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373 qenomeGsequencingGandGanalysisGofGtheGversatileGcellGfactoryGkspergillusGnigerGmlSG]XZUbbUGNatureb
BiotechnologySG2007SGY]SGYYXTZX 44.5 889

372 zropertiesGandGapplicationsGofGstarchTconvertingGenzymesGofGtheGalphaTamylaseGfamilyUGJournalbofb
BiotechnologySG2002SGc[SGXZaT]] 3.7 883

371
kGgeneGclusterGencodingGcholesterolGcatabolismGinGaGsoilGactinomyceteGprovidesGinsightGintoG
wycobacteriumGtuberculosisGsurvivalGinGmacrophagesUGProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaSG2007SGXW[SGXc[aT]Y

11.5 409

370 StructureTfunctionGrelationshipsGofGglucansucraseGandGfructansucraseGenzymesGfromGlacticGacidG
bacteriaUGMicrobiologybandbMolecularbBiologybReviewsSG2006SGaWSGX]aTa_ 13.2 313

369 üTrayGstructuresGalongGtheGreactionGpathwayGofGcyclodextrinGglycosyltransferaseGelucidateGcatalysisG
inGtheGalphaTamylaseGfamilyUGNaturebStructuralbBiologySG1999SG_SG[ZYT_ 311

368 wartiniGmoarseTqrainedGporceGpielddGoxtensionGtoGmarbohydratesUGJournalbofbChemicalbTheorybandb
ComputationSG2009SG]SGZXc]TYXW 6.4 302

367 zhysiologicalGresponsesGtoGnutrientGlimitationUGAnnualbReviewbofbMicrobiologySG1983SGZaSGXTYZ 17.5 296

366 kGnovelGclassGofGsecretedGhydrophobicGproteinsGisGinvolvedGinGaerialGhyphaeGformationGinG
StreptomycesGcoelicolorGbyGformingGamyloidTlikeGfibrilsUGGenesbandbDevelopmentSG2003SGXaSGXaX[TY_ 12.6 268

365 negradationGofGhalogenatedGaliphaticGcompoundsGbyGüanthobacterGautotrophicusGqtXWUGAppliedb
andbEnvironmentalbMicrobiologySG1985SG[cSG_aZTa 4.8 266

364 kmyloidsTTaGfunctionalGcoatGforGmicroorganismsUGNaturebReviewsbMicrobiologySG2005SGZSGZZZT[X 22.2 234

363 StrategiesGofGmixedGsubstrateGutilizationGinGmicroorganismsUGPhilosophicalbTransactionsbofbthebRoyalb
SocietybofbLondonbSeriesbBnbBiologicalbSciencesSG1982SGYcaSG[]cTbW 213

362 xucleotideGsequenceGandGüTrayGstructureGofGcyclodextrinGglycosyltransferaseGfromGlacillusGcirculansG
strainGY]XGinGaGmaltoseTdependentGcrystalGformUGJournalbofbMolecularbBiologySG1994SGYZ_SG]cWT_WW 6.5 208

361 qlucansucrasesdGthreeTdimensionalGstructuresSGreactionsSGmechanismSG˛–TglucanGanalysisGandGtheirG
implicationsGinGbiotechnologyGandGfoodGapplicationsUGJournalbofbBiotechnologySG2013SGX_ZSGY]WTaY 3.7 207

360 rarnessingGtheGcatabolicGdiversityGofGrhodococciGforGenvironmentalGandGbiotechnologicalG
applicationsUGCurrentbOpinionbinbMicrobiologySG2004SGaSGY]]T_X 7.9 205

359 zroductionGofGactinorhodinTrelatedGIblueGpigmentsIGbyGStreptomycesGcoelicolorGkZOYPUGJournalbofb
BacteriologySG1996SGXabSGYYZbT[[ 3.5 181

358 qlucanGsynthesisGinGtheGgenusGvactobacillusdGisolationGandGcharacterizationGofGglucansucraseGgenesSG
enzymesGandGglucanGproductsGfromGsixGdifferentGstrainsUGMicrobiologybjUnitedbKingdomkSG2004SGX]WSGZ_bXTZ_cW2.9 162

357 onzymaticGglycosylationGofGsmallGmoleculesdGchallengingGsubstratesGrequireGtailoredGcatalystsUG
ChemistrybobAbEuropeanbJournalSG2012SGXbSGXWab_TbWX 4.8 154
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356 ®heGrawGstarchGbindingGdomainGofGcyclodextrinGglycosyltransferaseGfromGlacillusGcirculansGstrainG
Y]XUGJournalbofbBiologicalbChemistrySG1996SGYaXSGZYaaaTb[ 5.4 150

355 ®heGactinobacterialGmce[GlocusGencodesGaGsteroidGtransporterUGJournalbofbBiologicalbChemistrySG2008SG
YbZSGZ]Z_bTa[ 5.4 146

354 ongineeringGofGcyclodextrinGglucanotransferasesGandGtheGimpactGforGbiotechnologicalGapplicationsUG
AppliedbMicrobiologybandbBiotechnologySG2010SGb]SGbYZTZ] 5.7 141

353 StructureGofGcyclodextrinGglycosyltransferaseGcomplexedGwithGaGmaltononaoseGinhibitorGatGYU_G
angstromGresolutionUGsmplicationsGforGproductGspecificityUGBiochemistrySG1996SGZ]SG[Y[XTc 3.2 139

352 ®heGdynamicGarchitectureGofGtheGmetabolicGswitchGinGStreptomycesGcoelicolorUGBMCbGenomicsSG2010SG
XXSGXW 4.5 137

351 üTrayGstructureGofGcyclodextrinGglycosyltransferaseGcomplexedGwithGacarboseUGsmplicationsGforGtheG
catalyticGmechanismGofGglycosidasesUGBiochemistrySG1995SGZ[SGYYZ[T[W 3.2 135

350 SiteTdirectedGmutationsGinGtyrosineGXc]GofGcyclodextrinGglycosyltransferaseGfromGlacillusGcirculansG
strainGY]XGaffectGactivityGandGproductGspecificityUGBiochemistrySG1995SGZ[SGZZ_bTa_ 3.2 132

