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n Paper IF Citations

155 ImprovingQcompoundfproteinQinteractionQpredictionQbyQbuildingQupQhighlyQcredibleQnegativeQ
samplesgQBioinformaticseQ2015eQljeQikkjfr 7.2 109

154 ExactQsolutionQforQmeanQfirstfpassageQtimeQonQaQpseudofractalQscaleffreeQwebgQPhysicaleRevieweEeQ
2009eQpreQikjjkp 2.4 103

153 ’oostingQcompoundfproteinQinteractionQpredictionQbyQdeepQlearninggQMethodseQ2016eQjjieQomfpk 4.6 102

152 SinglefcellQtrajectoriesQreconstructioneQexplorationQandQmappingQofQomicsQdataQwithQSTREzMgQNaturee
CommunicationseQ2019eQjieQjril 17.4 97

151 StandardQrandomQwalksQandQtrappingQonQtheQKochQnetworkQwithQscaleffreeQbehaviorQandQsmallfworldQ
effectgQPhysicaleRevieweEeQ2009eQpreQiojjjl 2.4 78

150 EpidemicQspreadingQwithQnonlinearQinfectivityQinQweightedQscaleffreeQnetworksgQPhysicaeA:eStatisticale
MechanicseandeItseApplicationseQ2011eQlrieQmpjfmqj 3.3 63

149 MaximalQplanarQscaleffreeQSierpinskiQnetworksQwithQsmallfworldQeffectQandQpowerQlawQ
strengthfdegreeQcorrelationgQEurophysicseLetterseQ2007eQpreQlqiip 1.6 63

148 MiRenSVMsQtowardsQbetterQpredictionQofQmicroRNzQprecursorsQusingQanQensembleQSVMQclassifierQ
withQmultifloopQfeaturesgQBMCeBioinformaticseQ2010eQjjQSupplQjjeQSjj 3.6 62

147 —eterminingQglobalQmeanffirstfpassageQtimeQofQrandomQwalksQonQVicsekQfractalsQusingQeigenvaluesQ
ofQLaplacianQmatricesgQPhysicaleRevieweEeQ2010eQqjeQiljjjq 2.4 57

146 RandomQwalksQonQtheQzpollonianQnetworkQwithQaQsingleQtrapgQEurophysicseLetterseQ2009eQqoeQjiiio 1.6 49

145 PredHSsQaQwebQserverQforQpredictingQproteinfproteinQinteractionQhotQspotsQbyQusingQstructuralQ
neighborhoodQpropertiesgQNucleiceAcidseResearcheQ2014eQmkeQWkrifn 20.1 48

144 InferringQnewQindicationsQforQapprovedQdrugsQviaQrandomQwalkQonQdrugfdiseaseQheterogenousQ
networksgQBMCeBioinformaticseQ2016eQjpeQnlr 3.6 45

143 ExplicitQdeterminationQofQmeanQfirstfpassageQtimeQforQrandomQwalksQonQdeterministicQuniformQ
recursiveQtreesgQPhysicaleRevieweEeQ2010eQqjeQijojjm 2.4 43

142 TheQexactQsolutionQofQtheQmeanQgeodesicQdistanceQforQVicsekQfractalsgQJournaleofePhysicseA:e
MathematicaleandeTheoreticaleQ2008eQmjeQmqnjik 2 42

141 FindingQmicroRNzQtargetsQinQplantssQcurrentQstatusQandQperspectivesgQGenomicsseProteomicseande
BioinformaticseQ2012eQjieQkomfpn 6.5 39

140 TrappingQinQscaleffreeQnetworksQwithQhierarchicalQorganizationQofQmodularitygQPhysicaleRevieweEeQ
2009eQqieQinjjki 2.4 39

139 TowardsQeffectiveQdocumentQclusteringsQzQconstrainedQKfmeansQbasedQapproachgQInformatione
ProcessingeandeManagementeQ2008eQmmeQjlrpfjmir 6.3 39
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138 zQNovelQImageQRegistrationQzlgorithmQforQRemoteQSensingQUnderQzffineQTransformationgQIEEEe
TransactionseoneGeoscienceeandeRemoteeSensingeQ2014eQnkeQmqrnfmrjk 8.1 38

