitscN
AnimalsaN2020aNffaN 3.1 8

85 InNvitroNevaluationNofNantimicrobialNandNantioxidantNactivitiesNofNalgalNextractscNItalianjJournaljofj
AnimaljScienceaN2020aNfnaNfehbffh 2.2 15

84 TechnicalNnoteoNyevelopmentNofNmultiplexNPxRNassaysNforNtheNmolecularNcharacterizationNofN
StreptococcusNuberisNstrainsNisolatedNfromNbovineNmastitiscNJournaljofjDairyjScienceaN2020aNfehaNnfjbngf 4 3
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vNRandomizedNxontrolledNTrialNofNTeatbSealantNandNvntibioticNyrybxowNTreatmentsNforNMastitisN
PreventionNShowsNSimilarNzffectNonNtheNHealthyNMilkNMicrobiomecNFrontiersjinjVeterinaryjScienceaN
2020aNlaNjmf

3.1 5

82 TheNRoleNofNInnateNImmuneNResponseNandNMicrobiomeNinNResilienceNofNyairyNxattleNtoNyiseaseoNTheN
MastitisNModelcNAnimalsaN2020aNfeaN 3.1 7

81 IsolatesNfromNwovineNMastitisNinNzightNxountriesoN®enotypesaNyetectionNofN®enesNzncodingNyifferentN
ToxinsNandNOtherNVirulenceN®enescNToxinsaN2018aNfeaN 4.9 44

80 xytogeneticNinvestigationNinNtwoNendangeredNpigNbreedsNraisedNinNSouthernbItalyoNxlinicalNandN
environmentalNaspectscNLivestockjScienceaN2018aNgfkaNhkbih 1.7 5
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79 WhatNweNhaveNlostoNMastitisNresistanceNinNHolsteinN–riesiansNandNinNaNlocalNcattleNbreedcNResearchjinj
VeterinaryjScienceaN2018aNffkaNmmbnm 2.5 38

78 MilkNmicrobiomeNdiversityNandNbacterialNgroupNprevalenceNinNaNcomparisonNbetweenNhealthyN
HolsteinN–riesianNandNRendenaNcowscNPLoSjONEaN2018aNfhaNeegejeji 3.7 40

77 InvolvementNofNtyrosinasebrelatedNproteinNfNgeneNinNtheNlightNbrownNplumageNphenotypeNofN–alcoN
cherrugcNAnimaljGeneticsaN2017aNimaNfgjbfgk 2.5 3

76 yevelopmentNofNaNyropletNyigitalNPolymeraseNxhainNReactionNforNRapidNandNSimultaneousN
IdentificationNofNxommonN–oodborneNPathogensNinNSoftNxheesecNFrontiersjinjMicrobiologyaN2016aNlaNflgj 5.7 31

75 yevelopmentNofNaNtriplexNrealbtimeNPxRNassayNforNtheNsimultaneousNdetectionNofNxlostridiumN
beijerinckiiaNxlostridiumNsporogenesNandNxlostridiumNtyrobutyricumNinNmilkcNAnaerobeaN2015aNhiaNiibn 2.8 20

74
xlonalNdiversityaNvirulencebassociatedNgenesNandNantimicrobialNresistanceNprofileNofNStaphylococcusN
aureusNisolatesNfromNnasalNcavitiesNandNsoftNtissueNinfectionsNinNwildNruminantsNinNItalianNvlpscN
VeterinaryjMicrobiologyaN2014aNfleaNfjlbkf

3.3 18

73 yevelopmentNofNghNindividualNTaqMan´fiNrealbtimeNPxRNassaysNforNidentifyingNcommonNfoodborneN
pathogensNusingNaNsingleNsetNofNamplificationNconditionscNFoodjMicrobiologyaN2014aNihaNhjbie 6 25

72 xommonNbeanNVPhaseolusNvulgarisNLcWNPvTI–YNorchestratesNglobalNchangesNinNtranscriptNprofileN
responseNtoNjasmonateNandNphosphorusNdeficiencycNBMCjPlantjBiologyaN2013aNfhaNgk 5.3 34

71 IdentificationNofNvirulenceNfactorsNinNfkSbghSNrRNvNintergenicNspacerNgenotypedNStaphylococcusN
aureusNisolatedNfromNwaterNbuffaloesNandNsmallNruminantscNJournaljofjDairyjScienceaN2013aNnkaNlkkkbli 4 7

70 zvaluationNofNinternalNreferenceNgenesNforNquantitativeNexpressionNanalysisNbyNrealbtimeNreverseN
transcriptionbPxRNinNsomaticNcellsNfromNgoatNmilkcNJournaljofjDairyjScienceaN2013aNnkaNlnhgbii 4 13