349 ongineeringGofGcyclodextrinGglycosyltransferaseGreactionGandGproductGspecificityUGBBAbobProteinsbandb
ProteomicsSG2000SGX][ZSGZZ_TZ_W 131

348
mharacterizationGofGaGnovelGfructosyltransferaseGfromGvactobacillusGreuteriGthatGsynthesizesG
highTmolecularTweightGinulinGandGinulinGoligosaccharidesUGAppliedbandbEnvironmentalbMicrobiologySG
2002SG_bSG[ZcWTb

4.8 129

347 liochemicalGandGmolecularGcharacterizationGofGvactobacillusGreuteriGXYXGreuteransucraseUG
MicrobiologybjUnitedbKingdomkSG2004SGX]WSGYWccTYXXY 2.9 128

346 ScreeningGandGcharacterizationGofGvactobacillusGstrainsGproducingGlargeGamountsGofG
exopolysaccharidesUGAppliedbMicrobiologybandbBiotechnologySG1998SG]WSG_caTaWZ 5.7 127

345 ®heGthreeGtransglycosylationGreactionsGcatalyzedGbyGcyclodextrinGglycosyltransferaseGfromGlacillusG
circulansGOstrainGY]XPGproceedGviaGdifferentGkineticGmechanismsUGFEBSbJournalSG2000SGY_aSG_]bT_] 127

344
liochemicalGandGstructuralGcharacterizationGofGtheGglucanGandGfructanGexopolysaccharidesG
synthesizedGbyGtheGlactobacillusGreuteriGwildTtypeGstrainGandGbyGmutantGstrainsUGAppliedbandb
EnvironmentalbMicrobiologySG1999SG_]SGZWWbTX[

4.8 125

343
mrystalGstructureGofGaGXXaGknaGglucansucraseGfragmentGprovidesGinsightGintoGevolutionGandGproductG
specificityGofGqraWGenzymesUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaSG2010SGXWaSGYX[W_TXX

11.5 124

342 –egulationGofGStreptomycesGdevelopmentdGreachGforGtheGskyHUGTrendsbinbMicrobiologySG2006SGX[SGZXZTc 12.4 119

341 mrystallographicGstudiesGofGtheGinteractionGofGcyclodextrinGglycosyltransferaseGfromGlacillusG
circulansGstrainGY]XGwithGnaturalGsubstratesGandGproductsUGJournalbofbBiologicalbChemistrySG1995SGYaWSGYcY]_T_[5.4 119

340 yrganizationGofGtheGteicoplaninGgeneGclusterGinGkctinoplanesGteichomyceticusUGMicrobiologybjUnitedb
KingdomkSG2004SGX]WSGc]TXWY 2.9 116

339 kntibioticGoverproductionGinGStreptomycesGcoelicolorGkZGYGmediatedGbyGphosphofructokinaseG
deletionUGJournalbofbBiologicalbChemistrySG2008SGYbZSGY]Xb_TY]Xcc 5.4 115
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338
UnmarkedGgeneGdeletionGmutagenesisGofGkstnSGencodingGZTketosteroidGneltaXTdehydrogenaseSGinG
–hodococcusGerythropolisGSQXGusingGsaclGasGcounterTselectableGmarkerUGFEMSbMicrobiologybLettersSG
2001SGYW]SGXcaTYWY

2.9 111

337 ®heGlevansucraseGandGinulosucraseGenzymesGofGvactobacillusGreuteriGXYXGcatalyseGprocessiveGandG
nonTprocessiveGtransglycosylationGreactionsUGMicrobiologybjUnitedbKingdomkSG2006SGX]YSGXXbaTXXc_ 2.9 110

336 ®heGformationGofGtheGrodletGlayerGofGstreptomycetesGisGtheGresultGofGtheGinterplayGbetweenGrodlinsG
andGchaplinsUGMolecularbMicrobiologySG2004SG]ZSG[ZZT[Z 4.1 110

335
UnmarkedGgeneGdeletionGmutagenesisGofGkstnSGencodingGZTketosteroidGˆ�iXTdehydrogenaseSGinG
–hodococcusGerythropolisGSQXGusingGsaclGasGcounterTselectableGmarkerUGFEMSbMicrobiologybLettersSG
2001SGYW]SGXcaTYWY

2.9 107

334 ®argetedGdisruptionGofGtheGkstnGgeneGencodingGaGZTketosteroidGdeltaOXPTdehydrogenaseGisoenzymeG
ofG–hodococcusGerythropolisGstrainGSQXUGAppliedbandbEnvironmentalbMicrobiologySG2000SG__SGYWYcTZ_ 4.8 101

333 ®heGcyclizationGmechanismGofGcyclodextrinGglycosyltransferaseGOmq®asePGasGrevealedGbyGaG
gammaTcyclodextrinTmq®aseGcomplexGatGXUbTkGresolutionUGJournalbofbBiologicalbChemistrySG1999SGYa[SGZ[b_bTa_5.4 101

332 mytochromeGz[]WGXY]GOmYzXY]PGcatalysesGmY_ThydroxylationGtoGinitiateGsterolGsideTchainG
degradationGinG–hodococcusGjostiiG–rkXUGMolecularbMicrobiologySG2009SGa[SGXWZXT[Z 4.1 100

331
wolecularGcharacterizationGofGaGnovelGglucosyltransferaseGfromGvactobacillusGreuteriGstrainGXYXG
synthesizingGaGuniqueSGhighlyGbranchedGglucanGwithGalphaTOXTTh[PGandGalphaTOXTTh_PGglucosidicGbondsUG
AppliedbandbEnvironmentalbMicrobiologySG2002SG_bSG[YbZTcX

4.8 96

330
wolecularGandGfunctionalGcharacterizationGofGkshkGandGkshlSGencodingGtwoGcomponentsGofG
ZTketosteroidGcalphaThydroxylaseSGaGclassGskGmonooxygenaseSGinG–hodococcusGerythropolisGstrainG
SQXUGMolecularbMicrobiologySG2002SG[]SGXWWaTXb

4.1 95

329 liochemicalGandGmolecularGcharacterizationGofGaGlevansucraseGfromGvactobacillusGreuteriUG
MicrobiologybjUnitedbKingdomkSG2004SGX]WSG_YXT_ZW 2.9 90