137 MappingQKochQcurvesQintoQscaleffreeQsmallfworldQnetworksgQJournaleofePhysicseA:eMathematicaleande
TheoreticaleQ2010eQmleQlrnjij 2 38

136 MeanQfirstfpassageQtimeQforQrandomQwalksQonQtheQTfgraphgQNeweJournaleofePhysicseQ2009eQjjeQjiliml 2.9 34

135 zQnewQmethodQforQenhancerQpredictionQbasedQonQdeepQbeliefQnetworkgQBMCeBioinformaticseQ2017eQ
jqeQmjq 3.6 32

134 zQnewQhybridQmethodQforQlearningQbayesianQnetworkssQSeparationQandQreuniongQKnowledgetBasede
SystemseQ2017eQjkjeQjqnfjrp 7.3 31

133 –loudNMFsQaQMapReduceQimplementationQofQnonnegativeQmatrixQfactorizationQforQlargefscaleQ
biologicalQdatasetsgQGenomicsseProteomicseandeBioinformaticseQ2014eQjkeQmqfnj 6.5 30

132 EpidemicQspreadingQinQweightedQscaleffreeQnetworksQwithQcommunityQstructuregQJournaleofe
StatisticaleMechanics:eTheoryeandeExperimenteQ2009eQkiireQPipiml 1.9 30

131 RandomQSierpinskiQnetworkQwithQscaleffreeQsmallfworldQandQmodularQstructuregQEuropeanePhysicale
JournaleBeQ2008eQoneQjmjfjmp 1.2 30

130 FusingQmultipleQproteinfproteinQsimilarityQnetworksQtoQeffectivelyQpredictQlncRNzfproteinQ
interactionsgQBMCeBioinformaticseQ2017eQjqeQmki 3.6 29

129 ’oostingQpredictionQperformanceQofQproteinfproteinQinteractionQhotQspotsQbyQusingQstructuralQ
neighborhoodQpropertiesgQJournaleofeComputationaleBiologyeQ2013eQkieQqpqfrj 1.7 29

128 znomalousQbehaviorQofQtrappingQonQaQfractalQscaleffreeQnetworkgQEurophysicseLetterseQ2009eQqqeQjiiij 1.6 29

127 EvolutionaryQmethodQforQfindingQcommunitiesQinQbipartiteQnetworksgQPhysicaleRevieweEeQ2011eQqleQioojki2.4 28

126 znQempiricalQstudyQofQ–hineseQlanguageQnetworksgQPhysicaeA:eStatisticaleMechanicseandeItse
ApplicationseQ2008eQlqpeQlilrflimp 3.3 27

125 RumorQevolutionQinQsocialQnetworksgQPhysicaleRevieweEeQ2013eQqpeQ 2.4 26

124 IncompatibilityQnetworksQasQmodelsQofQscaleffreeQsmallfworldQgraphsgQEuropeanePhysicaleJournaleBeQ
2007eQoieQknrfkom 1.2 26

123 miRFamsQanQeffectiveQautomaticQmiRNzQclassificationQmethodQbasedQonQnfgramsQandQaQmulticlassQ
SVMgQBMCeBioinformaticseQ2011eQjkeQkjo 3.6 25

122 MiningQfrequentQclosedQitemsetsQfromQaQlandmarkQwindowQoverQonlineQdataQstreamsgQComputerseande
MathematicseWitheApplicationseQ2009eQnpeQrkpfrlo 2.7 25

121 GenomefwideQsearchQforQmiRNzftargetQinteractionsQinQzrabidopsisQthalianaQwithQanQintegratedQ
approachgQBMCeGenomicseQ2012eQjlQSupplQleQSl 4.5 23

(2012-2014)
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120 LocalfworldQevolvingQnetworksQwithQtunableQclusteringgQPhysicaeA:eStatisticaleMechanicseandeItse
ApplicationseQ2007eQlqieQolrfoni 3.3 23

119 –omputationallyQpredictingQproteinfRNzQinteractionsQusingQonlyQpositiveQandQunlabeledQexamplesgQ
JournaleofeBioinformaticseandeComputationaleBiologyeQ2015eQjleQjnmjiin 1 22

118 TopologiesQandQLaplacianQspectraQofQaQdeterministicQuniformQrecursiveQtreegQEuropeanePhysicale
JournaleBeQ2008eQoleQnipfnjl 1.2 22