69 SNPNidentificationNinNswineNcandidateNgenesNforNmeatNqualitycNLivestockjScienceaN2013aNfjjaNfkjbflf 1.7 4

68 TranscriptNprofilingNofNcommonNbeanNnodulesNsubjectedNtoNoxidativeNstresscNPhysiologiajPlantarumaN
2013aNfinaNhmnbiel 4.6 8

67 TechnicalNnoteoNIdentificationNofNProtothecaNspeciesNfromNbovineNmilkNsamplesNbyNPxRbsingleNstrandN
conformationNpolymorphismcNJournaljofjDairyjScienceaN2012aNnjaNknkhbm 4 10

66 xharacterizationNofNStaphylococcusNaureusNstrainsNisolatedNfromNItalianNdairyNproductsNbyN
MvLyIbTO–NmassNfingerprintingcNElectrophoresisaN2012aNhhaNghjjbki 3.6 45

65 ResponseNofNtheNgoatNmammaryNglandNtoNinfectionNwithNStaphylococcusNaureusNrevealedNbyNgeneN
expressionNprofilingNinNmilkNsomaticNandNwhiteNbloodNcellscNBMCjGenomicsaN2012aNfhaNjie 4.5 35

64 yetectionNandNcharacterizationNofNpathogenicNvibriosNinNshellfishNbyNaNLigationNyetectionN
ReactionbUniversalNvrrayNapproachcNInternationaljJournaljofjFoodjMicrobiologyaN2012aNfjhaNilibmg 5.8 13

63 ®enomeNsequenceNandNanalysisNofNLactobacillusNhelveticuscNFrontiersjinjMicrobiologyaN2012aNhaNihj 5.7 14

62 vrrayNPlatformNforN–oodNSafetyNandNQualityN2012aNfhbjk 1
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61
vNtoolNbasedNonNLigationNyetectionNReactionbUniversalNvrrayNVLyRbUvWNforNtheNcharacterizationNofN
VTzxNbyNidentificationNofNvirulencebassociatedNandNserogroupbspecificNgenescNMolecularjandjCellularj
ProbesaN2011aNgjaNhjbih

3.3 2

60 TranscriptomeNanalysisNtoNidentifyNdifferentialNgeneNexpressionNaffectingNmeatNqualityNinNheavyN
ItalianNpigscNAnimaljGeneticsaN2011aNigaNfkfblf 2.5 3

59
yevelopmentNofNaNpentaplexNPxRNassayNforNtheNsimultaneousNdetectionNofNStreptococcusN
thermophilusaNLactobacillusNdelbrueckiiNsubspcNbulgaricusaNLcNdelbrueckiiNsubspcNlactisaNLcNhelveticusaN
LcNfermentumNinNwheyNstarterNforN®ranaNPadanoNcheesecNInternationaljJournaljofjFoodjMicrobiologyaN
2011aNfikaNgelbff

5.8 21

58
xomprehensiveNanalysisNofNSalmonellaNsequenceNpolymorphismsNandNdevelopmentNofNaNLyRbUvN
assayNforNtheNdetectionNandNcharacterizationNofNselectedNserotypescNAppliedjMicrobiologyjandj
BiotechnologyaN2011aNnfaNfmnbgfe

5.7 11

57 vdvancesNinNyNvNMicroarrayNTechnologyNforNtheNyetectionNofN–oodborneNPathogenscNFoodjandj
BioprocessjTechnologyaN2011aNiaNnhkbnjh 5.1 52

56 NewNlabellingNtechnologyNforNmolecularNprobesNappliedNtoNtheNligationNdetectionNreactionbuniversalN
arrayNsystemcNMolecularjBiotechnologyaN2011aNilaNfbm 3

55 StrengtheningNinsightsNintoNhostNresponsesNtoNmastitisNinfectionNinNruminantsNbyNcombiningN
heterogeneousNmicroarrayNdataNsourcescNBMCjGenomicsaN2011aNfgaNggj 4.5 38

54 yifferentiallyNexpressedNgenesNassociatedNwithNStaphylococcusNaureusNmastitisNinNdairyNgoatscN
VeterinaryjImmunologyjandjImmunopathologyaN2010aNfhjaNgembfl 2 24

53
yiacylglycerolNacyltransferaseNfaNstearoylbxovNdesaturaseNfaNandNsterolNregulatoryNelementNbindingN
proteinNfNgeneNpolymorphismsNandNmilkNfattyNacidNcompositionNinNItalianNwrownNcattlecNJournaljofj
DairyjScienceaN2010aNnhaNljhbkh