328 kspergillusGnigerGgenomeTwideGanalysisGrevealsGaGlargeGnumberGofGnovelGalphaTglucanGactingG
enzymesGwithGunexpectedGexpressionGprofilesUGMolecularbGeneticsbandbGenomicsSG2008SGYacSG][]T_X 3.1 86

327 mharacteristicsGofGnwSzTlyaseGinGzhaeocystisGspUGOzrymnesiophyceaePUGMarinebEcologybobProgressb
SeriesSG1996SGXZXSGZWaTZXZ 2.6 86

326 kttachmentGofGStreptomycesGcoelicolorGisGmediatedGbyGamyloidalGfimbriaeGthatGareGanchoredGtoGtheG
cellGsurfaceGviaGcelluloseUGMolecularbMicrobiologySG2009SGaZSGXXYbT[W 4.1 85

325 nirectedGevolutionGofGenzymesdGvibraryGscreeningGstrategiesUGIUBMBbLifeSG2009SG_XSGYYYTb 4.7 84

324
ongineeringGofGcyclodextrinGproductGspecificityGandGprGoptimaGofGtheGthermostableGcyclodextrinG
glycosyltransferaseGfromG®hermoanaerobacteriumGthermosulfurigenesGowXUGJournalbofbBiologicalb
ChemistrySG1998SGYaZSG]aaXTc

5.4 84

323
®woGnovelGhomologousGproteinsGofGStreptomycesGcoelicolorGandGStreptomycesGlividansGareGinvolvedG
inGtheGformationGofGtheGrodletGlayerGandGmediateGattachmentGtoGaGhydrophobicGsurfaceUGMolecularb
MicrobiologySG2002SG[[SGX[bZTcY

4.1 83

322
ZTuetoT]alphaTsteroidGneltaOXPTdehydrogenaseGfromG–hodococcusGerythropolisGSQXGandGitsG
orthologueGinGwycobacteriumGtuberculosisGrZa–vGareGhighlyGspecificGenzymesGthatGfunctionGinG
cholesterolGcatabolismUGBiochemicalbJournalSG2008SG[XWSGZZcT[_

3.8 81

321
rydrophobicGaminoGacidGresiduesGinGtheGacceptorGbindingGsiteGareGmainGdeterminantsGforGreactionG
mechanismGandGspecificityGofGcyclodextrinTglycosyltransferaseUGJournalbofbBiologicalbChemistrySG2001
SGYa_SG[[]]aT_Y

5.4 81
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320 mloningSGexpressionSGandGsequenceGanalysisGofGtheGlacillusGmethanolicusGmXGmethanolG
dehydrogenaseGgeneUGJournalbofbBacteriologySG1992SGXa[SG]Z[_T]Z 3.5 81

319 snulinGandGlevanGsynthesisGbyGprobioticGvactobacillusGgasseriGstrainsdGcharacterizationGofGthreeGnovelG
fructansucraseGenzymesGandGtheirGfructanGproductsUGMicrobiologybjUnitedbKingdomkSG2010SGX]_SGXY_[TXYa[2.9 78

318
wolecularGandGfunctionalGcharacterizationGofGtheGkstnYGgeneGofG–hodococcusGerythropolisGSQXG
encodingGaGsecondGZTketosteroidGneltaOXPTdehydrogenaseGisoenzymeUGMicrobiologybjUnitedb
KingdomkSG2002SGX[bSGZYb]TZYcY

2.9 78

317 wethanolGmetabolismGinGthermotolerantGmethylotrophicGlacillusGstrainsGinvolvingGaGnovelGcatabolicG
xknTdependentGmethanolGdehydrogenaseGasGaGkeyGenzymeUGArchivesbofbMicrobiologySG1989SGX]YSGYbWTb 3 78

316 StructuralGanalysisGofGtheGalphaTnTglucanGOozSXbWPGproducedGbyGtheGvactobacillusGreuteriGstrainGXbWG
glucansucraseGq®pXbWGenzymeUGCarbohydratebResearchSG2008SGZ[ZSGXYZaT]W 2.9 77

315 –ationalGdesignGofGcyclodextrinGglycosyltransferaseGfromGlacillusGcirculansGstrainGY]XGtoGincreaseG
alphaTcyclodextrinGproductionUGJournalbofbMolecularbBiologySG2000SGYc_SGXWYaTZb 6.5 77

314 moatingGwithGgeneticGengineeredGhydrophobinGpromotesGgrowthGofGfibroblastsGonGaGhydrophobicG
solidUGBiomaterialsSG2002SGYZSG[b[aT][ 15.6 76

313
mrystalGstructureGatGYUZGkGresolutionGandGrevisedGnucleotideGsequenceGofGtheGthermostableG
cyclodextrinGglycosyltransferaseGfromG®hermonanaerobacteriumGthermosulfurigenesGowXUGJournalb
ofbMolecularbBiologySG1996SGY]_SG_XXTYY

6.5 76

312 kmylomaltaseGofGzyrobaculumGaerophilumGswYGproducesGthermoreversibleGstarchGgelsUGAppliedbandb
EnvironmentalbMicrobiologySG2005SGaXSG]WcbTXW_ 4.8 75

311
StructuresGofGmaltohexaoseGandGmaltoheptaoseGboundGatGtheGdonorGsitesGofGcyclodextrinG
glycosyltransferaseGgiveGinsightGintoGtheGmechanismsGofGtransglycosylationGactivityGandGcyclodextrinG
sizeGspecificityUGBiochemistrySG2000SGZcSGaaaYTbW

3.2 74

310 zurificationGofGaGnovelGfructosyltransferaseGfromGvactobacillusGreuteriGstrainGXYXGandG
characterizationGofGtheGlevanGproducedUGFEMSbMicrobiologybLettersSG2001SGYW]SGZYZTb 2.9 74

309 lacillusGmethanolicusGspUGnovUSGaGnewGspeciesGofGthermotolerantSGmethanolTutilizingSG
endosporeTformingGbacteriaUGInternationalbJournalbofbSystematicbBacteriologySG1992SG[YSG[ZcT[] 73