117 PredictingQEnhancersQfromQMultipleQ–ellQLinesQandQTissuesQacrossQ—ifferentQ—evelopmentalQStagesQ
’asedQOnQSVMQMethodgQCurrenteBioinformaticseQ2018eQjleQonnfooi 4.7 21

116 RecursiveQsolutionsQforQLaplacianQspectraQandQeigenvectorsQofQaQclassQofQgrowingQtreelikeQnetworksgQ
PhysicaleRevieweEeQ2009eQqieQijojim 2.4 20

115 zverageQdistanceQinQaQhierarchicalQscaleffreeQnetworksQanQexactQsolutiongQJournaleofeStatisticale
Mechanics:eTheoryeandeExperimenteQ2009eQkiireQPjiikk 1.9 20

114 RecursiveQweightedQtreelikeQnetworksgQEuropeanePhysicaleJournaleBeQ2007eQnreQrrfjip 1.2 20

113 zQcomparativeQevaluationQonQpredictionQmethodsQofQnucleosomeQpositioninggQBriefingseine
BioinformaticseQ2014eQjneQjijmfkp 13.4 19

112 —etectingQpotentialQcollusiveQcliquesQinQfuturesQmarketsQbasedQonQtradingQbehaviorsQfromQrealQdatagQ
NeurocomputingeQ2012eQrkeQmmfnl 5.4 19

111 zQRzM–loudQStorageQSystemQbasedQonQH—FSsQzrchitectureeQimplementationQandQevaluationgQJournale
ofeSystemseandeSoftwareeQ2013eQqoeQpmmfpni 3.3 19

110 —ifferentQthresholdsQofQbondQpercolationQinQscaleffreeQnetworksQwithQidenticalQdegreeQsequencegQ
PhysicaleRevieweEeQ2009eQpreQiljjji 2.4 19

109 zQunifiedQmodelQforQSierpinskiQnetworksQwithQscaleffreeQscalingQandQsmallfworldQeffectgQPhysicaeA:e
StatisticaleMechanicseandeItseApplicationseQ2009eQlqqeQknpjfknpq 3.3 19

108 SelectingQhighfqualityQnegativeQsamplesQforQeffectivelyQpredictingQproteinfRNzQinteractionsgQBMCe
SystemseBiologyeQ2017eQjjeQr 3.5 18

107 TransitionQfromQfractalQtoQnonffractalQscalingsQinQgrowingQscaleffreeQnetworksgQEuropeanePhysicale
JournaleBeQ2008eQomeQkppfkql 1.2 18

106 IdentificationQofQcancerQsubtypesQfromQsinglefcellQRNzfseqQdataQusingQaQconsensusQclusteringQ
methodgQBMCeMedicaleGenomicseQ2018eQjjeQjjp 3.7 18

105 EffectsQofQacceleratingQgrowthQonQtheQevolutionQofQweightedQcomplexQnetworksgQPhysicaeA:e
StatisticaleMechanicseandeItseApplicationseQ2009eQlqqeQkknfklk 3.3 17

104 zQnewQandQeffectiveQhierarchicalQoverlayQstructureQforQPeerftofPeerQnetworksgQComputere
CommunicationseQ2011eQlmeQqokfqpm 5.1 17

103 zctiveQlearningQforQproteinQfunctionQpredictionQinQproteinâ��proteinQinteractionQnetworksgQ
NeurocomputingeQ2014eQjmneQmmfnk 5.4 16
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102 –haracteristicsQofQrealQfuturesQtradingQnetworksgQPhysicaeA:eStatisticaleMechanicseandeItseApplicationseQ
2011eQlrieQlrqfmir 3.3 16

101 InfluencesQofQdegreeQinhomogeneityQonQaverageQpathQlengthQandQrandomQwalksQinQdisassortativeQ
scaleffreeQnetworksgQJournaleofeMathematicalePhysicseQ2009eQnieQillnjm 1.2 16

100 GITzRsQznQOpenQSourceQToolQforQznalysisQandQVisualizationQofQHif–Q—atagQGenomicsseProteomicseande
BioinformaticseQ2018eQjoeQlonflpk 6.5 15