4 57

52
vNmethodNbasedNonNtheNligationNdetectionNreactionâ��universalNarrayNVLyRâ��UvWNforNtheNdetectionNandN
characterizationNofNListeriaNandNxampylobacterNstrainscNEuropeanjFoodjResearchjandjTechnologyaN
2010aNghfaNnmjbnnm

3.4 1

51 HighNtaxonomicNlevelNfingerprintNofNtheNhumanNintestinalNmicrobiotaNbyNligaseNdetectionN
reactionbbuniversalNarrayNapproachcNBMCjMicrobiologyaN2010aNfeaNffk 4.5 45

50 ORMvoNaNtoolNforNidentificationNofNspeciesbspecificNvariationsNinNfkSNrRNvNgeneNandNoligonucleotidesN
designcNNucleicjAcidsjResearchaN2009aNhlaNefen 20.1 16

49 SurfacebactivatedNchemicalNionizationNandNcationNexchangeNchromatographyNforNtheNanalysisNofN
enterotoxinNvcNJournaljofjMassjSpectrometryaN2009aNiiaNfimgbm 2.2 5

48 PathogenNdetectionNinNmilkNsamplesNbyNligationNdetectionNreactionbmediatedNuniversalNarrayN
methodcNJournaljofjDairyjScienceaN2009aNngaNheglbhn 4 31

47 PolymorphismsNinNswineNcandidateNgenesNforNmeatNqualityNdetectedNbyNPxRbSSxPcNItalianjJournaljofj
AnimaljScienceaN2009aNmaNfgnbfhf 2.2 1

46 xhromosomalNassignmentNofNtheNovineNhairlessNVhrWNgeneNbyNfluorescenceNinsituNhybridizationcN
HereditasaN2008aNfijaNgjmbkf 2.4 1

45 IdentificationNofNhepatotoxinbproducingNcyanobacteriaNbyNyNvbchipcNEnvironmentaljMicrobiologyaN
2008aNfeaNkjhbki 5.2 48

44 MicroarrayNanalysisNofNgeneNexpressionNofNmilkNleukocytesNinNhealthyNgoatscNVeterinaryjResearchj
CommunicationsaN2008aNhgNSupplNfaNSgfnbgf 2.9 4
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43 yevelopmentNofNaNmicroarrayNplatformNforNdetectionNofNmilkNpathogensoNpreliminaryNresultscN
VeterinaryjResearchjCommunicationsaN2008aNhgNSupplNfaNSfmlbn 2.9 2

42 vNprocedureNforNoliveNoilNtraceabilityNandNauthenticityoNyNvNextractionaNmultiplexNPxRNandN
LyRâ��universalNarrayNanalysiscNEuropeanjFoodjResearchjandjTechnologyaN2008aNgglaNfignbfihm 3.4 79

41 PigNKvLRNaNMYHfaNMLxgVaNSNXfhaNvKfaNandNPPIvNlociNRHNmappingNandNchromosomeNpositionN
refiningcNGeneticsjandjMolecularjResearchaN2008aNlaNnmgbj 1.2 1

40 MicroarrayNanalysesNtoNidentifyNdifferentiallyNexpressedNgenesNforNassessingNmeatNqualityNinNswinecN
ItalianjJournaljofjAnimaljScienceaN2007aNkaNfiibfik 2.2 2

39 vnalysisNofNggNmutationsNwithinNmilkNproteinNgenesNinNItalianN–riesianNcattlecNItalianjJournaljofjAnimalj
ScienceaN2007aNkaNlkblk 2.2

38 yetectionNofNenterotoxigenicNStaphylococcusNaureusNisolatesNinNrawNmilkNcheesecNLettersjinjAppliedj
MicrobiologyaN2007aNijaNjmkbnf 2.9 53

37 yetectionNofNclassicalNenterotoxinsNandNidentificationNofNenterotoxinNgenesNinNStaphylococcusN
aureusNfromNmilkNandNdairyNproductscNVeterinaryjMicrobiologyaN2007aNfgiaNkkblg 3.3 78

36 yevelopmentNofNyNvNextractionNandNPxRNamplificationNprotocolsNforNdetectionNofNMycoplasmaN
bovisNdirectlyNfromNmilkNsamplescNVeterinaryjResearchjCommunicationsaN2007aNhfNSupplNfaNggjbl 2.9 11