308
myclodextrinGformationGbyGtheGthermostableGalphaTamylaseGofG®hermoanaerobacteriumG
thermosulfurigenesGowXGandGreclassificationGofGtheGenzymeGasGaGcyclodextrinGglycosyltransferaseUG
AppliedbandbEnvironmentalbMicrobiologySG1995SG_XSGXY]aT_]

4.8 73

307 ®hermusGthermophilusGglycosideGhydrolaseGfamilyG]aGbranchingGenzymedGcrystalGstructureSG
mechanismGofGactionSGandGproductsGformedUGJournalbofbBiologicalbChemistrySG2011SGYb_SGZ]YWTZW 5.4 71

306 righlyGhydrolyticGreuteransucraseGfromGprobioticGvactobacillusGreuteriGstrainGk®mmG]]aZWUGAppliedb
andbEnvironmentalbMicrobiologySG2005SGaXSGZc[YT]W 4.8 71

305 –ationalGtransformationGofGvactobacillusGreuteriGXYXGreuteransucraseGintoGaGdextransucraseUG
BiochemistrySG2005SG[[SGcYW_TX_ 3.2 68

304 niffusionGofGoxygenGinGalginateGgelsGrelatedGtoGtheGkineticsGofGmethanolGoxidationGbyGimmobilizedG
ransenulaGpolymorphaGcellsUGEuropeanbJournalbofbAppliedbMicrobiologybandbBiotechnologySG1983SGXbSGXbcTXc_ 67

303
[S_T˛–TglucanotransferaseSGaGnovelGenzymeGthatGstructurallyGandGfunctionallyGprovidesGanG
evolutionaryGlinkGbetweenGglycosideGhydrolaseGenzymeGfamiliesGXZGandGaWUGAppliedbandb
EnvironmentalbMicrobiologySG2011SGaaSGbX][T_Z

4.8 66
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302 zromotionGofGfibroblastGactivityGbyGcoatingGwithGhydrophobinsGinGtheGbetaTsheetGendGstateUG
BiomaterialsSG2004SGY]SGYaZXTc 15.6 66

301 sdentificationGandGorganizationGofGcarbonGdioxideGfixationGgenesGinGüanthobacterGflavusGr[TX[UG
MolecularbGeneticsbandbGenomicsSG1991SGYY]SGZYWTZW 65

300 wultiplicityGofGZTuetosteroidTc˛–TrydroxylaseGenzymesGinG–hodococcusGrhodochrousGnSw[ZY_cGforG
specificGdegradationGofGdifferentGclassesGofGsteroidsUGJournalbofbBacteriologySG2011SGXcZSGZcZXT[W 3.5 64

299
–hodococcusGrhodochrousGnSwG[ZY_cGZTketosteroidGcalphaThydroxylaseSGaGtwoTcomponentG
ironTsulfurTcontainingGmonooxygenaseGwithGsubtleGsteroidGsubstrateGspecificityUGAppliedbandb
EnvironmentalbMicrobiologySG2009SGa]SG]ZWWTa

4.8 64

298 ®heGuniqueGbranchingGpatternsGofGneinococcusGglycogenGbranchingGenzymesGareGdeterminedGbyG
theirGxTterminalGdomainsUGAppliedbandbEnvironmentalbMicrobiologySG2009SGa]SGXZ]]T_Y 4.8 64

297 zurificationGofGaGnovelGfructosyltransferaseGfromGvactobacillusGreuteriGstrainGXYXGandG
characterizationGofGtheGlevanGproducedUGFEMSbMicrobiologybLettersSG2001SGYW]SGZYZTZYb 2.9 64

296 wetabolomicGcharacterizationGofGtheGsaltGstressGresponseGinGStreptomycesGcoelicolorUGAppliedbandb
EnvironmentalbMicrobiologySG2010SGa_SGY]a[TbX 4.8 62

295 ®heGprobioticGvactobacillusGjohnsoniiGxmmG]ZZGproducesGhighTmolecularTmassGinulinGfromGsucroseGbyG
usingGanGinulosucraseGenzymeUGAppliedbandbEnvironmentalbMicrobiologySG2008SGa[SGZ[Y_TZZ 4.8 62

294 momparativeGstructuralGcharacterizationGofGaGcommercialGgalactoToligosaccharideGOqySPGproductsUG
CarbohydratebResearchSG2016SG[Y]SG[bT]b 2.9 60

293 StructuralGinvestigationGofGwaterTsolubleGpolysaccharidesGextractedGfromGtheGfruitGbodiesGofG
moprinusGcomatusUGCarbohydratebPolymersSG2013SGcXSGZX[TYX 10.3 60

292 ®heGsteroidGcatabolicGpathwayGofGtheGintracellularGpathogenG–hodococcusGequiGisGimportantGforG
pathogenesisGandGaGtargetGforGvaccineGdevelopmentUGPLoSbPathogensSG2011SGaSGeXWWYXbX 7.6 59

291 ®hreeTwayGstabilizationGofGtheGcovalentGintermediateGinGamylomaltaseSGanGalphaTamylaseTlikeG
transglycosylaseUGJournalbofbBiologicalbChemistrySG2007SGYbYSGXaY[YTc 5.4 59

290 oxploringGandGexploitingGstarchTmodifyingGamylomaltasesGfromGthermophilesUGBiochemicalbSocietyb
TransactionsSG2004SGZYSGYacTbY 5.1 59

289 kmycolatopsisGmethanolicaGspUGnovUSGaGfacultativelyGmethylotrophicGactinomyceteUGInternationalb
JournalbofbSystematicbBacteriologySG1990SG[WSGXc[TYW[ 58

288 ssolationGandGinitialGcharacterizationGofGthermotolerantGmethylotrophiclacillusstrainsUGFEMSb
MicrobiologybLettersSG1988SG]YSGYWcTYX[ 2.9 58

287 StructuralGanalysisGofGtheGalphaTnTglucanGOozSZ]T]PGproducedGbyGtheGvactobacillusGreuteriGstrainGZ]T]G
glucansucraseGq®pkGenzymeUGCarbohydratebResearchSG2008SGZ[ZSGXY]XT_] 2.9 57

286 natabaseGminingGandGtranscriptionalGanalysisGofGgenesGencodingGinulinTmodifyingGenzymesGofG
kspergillusGnigerUGMicrobiologybjUnitedbKingdomkSG2006SGX]YSGZW_XTZWaZ 2.9 57