99 ScalableQcontinualQtopfkQkeywordQsearchQinQrelationalQdatabasesgQDataeandeKnowledgeeEngineeringeQ
2013eQqoeQkiofkkl 1.5 14

98 zQpathftraceableQqueryQroutingQmechanismQforQsearchQinQunstructuredQpeerftofpeerQnetworksgQ
JournaleofeNetworkeandeComputereApplicationseQ2010eQlleQjjnfjkp 7.9 14

97 —eterministicQweightedQscaleffreeQsmallfworldQnetworksgQPhysicaeA:eStatisticaleMechanicseandeItse
ApplicationseQ2010eQlqreQlljofllkm 3.3 14

96 FromQregularQtoQgrowingQsmallfworldQnetworksgQPhysicaeA:eStatisticaleMechanicseandeItseApplicationseQ
2007eQlqneQponfppk 3.3 14

95 znQeffectiveQapproachQtoQdetectingQbothQsmallQandQlargeQcomplexesQfromQproteinfproteinQ
interactionQnetworksgQBMCeBioinformaticseQ2017eQjqeQmjr 3.6 13

94 —iscoveringQpatternfbasedQsubspaceQclustersQbyQpatternQtreegQKnowledgetBasedeSystemseQ2009eQkkeQnorfnpr7.3 13

93 TowardsQaQSecureQMediumQzccessQ–ontrolQProtocolQforQ–lusterf’asedQUnderwaterQWirelessQSensorQ
NetworksgQInternationaleJournaleofeDistributedeSensoreNetworkseQ2015eQjjeQlknmpm 1.7 13

92 EffectivelyQIdentifyingQ–ompoundfProteinQInteractionsQbyQLearningQfromQPositiveQandQUnlabeledQ
ExamplesgQIEEEvACMeTransactionseoneComputationaleBiologyeandeBioinformaticseQ2018eQjneQjqlkfjqml 3 12

91 –hoosingQappropriateQmodelsQforQproteinfproteinQinteractionQnetworkssQaQcomparisonQstudygQ
BriefingseineBioinformaticseQ2014eQjneQqklflq 13.4 12

90 —iffusionâ��annihilationQprocessesQinQweightedQscaleffreeQnetworksQwithQanQidenticalQdegreeQ
sequencegQJournaleofeStatisticaleMechanics:eTheoryeandeExperimenteQ2011eQkijjeQPjiiij 1.9 12

89 ScreeningQlifespanfextendingQdrugsQinQ–aenorhabditisQelegansQviaQlabelQpropagationQonQ
drugfproteinQnetworksgQBMCeSystemseBiologyeQ2016eQjieQjlj 3.5 12

88 EssentialQProteinQ—etectionQbyQRandomQWalkQonQWeightedQProteinfProteinQInteractionQNetworksgQ
IEEEvACMeTransactionseoneComputationaleBiologyeandeBioinformaticseQ2019eQjoeQlppflqp 3 12

87 –PredictorlgisQdetectingQproteinQcomplexesQfromQPPIQnetworksQwithQexpressionQdataQandQfunctionalQ
annotationsgQBMCeSystemseBiologyeQ2017eQjjeQjln 3.5 11

86 GroupfsparseQModelingQ—rugfkinaseQNetworksQforQPredictingQ–ombinatorialQ—rugQSensitivityQinQ
–ancerQ–ellsgQCurrenteBioinformaticseQ2018eQjleQmlpfmml 4.7 11

85 WhenQcloudQcomputingQmeetsQbioinformaticssQaQreviewgQJournaleofeBioinformaticseandeComputationale
BiologyeQ2013eQjjeQjlliiik 1 10

(2013-2011)
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84 KnowledgeQdiffusionQinQcomplexQnetworksgQConcurrencyeComputationePracticeeandeExperienceeQ2017eQ
kreQelprj 1.4 9

83 LocalQNashQequilibriumQinQsocialQnetworksgQScientificeReportseQ2014eQmeQokkm 4.9 9

82 TrafficQFluctuationsQonQWeightedQNetworksgQIEEEeCircuitseandeSystemseMagazineeQ2012eQjkeQllfmm 3.2 9

81 —EEPSENsQaQconvolutionalQneuralQnetworkQbasedQmethodQforQsuperfenhancerQpredictiongQBMCe
BioinformaticseQ2019eQkieQnrq 3.6 9