35 OliveNvarietyNidentificationNbyNligationNdetectionNreactionNinNaNuniversalNarrayNformatcNJournaljofj
BiotechnologyaN2007aNfgnaNjkjbli 3.7 44

34 StearoylbcoenzymeNvNdesaturaseNgeneNpolymorphismNandNmilkNfattyNacidNcompositionNinNItalianN
HolsteinscNJournaljofjDairyjScienceaN2007aNneaNiijmbkj 4 116

33 yevelopmentNofNaNsingleNnucleotideNpolymorphismNgenotypingNmicroarrayNplatformNforNtheN
identificationNofNbovineNmilkNproteinNgeneticNpolymorphismscNJournaljofjDairyjScienceaN2007aNneaNijfbki 4 34

32
zvaluationNofNdifferentNmicroarrayNexperimentalNdesignsNforNidentificationNofNdifferentiallyN
expressedNgenesNinNtheNliverNofNxasertanaNandNLargeNWhiteNswineNbreedscNItalianjJournaljofjAnimalj
ScienceaN2007aNkaNggebgge

2.2

31 TechnicalNnoteoNImprovedNmethodNforNrapidNyNvNextractionNofNmastitisNpathogensNdirectlyNfromN
milkcNJournaljofjDairyjScienceaN2006aNmnaNfkhbn 4 100

30 RelationshipsNbetweenNsomaticNcellNcountNandNintramammaryNinfectionNinNbuffaloescNJournaljofjDairyj
ScienceaN2006aNmnaNnnmbfeeh 4 52

29 vNstructuredNchitosanbbasedNplatformNforNbiomoleculeNattachmentNtoNsolidNsurfacesoNapplicationNtoN
yNvNmicroarrayNpreparationcNBioconjugatejChemistryaN2006aNflaNhlfbl 6.3 28

28
MolecularNtypingNofNStaphylococcusNaureusNisolatedNfromNcowsaNgoatsNandNsheepNwithN
intramammaryNinfectionsNonNtheNbasisNofNgeneNpolymorphismsNandNtoxinsNgenescNZoonosesjandj
PublicjHealthaN2006aNjhaNighbm

24

27 IdentificationNofNznterotoxinN®enesNinNStaphylococcusNaureusNIsolatesNfromNwovineNandNxaprineN
MilkcNVeterinaryjResearchjCommunicationsaN2006aNheaNgifbgih 2.9 2

26 xharacterizationNofNStaphylococcusNaureusNisolatedNfromNchronicallyNinfectedNdairyNgoatscNJournaljofj
DairyjScienceaN2005aNmmaNhjeebn 4 30
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25
yevelopmentNofNaNmultiplexNPxRNassayNforNtheNidentificationNofNStaphylococcusNaureusN
enterotoxigenicNstrainsNisolatedNfromNmilkNandNdairyNproductscNMolecularjandjCellularjProbesaN2005aN
fnaNgnnbhej

3.3 86

24 vnalysisNofNgeneticNpolymorphismsNinNStaphylococcusNaureusNstrainsNisolatedNfromNbovineNmilkcN
VeterinaryjResearchjCommunicationsaN2005aNgnNSupplNgaNgjlbn 2.9 1

23 MicroarrayNanalysisNappliedNtoNtheNstudyNofNmilkNproteinNlociNinNcattlecNItalianjJournaljofjAnimalj
ScienceaN2005aNiaNlbn 2.2 1

22 PolymorphismNanalysisNwithinNtheNHLvbvNlocusNbyNuniversalNoligonucleotideNarraycNHumanjMutationaN
2004aNgiaNigmbhi 4.7 24

21
yetectionNandNquantitationNofNgeneticallyNmodifiedNmaizeNVwtbflkNtransgenicNmaizeWNbyNapplyingN
ligationNdetectionNreactionNandNuniversalNarrayNtechnologycNJournaljofjAgriculturaljandjFoodj
ChemistryaN2004aNjgaNfeinbji

5.7 35

20
yevelopmentNofNaNuniversalNmicroarrayNbasedNonNtheNligationNdetectionNreactionNandNfkSNrrnaNgeneN
polymorphismNtoNtargetNdiversityNofNcyanobacteriacNAppliedjandjEnvironmentaljMicrobiologyaN2004aN
leaNlfkfblg

4.8 100

19 yetectionNofNHLvNpolymorphismsNbyNligaseNdetectionNreactionNandNaNuniversalNarrayNformatoNaNpilotN
studyNforNlowNresolutionNgenotypingcNHumanjImmunologyaN2003aNkiaNfkmblm 2.3 26