285
SynthesisGofGlranchedGzolyglucansGbyGtheG®andemGkctionGofGzotatoGzhosphorylaseGandG
neinococcusGgeothermalisGqlycogenGlranchingGonzymeUGMacromolecularbRapidbCommunicationsSG
2008SGYcSGXYcZTXYca

4.8 55
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284 padnXcGofG–hodococcusGrhodochrousGnSw[ZY_cSGaGsteroidTcoenzymeGkGligaseGessentialGforG
degradationGofGmTY[GbranchedGsterolGsideGchainsUGAppliedbandbEnvironmentalbMicrobiologySG2011SGaaSG[[]]T_[4.8 54

283 ®heGevolutionGofGcyclodextrinGglucanotransferaseGproductGspecificityUGAppliedbMicrobiologybandb
BiotechnologySG2009SGb[SGXXcTZZ 5.7 54

282 ongineeringGtheGglucansucraseGq®p–GenzymeGreactionGandGglycosidicGbondGspecificitydGtowardG
tailorTmadeGpolymerGandGoligosaccharideGproductsUGBiochemistrySG2008SG[aSG__abTb[ 3.2 54

281 monversionGofGcyclodextrinGglycosyltransferaseGintoGaGstarchGhydrolaseGbyGdirectedGevolutiondGtheG
roleGofGalanineGYZWGinGacceptorGsubsiteGRXUGBiochemistrySG2003SG[YSGa]XbTY_ 3.2 54

280 ssomaltoVmaltoTpolysaccharideSGaGnovelGsolubleGdietaryGfiberGmadeGviaGenzymaticGconversionGofG
starchUGJournalbofbAgriculturalbandbFoodbChemistrySG2014SG_YSGXYWZ[T[[ 5.7 53

279 mrystalGstructureGofGinulosucraseGfromGvactobacillusdGinsightsGintoGtheGsubstrateGspecificityGandG
productGspecificityGofGqr_bGfructansucrasesUGJournalbofbMolecularbBiologySG2011SG[XYSGbWTcZ 6.5 53

278 uineticGpropertiesGofGanGinulosucraseGfromGvactobacillusGreuteriGXYXUGFEBSbLettersSG2003SG]Z[SGYWaTXW 3.8 53

277 –egulationGofGautotrophicGandGheterotrophicGmetabolismGinGzseudomonasGoxalaticusGyüXdGqrowthG
onGmixturesGofGacetateGandGformateGinGcontinuousGcultureUGArchivesbofbMicrobiologySG1979SGXYZSG[aT]Z 3 52

276 StructuralGcharacterizationGofGlinearGisomaltoTVmaltoToligomerGproductsGsynthesizedGbyGtheGnovelG
q®plG[S_T˛–TglucanotransferaseGenzymeGfromGvactobacillusGreuteriGXYXUGGlycobiologySG2012SGYYSG]XaTYb 5.8 51

275
®heGroleGofGarginineG[aGinGtheGcyclizationGandGcouplingGreactionsGofGcyclodextrinGglycosyltransferaseG
fromGlacillusGcirculansGstrainGY]XGimplicationsGforGproductGinhibitionGandGproductGspecificityUGFEBSb
JournalSG2000SGY_aSGZ[ZYT[X

51

274 –eactionGkineticsGandGgalactooligosaccharideGproductGprofilesGofGtheG˛†TgalactosidasesGfromGlacillusG
circulansSGuluyveromycesGlactisGandGkspergillusGoryzaeUGFoodbChemistrySG2017SGYY]SGYZWTYZb 8.5 50

273 nwSzTlyaseGactivityGinGaGspringGphytoplanktonGbloomGoffGtheGnutchGcoastSGrelatedGtoGzhaeocystisGspUG
abundanceUGMarinebEcologybobProgressbSeriesSG1995SGXYZSGYZ]TY[Z 2.6 50

272 StarchGandGalphaTglucanGactingGenzymesSGmodulatingGtheirGpropertiesGbyGdirectedGevolutionUGJournalb
ofbBiotechnologySG2009SGX[WSGXb[TcZ 3.7 49

271 ®heGvys–TtypeGtranscriptionalGregulatorGmbb–GcontrollingGautotrophicGmyYGfixationGbyGüanthobacterG
flavusGisGanGxknzrGsensorUGJournalbofbBacteriologySG1998SGXbWSGX[XXTa 3.5 49

270 mbb–SGaGvys–TtypeGtranscriptionalGactivatorSGisGrequiredGforGexpressionGofGtheGautotrophicGmyYG
fixationGenzymesGofGüanthobacterGflavusUGJournalbofbBacteriologySG1993SGXa]SG_WcaTXW[ 3.5 48

269
StructureTfunctionGrelationshipsGofGfamilyGqraWGglucansucraseGandG[S_T˛–TglucanotransferaseG
enzymesSGandGtheirGevolutionaryGrelationshipsGwithGfamilyGqrXZGenzymesUGCellularbandbMolecularb
LifebSciencesSG2016SGaZSGY_bXTaW_

10.3 48

268 liotechnologicalGpotentialGofGnovelGglycosideGhydrolaseGfamilyGaWGenzymesGsynthesizingG˛–TglucansG
fromGstarchGandGsucroseUGBiotechnologybAdvancesSG2018SGZ_SGXc_TYWa 17.8 48

267
–awGstarchTdegradingG˛–TamylaseGfromGlacillusGaquimarisGwuSmG_UYdGisolationGandGexpressionGofGtheG
geneSGbioinformaticsGandGbiochemicalGcharacterizationGofGtheGrecombinantGenzymeUGJournalbofb
AppliedbMicrobiologySG2013SGXX[SGXWbTYW

4.7 47

(2013-2011)
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266 StructureGofGtheG˛–TXS_V˛–TXS[TspecificGglucansucraseGq®pkGfromGvactobacillusGreuteriGXYXUGActab
CrystallographicabSectionbF:bStructuralbBiologybCommunicationsSG2012SG_bSGX[[bT][ 47