80 zQGeneralQFrameworkQforQUnmetQ—emandQPredictionQinQOnf—emandQTransportQServicesgQIEEEe
TransactionseoneIntelligenteTransportationeSystemseQ2019eQkieQkqkifkqli 6.1 9

79 IdentifyingQoverlappingQcommunitiesQinQnetworksQusingQevolutionaryQmethodgQPhysicaeA:eStatisticale
MechanicseandeItseApplicationseQ2016eQmmkeQjqkfjrk 3.3 8

78 GamingQTemporalQNetworksgQIEEEeTransactionseoneCircuitseandeSystemseII:eExpresseBriefseQ2019eQooeQopkfopo3.5 8

77 —enoisingQProteinfProteinQinteractionQnetworkQviaQvariationalQgraphQautofencoderQforQproteinQ
complexQdetectiongQJournaleofeBioinformaticseandeComputationaleBiologyeQ2020eQjqeQkimiiji 1 7

76 TheQcentralityQofQcancerQproteinsQinQhumanQproteinfproteinQinteractionQnetworksQaQrevisitgQ
InternationaleJournaleofeComputationaleBiologyeandeDrugeDesigneQ2014eQpeQjmofno 0.4 7

75 EfficientQRetrievalQofQ’oundedf–ostQInformativeQRoutesgQIEEEeTransactionseoneKnowledgeeandeDatae
EngineeringeQ2017eQkreQkjqkfkjro 4.2 7

74 StructuralQandQspectralQpropertiesQofQaQfamilyQofQdeterministicQrecursiveQtreessQrigorousQsolutionsgQ
JournaleofePhysicseA:eMathematicaleandeTheoreticaleQ2009eQmkeQjonjil 2 7

73 —ISKsgQProceedingseofetheeVLDBeEndowmenteQ2012eQneQjroofjror 3.1 7

72 TowardsQMoreQEffectiveQTextQSummarizationQ’asedQonQTextualQzssociationQNetworksQ2008eQ 7

71 TOPsQzQdeepQmixtureQrepresentationQlearningQmethodQforQboostingQmolecularQtoxicityQpredictiongQ
MethodseQ2020eQjpreQnnfom 4.6 6

70 zQUnifiedQFrameworkQforQPredictingQKPIsQofQOnf—emandQTransportQServicesgQIEEEeAccesseQ2018eQoeQlkiinflkijm3.5 6

69 EfficientQSkylineQRetrievalQonQPeerftofPeerQNetworksQ2007eQ 6

68 –omputationallyQidentifyingQhotQspotsQinQproteinf—NzQbindingQinterfacesQusingQanQensembleQ
approachgQBMCeBioinformaticseQ2020eQkjeQlqm 3.6 6

67 zccuratelyQ—etectingQProteinQ–omplexesQbyQGraphQEmbeddingQandQ–ombiningQFunctionsQwithQ
InteractionsgQIEEEvACMeTransactionseoneComputationaleBiologyeandeBioinformaticseQ2020eQjpeQpppfpqp 3 6
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66 –lassifyingQearlyQandQlateQmildQcognitiveQimpairmentQstagesQofQzlzheimerYsQdiseaseQbyQfusingQdefaultQ
modeQnetworksQextractedQwithQmultipleQseedsgQBMCeBioinformaticseQ2018eQjreQnkl 3.6 6

65 IdentifyingQmammalianQMicroRNzQtargetsQbasedQonQsupervisedQdistanceQmetricQlearninggQIEEEe
JournaleofeBiomedicaleandeHealtheInformaticseQ2013eQjpeQmkpfln 7.2 5

64 TheQrigorousQsolutionQforQtheQaverageQdistanceQofQaQSierpinskiQnetworkgQJournaleofeStatisticale
Mechanics:eTheoryeandeExperimenteQ2009eQkiireQPikilm 1.9 5

63 —egreeQandQcomponentQsizeQdistributionsQinQtheQgeneralizedQuniformQrecursiveQtreegQJournaleofe
PhysicseA:eMathematicaleandeTheoreticaleQ2008eQmjeQjqnjij 2 5

62 RM—’sQznQIntegratedQ—atabaseQofQSinglefcytosinefresolutionQ—NzQMethylationQinQOryzaQSativagQ
CurrenteBioinformaticseQ2019eQjmeQnkmfnlj 4.7 5