18 vpolipoproteinNzNandNtransferrinNgenotypingNbyNligationNdetectionNreactionNandNuniversalNarraycN
ClinicaljChemistryaN2003aNinaNfjhlbie 5.5 4

17
TheNmechanismsNresponsibleNforNgbdimensionalNpatternNformationNinNbacterialNmacrofiberN
populationsNgrownNonNsolidNsurfacesoNfiberNjoiningNandNtheNcreationNofNexclusionNzonescNBMCj
MicrobiologyaN2002aNgaNf

4.5 33

16 wacterialNdiscriminationNbyNmeansNofNaNuniversalNarrayNapproachNmediatedNbyNLyRNVligaseNdetectionN
reactionWcNBMCjMicrobiologyaN2002aNgaNgl 4.5 39

15 InvestigationNofNtheNmultipleNanchorsNapproachNinNoligonucleotideNmicroarrayNpreparationNusingN
linearNandNstembloopNstructuredNprobescNNucleicjAcidsjResearchaN2002aNheaNzhibi 20.1 9

14 xrossbspeciesNconservationNofNSzLfLaNaNhumanNpancreasbspecificNexpressingNgenecNOMICSjAjJournalj
ofjIntegrativejBiologyaN2002aNkaNfmlbnm 3.8 12

13 TwoNefficientNpolymericNchemicalNplatformsNforNoligonucleotideNmicroarrayNpreparationcN
NucleosidesxjNucleotidesjandjNucleicjAcidsaN2002aNgfaNjkfbme 1.4 20

12 IsolationNandNmolecularNcharacterizationNofNrasfadinaNaNnovelNgeneNinNtheNvicinityNofNtheNbovineNprionN
genecNMammalianjGenomeaN2001aNfgaNfjebk 3.2 9

11 vssignmentNofNinterleukinbfNreceptoraNtypeNINVILfRfWNtoNbovineNchromosomeNbandNffqfgNbyNinNsituN
hybridizationcNCytogeneticjandjGenomejResearchaN2000aNmnaNfkkbl 1.9

10 zightNmolecularNmarkersNfromNbovineNsyntenicNgroupsNUgaNUjaNUgiaNUfiaNUfgaNUgmaNXNandNYNwereN
fluorescenceNinNsituNmappedNtoNeightNriverNbuffaloNchromosomescNChromosomejResearchaN1998aNkaNkjkbn 4.4

9 xomparativeNmappingNofNtheNprionNgeneNVPRNPWNlocusNinNcattleaNsheepNandNhumanNwithN
PxRbgeneratedNprobescNMammalianjGenomeaN1998aNnaNmjhbj 3.2 16

8 xosmidbderivedNmarkersNanchoringNtheNbovineNgeneticNmapNtoNtheNphysicalNmapcNMammalianj
GenomeaN1997aNmaNgnbhk 3.2 31
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7 xharacterizationNandNmappingNofNthreeNbovineNpolymorphicNmicrosatelliteNlocicNAnimaljGeneticsaN
1996aNglaNfgf 2.5 4

6 PhysicalNandNgeneticNmappingNofNtwoNpolymorphicNbovineNdinucleotideNrepeatsoNIOwTijeNVykShfWN
andNIyV®vmeNVygSikWcNAnimaljGeneticsaN1996aNglaNhllbm 2.5 1

5 TbbandingNpatternNofNbovineNchromosomesNandNkaryotypeNreconstitutionNwithNphysicallyNmappedN
cosmidscNCytogeneticjandjGenomejResearchaN1996aNlhaNggnbhi 1.9

4 SixNantimicrobialNpeptideNgenesNofNtheNcathelicidinNfamilyNmapNtoNbovineNchromosomeNggqgiNbyN
fluorescenceNinNsituNhybridizationcNCytogeneticjandjGenomejResearchaN1996aNljaNgiebg 1.9 13

3 PhysicalNmappingNofNconnexinNhgNV®JwfWNandNihNV®JvfWNgenesNtoNbovineNchromosomesNXqggNandN
nqfjdfkNbyNfluorescenceNinNsituNhybridizationcNMammalianjGenomeaN1996aNlaNkhibj 3.2 3

2 xhromosomalNlocalizationNandNmolecularNcharacterizationNofNjhNcosmidbderivedNbovineN
microsatellitescNMammalianjGenomeaN1995aNkaNkgnbhj 3.2 60

1 xharacterizationNofNhamsterbbovineNsomaticNcellNhybridsNbyNinNsituNhybridizationNandNchromosomeN
bandingcNHereditasaN1993aNffmaNfnfbi 2.4 1
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