265 zropertiesGofGanGxknOrPTcontainingGmethanolGdehydrogenaseGandGitsGactivatorGproteinGfromG
lacillusGmethanolicusUGFEBSbJournalSG1997SGY[[SG[Y_TZZ 47

264 monversionGofGaGcyclodextrinGglucanotransferaseGintoGanGalphaTamylasedGassessmentGofGdirectedG
evolutionGstrategiesUGBiochemistrySG2007SG[_SGXXYX_TYY 3.2 47

263
olectronGmicroscopicGanalysisGandGstructuralGcharacterizationGofGnovelGxknzOrPTcontainingG
methanoldGxSxNTdimethylT[TnitrosoanilineGoxidoreductasesGfromGtheGgramTpositiveGmethylotrophicG
bacteriaGkmycolatopsisGmethanolicaGandGwycobacteriumGgastriGwlXcUGJournalbofbBacteriologySG1993SG
Xa]SGXbX[TYY

3.5 47

262 qlycosidicGbondGspecificityGofGglucansucrasesdGonGtheGroleGofGacceptorGsubstrateGbindingGresiduesUG
BiocatalysisbandbBiotransformationSG2012SGZWSGZ__TZa_ 2.5 46

261 kGnovelGmethodGtoGgenerateGunmarkedGgeneGdeletionsGinGtheGintracellularGpathogenG–hodococcusG
equiGusingG]TfluorocytosineGconditionalGlethalityUGNucleicbAcidsbResearchSG2008SGZ_SGeX]X 20.1 46

260 kctinomyceteGintegrativeGandGconjugativeGelementsUGAntoniebVanbLeeuwenhoekSG2008SGc[SGXYaT[Z 2.1 46

259
kGlacillusGmegateriumGplasmidGsystemGforGtheGproductionSGexportSGandGoneTstepGpurificationGofG
affinityTtaggedGheterologousGlevansucraseGfromGgrowthGmediumUGAppliedbandbEnvironmentalb
MicrobiologySG2006SGaYSGX_aaTc

4.8 46

258 StructuralGcharacterizationGofGbioengineeredGalphaTnTglucansGproducedGbyGmutantGglucansucraseG
q®pXbWGenzymesGofGvactobacillusGreuteriGstrainGXbWUGBiomacromoleculesSG2009SGXWSG]bWTb 6.9 45

257 [S_T˛–TqlucanotransferaseGactivityGoccursGmoreGwidespreadGinGvactobacillusGstrainsGandGconstitutesGaG
separateGqraWGsubfamilyUGAppliedbMicrobiologybandbBiotechnologySG2013SGcaSGXbXTcZ 5.7 44

256 oliminationGofGcompetingGhydrolysisGandGcouplingGsideGreactionsGofGaGcyclodextrinG
glucanotransferaseGbyGdirectedGevolutionUGBiochemicalbJournalSG2008SG[XZSG]XaTY] 3.8 44

255 wethanolSGaGpotentialGfeedstockGforGbiotechnologicalGprocessesUGTrendsbinbBiotechnologySG1985SGZSGY_YTY_a15.1 44

254 OXPrGxw–GanalysisGofGtheGlactoseV˛†TgalactosidaseTderivedGgalactoToligosaccharideGcomponentsGofG
Îivinal´fiGqySGupGtoGnz]UGCarbohydratebResearchSG2014SG[WWSG]cTaZ 2.9 43

253 ScreeningGofGlacticGacidGbacteriaGfromGsndonesiaGrevealsGglucansucraseGandGfructansucraseGgenesGinG
twoGdifferentGéeissellaGconfusaGstrainsGfromGsoyaUGFEMSbMicrobiologybLettersSG2009SGZWWSGXZXTb 2.9 43

252 wolecularGandGbiochemicalGcharacterizationGofGaGnovelGintracellularGinvertaseGfromGkspergillusGnigerG
withGtransfructosylatingGactivityUGEukaryoticbCellSG2007SG_SG_a[TbX 43

251 qasGvesiclesGinGactinomycetesdGoldGbuoysGinGnovelGhabitatsiUGTrendsbinbMicrobiologySG2005SGXZSGZ]WT[ 12.4 43

250 wutationsGconvertingGcyclodextrinGglycosyltransferaseGfromGaGtransglycosylaseGintoGaGstarchG
hydrolaseUGFEBSbLettersSG2002SG]X[SGXbcTcY 3.8 43

249 mharacterizationGofGaGnewGlacillusGstearothermophilusGisolatedGaGhighlyGthermostableG
˛–TamylaseTproducingGstrainUGAppliedbMicrobiologybandbBiotechnologySG1994SG[XSGX]]TX_Y 5.7 43

Lubbert Dijkhuizen
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248 zhylogeneticGandGbiochemicalGcharacterizationGofGaGnovelGclusterGofGintracellularGfungalG
alphaTamylaseGenzymesUGMicrobiologybjUnitedbKingdomkSG2007SGX]ZSG[WWZT[WX] 2.9 42

247 knalysisGofGnxkGbindingGandGtranscriptionalGactivationGbyGtheGvys–TtypeGtranscriptionalGregulatorG
mbb–GofGüanthobacterGflavusUGJournalbofbBacteriologySG2003SGXb]SGXY[]T]Y 3.5 42

246 murrentGviewsGonGtheGregulationGofGautotrophicGcarbonGdioxideGfixationGviaGtheGmalvinGcycleGinG
bacteriaUGAntoniebVanbLeeuwenhoekSG1984SG]WSG[aZTba 2.1 42

245 nifferentGphysiologicalGrolesGofGk®zTGandGzzOiPTdependentGphosphofructokinaseGisoenzymesGinGtheG
methylotrophicGactinomyceteGkmycolatopsisGmethanolicaUGJournalbofbBacteriologySG2001SGXbZSGaYZXT[W 3.5 41

244 zurificationGandGcharacterizationGofGaGdualGfunctionGZTdehydroquinateGdehydrataseGfromG
kmycolatopsisGmethanolicaUGJournalbofbGeneralbMicrobiologySG1992SGXZbSGY[[cT]a 41

243 olectronGmicroscopicGanalysisGandGbiochemicalGcharacterizationGofGaGnovelGmethanolGdehydrogenaseG
fromGtheGthermotolerantGlacillusGspUGmXUGJournalbofbBiologicalbChemistrySG1991SGY__SGZc[cTZc][ 5.4 41