61 zQ–haoticQzntQ–olonyQOptimizedQLinkQPredictionQzlgorithmgQIEEEeTransactionseoneSystemsseManseande
Cybernetics:eSystemseQ2020eQjfjn 7.3 5

60 FraGzTsQaQfragmentforientedQmultifscaleQgraphQattentionQmodelQforQmolecularQpropertyQpredictiongQ
BioinformaticseQ2021eQ 7.2 5

59 —etectingQmicroarrayQdataQsupportedQmicroRNzfmRNzQinteractionsgQInternationaleJournaleofeDatae
MiningeandeBioinformaticseQ2010eQmeQolrfnn 0.5 4

58 znQempiricalQstudyQofQanQagglomerationQnetworkgQJournaleofePhysicseA:eMathematicaleandeTheoretical
eQ2007eQmieQjklonfjklpn 2 4

57 STREzMsQSinglefcellQTrajectoriesQReconstructioneQExplorationQzndQMappingQofQomicsQdata 4

56 —ynamicQepigeneticQmodeQanalysisQusingQspatialQtemporalQclusteringgQBMCeBioinformaticseQ2016eQjpeQnlp 3.6 4

55 LzYERsQzQcostfefficientQmechanismQtoQsupportQmultiftenantQdatabaseQasQaQserviceQinQcloudgQJournale
ofeSystemseandeSoftwareeQ2015eQjijeQqofro 3.3 3

54 LinkQWeightQPredictionQUsingQWeightQPerturbationQandQLatentQFactorgQIEEEeTransactionseone
CyberneticseQ2020eQPPeQ 10.2 3

53 ProbabilisticQTimef–onstrainedQPathsQSearchQoverQUncertainQRoadQNetworksgQIEEEeTransactionseone
ServiceseComputingeQ2018eQjjeQlrrfmjm 4.8 3

52 InfluenceQofQweightQheterogeneityQonQrandomQwalksQinQscaleffreeQnetworksgQJournaleofePhysicseA:e
MathematicaleandeTheoreticaleQ2016eQmreQkpnjij 2 3

51 RevisitingQtopologicalQpropertiesQandQmodelsQofQproteinfproteinQinteractionQnetworksQfromQtheQ
perspectiveQofQdatasetQevolutiongQIETeSystemseBiologyeQ2015eQreQjjlfr 1.4 3

50 UnfavorableQIndividualsQinQSocialQGamingQNetworksgQScientificeReportseQ2015eQneQjpmqj 4.9 3

49 ’oostingQcompoundfproteinQinteractionQpredictionQbyQdeepQlearningQ2015eQ 3

(2015-2018)
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48 imiRTPsQznQIntegratedQMethodQtoQIdentifyingQmiRNzftargetQInteractionsQinQzrabidopsisQthalianaQ
2011eQ 3

47 zQnewQapproachQtoQbuildingQhistogramQforQselectivityQestimationQinQqueryQprocessingQoptimizationgQ
ComputerseandeMathematicseWitheApplicationseQ2009eQnpeQjilpfjimp 2.7 3

46 znQimprovedQgeneticQalgorithmQforQstatisticalQpotentialQfunctionQdesignQandQproteinQstructureQ
predictiongQInternationaleJournaleofeDataeMiningeandeBioinformaticseQ2012eQoeQjokfpp 0.5 3

45 PrivacyQandQefficiencyQguaranteedQsocialQsubgraphQmatchinggQVLDBeJournalej 3.9 3

44 —k–LsQzQ—enseQ—ilatedQ–onvolutionalQLSTMQModelQforQSeaQSurfaceQTemperatureQPredictiongQIEEEe
JournaleofeSelectedeTopicseineAppliedeEartheObservationseandeRemoteeSensingeQ2021eQjmeQjknjmfjknkl 4.7 3

43 ProteinfproteinQinteractionQpredictionQbasedQonQordinalQregressionQandQrecurrentQconvolutionalQ
neuralQnetworksgQBMCeBioinformaticseQ2021eQkkeQmqn 3.6 3

42 SinglefcellQRNzfseqQdataQclusteringsQzQsurveyQwithQperformanceQcomparisonQstudygQJournaleofe
BioinformaticseandeComputationaleBiologyeQ2020eQjqeQkimiiin 1 3

41 LinkQPredictionQbasedQonQQuantumfInspiredQzntQ–olonyQOptimizationgQScientificeReportseQ2018eQqeQjllqr 4.9 3

40 GenomefwideQanalysisQofQepigeneticQdynamicsQacrossQhumanQdevelopmentalQstagesQandQtissuesgQ
BMCeGenomicseQ2019eQkieQkkj 4.5 2

39 gQTsinghuaeScienceeandeTechnologyeQ2019eQkmeQmnofmop 3.4 2

38 TowardsQefficientlyQsupportingQdatabaseQasQaQserviceQwithQQoSQguaranteesgQJournaleofeSystemseande
SoftwareeQ2018eQjlreQnjfol 3.3 2

37 iHMSsQaQdatabaseQintegratingQhumanQhistoneQmodificationQdataQacrossQdevelopmentalQstagesQandQ
tissuesgQBMCeBioinformaticseQ2017eQjqeQjil 3.6 2

36 RoleQofQIndividualQzctivityQinQRumorQSpreadingQinQScaleffreeQNetworksQ2017eQ 2

35 GaussianQWeightingQReversionQStrategyQforQzccurateQOnfLineQPortfolioQSelectionQ2017eQ 2

34 MeanQfirstQpassageQtimeQforQrandomQwalkQonQdualQstructureQofQdendrimergQPhysicaeA:eStatisticale
MechanicseandeItseApplicationseQ2014eQmjneQmolfmpk 3.3 2

33 GeneQontologyfbasedQproteinQfunctionQpredictionQbyQusingQsequenceQcompositionQinformationgQ
ProteineandePeptideeLetterseQ2010eQjpeQpqrfrn 1.9 2

32 LESSONsQzQsystemQforQlectureQnotesQsearchingQandQsharingQoverQInternetgQJournaleofeSystemseande
SoftwareeQ2010eQqleQjqnjfjqol 3.3 2

31 RoutingQ’asedQLoadQ’alancingQforQUnstructuredQPkPQNetworksQ2007eQ 2
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30 LearningQ–ompetitiveQandQ—iscriminativeQReconstructionsQforQznomalyQ—etectiongQProceedingseofe
theeAAAIeConferenceeoneArtificialeIntelligenceeQ2019eQlleQnjopfnjpm 5 2

29 zQgeneralQframeworkQforQprivacyfpreservingQofQdataQpublicationQbasedQonQrandomizedQresponseQ
techniquesgQInformationeSystemseQ2021eQroeQjijomq 2.7 2

28 SidefchainQdynamicsQanalysisQofQKEipQseriesgQComputationaleBiologyeandeChemistryeQ2016eQoneQjmqfjnl 3.6 1

27 —eterminingQaverageQpathQlengthQandQaverageQtrappingQtimeQonQgeneralizedQdualQdendrimergQ
InternationaleJournaleofeModernePhysicseBeQ2015eQkreQjnniipk 1.1 1

26 GRftreesQznQefficientQindexQstructureQforQGMLQ2014eQ 1

25 zQcomparisonQstudyQonQproteinfproteinQinteractionQnetworkQmodelsQ2012eQ 1

24 znQanalyticQderivationQofQclusteringQcoefficientsQforQweightedQnetworksgQJournaleofeStatisticale
Mechanics:eTheoryeandeExperimenteQ2010eQkijieQPilijl 1.9 1

23 EffectivelyQpredictingQproteinQfunctionsQbyQcollectiveQclassificationQâ��QznQextendedQabstractQ2012eQ 1

22 EfficientQ–ontinualQTopfkQKeywordQSearchQinQRelationalQ—atabasesgQJournaleofeInformationeProcessing
eQ2012eQkieQjjmfjkp 0.2 1

21 —–z—sQaQdualQclusteringQalgorithmQforQdistributedQspatialQdatabasesgQGeotSpatialeInformationeScienceeQ
2007eQjieQjlpfjmm 3.5 1