242 ZTuetosteroidGc˛–ThydroxylaseGenzymesdG–ieskeGnonThemeGmonooxygenasesGessentialGforGbacterialG
steroidGdegradationUGAntoniebVanbLeeuwenhoekSG2014SGXW_SGX]aTaY 2.1 40

241 SiteTdirectedGmutagenesisGstudyGofGtheGthreeGcatalyticGresiduesGofGtheGfructosyltransferasesGofG
vactobacillusGreuteriGXYXUGFEBSbLettersSG2004SG]_WSGXZXTZ 3.8 40

240 sdentificationGofGacceptorGsubstrateGbindingGsubsitesGRYGandGRZGinGtheGamylomaltaseGfromG®hermusG
thermophilusGrlbUGBiochemistrySG2007SG[_SG]Y_XTc 3.2 39

239
®heGremoteGsubstrateGbindingGsubsiteGT_GinGcyclodextrinTglycosyltransferaseGcontrolsGtheG
transferaseGactivityGofGtheGenzymeGviaGanGinducedTfitGmechanismUGJournalbofbBiologicalbChemistrySG
2002SGYaaSGXXXZTc

5.4 39

238 onergyGproductionGandGgrowthGofGzseudomonasGoxalaticusGyüXGonGoxalateGandGformateUGArchivesbofb
MicrobiologySG1977SGXX]SGYYcTZ_ 3 39

237 nifferentialGwetabolismGofGoxopolysaccharidesGfromGzrobioticGvactobacilliGbyGtheGrumanGqutG
SymbiontGlacteroidesGthetaiotaomicronUGAppliedbandbEnvironmentalbMicrobiologySG2015SGbXSGZcaZTbZ 4.8 38

236 qenomeTbasedGexplorationGofGtheGspecializedGmetabolicGcapacitiesGofGtheGgenusG–hodococcusUGBMCb
GenomicsSG2017SGXbSG]cZ 4.5 38

235
mharacterizationGofGaGsecondG–hodococcusGerythropolisGSQXGZTketosteroidGcalphaThydroxylaseG
activityGcomprisingGaGterminalGoxygenaseGhomologueSGushkYSGactiveGwithGoxygenaseTreductaseG
componentGushlUGAppliedbandbEnvironmentalbMicrobiologySG2008SGa[SGaXcaTYWZ

4.8 38

234 onzymesGofGglucoseGandGmethanolGmetabolismGinGtheGactinomyceteGkmycolatopsisGmethanolicaUG
JournalbofbBacteriologySG1994SGXa_SG_bYaTZ] 3.5 37

233 wetabolicGregulationGinGzseudomonasGoxalaticusGyüXUGkutotrophicGandGheterotrophicGgrowthGonG
mixedGsubstratesUGArchivesbofbMicrobiologySG1978SGXX_SGaaTbZ 3 37

232 olectronGmicroscopicGanalysisGandGbiochemicalGcharacterizationGofGaGnovelGmethanolGdehydrogenaseG
fromGtheGthermotolerantGlacillusGspUGmXUGJournalbofbBiologicalbChemistrySG1991SGY__SGZc[cT][ 5.4 37

231
liochemicalGmharacterizationGofGtheGvactobacillusGreuteriGqlycosideGrydrolaseGpamilyGaWGq®plG®ypeG
ofG[S_T˛–TqlucanotransferaseGonzymesG®hatGSynthesizeGSolubleGnietaryGStarchGpibersUGAppliedbandb
EnvironmentalbMicrobiologySG2015SGbXSGaYYZTZY

4.8 36

(2015-2007)
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230 vandGuseGintensityGcontrolsGactinobacterialGcommunityGstructureUGMicrobialbEcologySG2011SG_XSGYb_TZWY 4.4 36

229 matalyticGmechanismGandGproductGspecificityGofGcyclodextrinGglycosyltransferaseSGaGprototypicalG
transglycosylaseGfromGtheG˛–TamylaseGfamilyUGEnzymebandbMicrobialbTechnologySG2002SGZWSGYc]TZW[ 3.8 36

228 nifferentiationGandGanaerobiosisGinGstandingGliquidGculturesGofGStreptomycesGcoelicolorUGJournalbofb
BacteriologySG2003SGXb]SGX[]]Tb 3.5 36

227 mharacterizationGandGphylogenyGofGtheGpfpGgeneGofGkmycolatopsisGmethanolicaGencodingG
zziTdependentGphosphofructokinaseUGJournalbofbBacteriologySG1996SGXabSGX[cT]] 3.5 36

226 kGplasmidGfromGtheGmethylotrophicGactinomyceteGkmycolatopsisGmethanolicaGcapableGofG
siteTspecificGintegrationUGJournalbofbBacteriologySG1994SGXa_SGaWbaTcW 3.5 36

225 SteviaGqlycosidesdGmhemicalGandGonzymaticGwodificationsGofG®heirGmarbohydrateGwoietiesGtoG
smproveGtheGSweetT®astingGQualityUGAdvancesbinbCarbohydratebChemistrybandbBiochemistrySG2016SGaZSGXTaY3.7 35

224 SingleGaminoGacidGresidueGchangesGinGsubsiteGTXGofGinulosucraseGfromGvactobacillusGreuteriGXYXG
stronglyGinfluenceGtheGsizeGofGproductsGsynthesizedUGFEBSbJournalSG2006SGYaZSG[XW[TXZ 5.7 35

223 smprovedGthermostabilityGofGbacillusGcirculansGcyclodextrinGglycosyltransferaseGbyGtheGintroductionG
ofGaGsaltGbridgeUGProteins:bStructurenbFunctionbandbBioinformaticsSG2004SG][SGXYbTZ[ 4.2 35

222 UniformGdesignationGforGgenesGofGtheGmalvinTlensonTlasshamGreductiveGpentoseGphosphateG
pathwayGofGbacteriaUGFEMSbMicrobiologybLettersSG1992SGabSGXWaTXW 2.9 34

221 zurificationGandGcharacterizationGofGanGactivatorGproteinGforGmethanolGdehydrogenaseGfromG
thermotolerantGlacillusGsppUGJournalbofbBiologicalbChemistrySG1991SGY__SGZc]]TZc_W 5.4 34