20 GPresssQTowardsQEffectiveQGMLQ—ocumentsQ–ompresssionQ2007eQ 1

19 –alculatingQtheQ–rossingQProbabilityQonQtheQSquareQTessellationQofQaQ–onnectionQGameQwithQRandomQ
MoveQOrdersQTheQzlgorithmQandQItsQ–omplexitygQLectureeNoteseineComputereScienceeQ2014eQkqqfkrp 0.9 1

18 –lassifyingQ–ognitiveQNormalQandQEarlyQMildQ–ognitiveQImpairmentQofQzlzheimerâ��sQ—iseaseQbyQ
zpplyingQRestrictedQ’oltzmannQMachineQtoQfMRIQ—atagQCurrenteBioinformaticseQ2021eQjoeQknkfkoi 4.7 1

17 RecursivelyQLearningQ–ausalQStructuresQUsingQRegressionf’asedQ–onditionalQIndependenceQTestgQ
ProceedingseofetheeAAAIeConferenceeoneArtificialeIntelligenceeQ2019eQlleQljiqfljjn 5 1

16 MIMOsQzQUnifiedQSpatiofTemporalQModelQforQMultifScaleQSeaQSurfaceQTemperatureQPredictiongQ
RemoteeSensingeQ2022eQjmeQklpj 5 1

15 MeasuringQ–onditionalQIndependenceQbyQIndependentQResidualsQforQ–ausalQ—iscoverygQACMe
TransactionseoneIntelligenteSystemseandeTechnologyeQ2019eQjieQjfjr 8 0

14 RevealingQdynamicQcommunitiesQinQnetworksQusingQgeneticQalgorithmQwithQmergeQandQsplitQ
operatorsgQPhysicaeA:eStatisticaleMechanicseandeItseApplicationseQ2020eQnnqeQjkmqrp 3.3 0

13 zQnewQfullftextQindexingQmodelQwithQlowQspaceQoverheadQforQchineseQtextQretrievalgQInternationale
JournaleoneDigitaleLibrarieseQ2004eQmeQkpkfkqk 1.4 0

(2004-2019)
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12 gQIEEEeAccesseQ2020eQqeQjooplifjoopmj 3.5 0

11 –lassificationQofQMarineQPlanktonQ’asedQonQFewfshotQLearninggQArabianeJournaleforeScienceeande
EngineeringeQ2021eQmoeQrknlfrkok 2.5 0

10 ’oostingQscRNzfseqQdataQclusteringQbyQclusterfawareQfeatureQweightinggQBMCeBioinformaticseQ2021eQ
kkeQjli 3.6 0

9 –ombinedQcauseQinferencesQ—efinitioneQmodelQandQperformancegQInformationeScienceseQ2021eQnpmeQmljfmml7.7 0

8 ProteinQFunctionQPredictionQ’asedQonQPPIQNetworkssQNetworkQReconstructionQvsQEdgeQEnrichmentggQ
FrontierseineGeneticseQ2021eQjkeQpnqjlj 4.5 0

7 zQNewQMethodQforQExtractingQtheQHierarchicalQOrganizationQofQNetworksgQInternationaleJournaleofe
InformationeTechnologyeandeDecisioneMakingeQ2017eQjoeQjlnrfjlqn 2.8

6 —ividefandfconquerQTournamentQonQSocialQNetworksgQScientificeReportseQ2017eQpeQjnmqm 4.9

5 EnhancingQRoutingQRobustnessQofQUnstructuredQPeerftofPeerQNetworksQUsingQMobileQzgentsgQ
JournaleofeNetworkeandeSystemseManagementeQ2012eQkieQlirflnk 2.1

4 SWERsQsmallQworldfbasedQefficientQroutingQforQwirelessQsensorQnetworksQwithQmobileQsinksgQFrontierse
ofeComputereScienceeQ2009eQleQmkpfmlm

3 TheQ–omplexitiesQofQRandomfturnQHexeQSquareQandQTriangleQGamesgQIEEEeTransactionseoneGameseQ
2020eQjfj 1.2

2 znQintegrativeQanalysisQofQnucleosomeQoccupancyQandQpositioningQusingQdiverseQsequenceQ
dependentQpropertiesgQNeurocomputingeQ2016eQkioeQlnfmj 5.4

1 HistoneQmodificationQpatternsQinQhighlyQdifferentiationQcellsgQNeurocomputingeQ2016eQkioeQmkfmr 5.4

Jihong Guan
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