220
ongineeringGofGfactorsGdeterminingGalphaTamylaseGandGcyclodextrinGglycosyltransferaseGspecificityG
inGtheGcyclodextrinGglycosyltransferaseGfromG®hermoanaerobacteriumGthermosulfurigenesGowXUG
FEBSbJournalSG1998SGY]ZSG]cbT_W]

33

219 zropertiesGofGtheGqlucanGlranchingGonzymeGofGtheGryperthermophilicGlacteriumGkquifexGaeolicusUG
BiocatalysisbandbBiotransformationSG2003SGYXSGXccTYWa 2.5 33

218 mrystalGStructureGofG[S_T˛–TqlucanotransferaseGSupportsGnietTnrivenGovolutionGofGqraWGonzymesG
fromG˛–TkmylasesGinGyralGlacteriaUGStructureSG2017SGY]SGYZXTY[Y 5.2 32

217 –apidGmilkGgroupGclassificationGbyGXrGxw–GanalysisGofGveGandGrGepitopesGinGhumanGmilkG
oligosaccharideGdonorGsamplesUGGlycobiologySG2014SGY[SGaYbTZc 5.8 32

216 oxportSGpurificationSGandGactivitiesGofGaffinityGtaggedGvactobacillusGreuteriGlevansucraseGproducedGbyG
lacillusGmegateriumUGAppliedbMicrobiologybandbBiotechnologySG2007SGa[SGXW_YTaZ 5.7 32

215 –apidGidentificationGofGtargetGgenesGforGZTmethylTXTbutanolGproductionGinGSaccharomycesG
cerevisiaeUGAppliedbMicrobiologybandbBiotechnologySG2006SGaWSGYZaT[_ 5.7 32

214 wutationalGanalysisGofGtheGroleGofGcalciumGionsGinGtheGvactobacillusGreuteriGstrainGXYXG
fructosyltransferaseGOlevansucraseGandGinulosucrasePGenzymesUGFEBSbLettersSG2005SG]acSGXXY[Tb 3.8 32

213 mharacterizationGofGüanthobacterGstrainsGr[TX[GandGY]aGandGenzymeGprofilesGafterGgrowthGunderG
autotrophicGandGheterotrophicGconditionsUGArchivesbofbMicrobiologySG1990SGX]ZSGZ_WTa 3 32

Lubbert Dijkhuizen
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212 qlucoToligomersGinitiallyGformedGbyGtheGreuteransucraseGenzymeGofGvactobacillusGreuteriGXYXG
incubatedGwithGsucroseGandGmaltoToligosaccharidesUGGlycobiologySG2013SGYZSGXWb[Tc_ 5.8 31

211 liochemicalGandGcrystallographicGcharacterizationGofGaGglucansucraseGfromGvactobacillusGreuteriG
XbWUGBiocatalysisbandbBiotransformationSG2008SGY_SGXYTXa 2.5 31

210
onzymaticGcircularizationGofGaGmaltoToctaoseGlinearGchainGstudiedGbyGstochasticGreactionGpathG
calculationsGonGcyclodextrinGglycosyltransferaseUGProteins:bStructurenbFunctionbandbBioinformaticsSG
2001SG[ZSGZYaTZ]

4.2 31

209 zurificationGandGcharacterizationGofGanGactivatorGproteinGforGmethanolGdehydrogenaseGfromG
thermotolerantGlacillusGsppUGJournalbofbBiologicalbChemistrySG1991SGY__SGZc]]T_W 5.4 31

208 mrossTpeedingGamongGzrobioticGlacterialGStrainsGonGzrebioticGsnulinGsnvolvesGtheGoxtracellularG
TsnulinaseGofGvactobacillusGparacaseiGStrainGéYWUGAppliedbandbEnvironmentalbMicrobiologySG2018SGb[SG 4.8 31

207
StructuralGanalysisGofGbioengineeredGalphaTnTglucanGproducedGbyGaGtripleGmutantGofGtheG
qlucansucraseGq®pXbWGenzymeGfromGvactobacillusGreuteriGstrainGXbWdGgenerationGofGOalphaXTTh[PG
linkagesGinGaGnativeGOXTThZPOXTTh_PTalphaTnTglucanUGBiomacromoleculesSG2008SGcSGYY]XTb

6.9 30

206 officientGScreeningGwethodsGforGqlucosyltransferaseGqenesGinGvactobacillusGStrainsUGBiocatalysisbandb
BiotransformationSG2003SGYXSGXbXTXba 2.5 30

205 –egulationGofGgluconateGandGketogluconateGproductionGinGqluconobacterGoxydansGk®mmG_YXTrUG
ArchivesbofbMicrobiologySG1988SGX[cSG]Z[T]Zc 3 30

204 zhenylalanineGandGtyrosineGmetabolismGinGtheGfacultativeGmethylotrophGxocardiaGspUGYZcUGArchivesb
ofbMicrobiologySG1988SGX[cSG[]cT[_] 3 30

203 zurificationGandGmharacterizationGofGanGlTkminopeptidaseGfromGzseudomonasGputidaGk®mmGXY_ZZUG
AppliedbandbEnvironmentalbMicrobiologySG1993SG]cSG[ZZWT[ 4.8 30

202 pormaldehydeGdismutaseGactivitiesGinGqramTpositiveGbacteriaGoxidizingGmethanolUGJournalbofbGeneralb
MicrobiologySG1993SGXZcSGXcacTXcb] 30

201 ®heGoxiguobacteriumGsibiricumGY]]TX]GqtfmGonzymeG–epresentsGaGxovelGqlycosideGrydrolaseGaWG
SubfamilyGofG[S_T˛–TqlucanotransferaseGonzymesUGAppliedbandbEnvironmentalbMicrobiologySG2016SGbYSGa]_T__4.8 29

200 ®hermoanaerobacteriumGthermosulfurigenesGcyclodextrinGglycosyltransferaseUGFEBSbJournalSG2003SG
YaWSGX]]T_Y 29

199 sdentificationGofGaGmagnesiumTdependentGxknOzPOrPTbindingGdomainGinGtheGnicotinoproteinG
methanolGdehydrogenaseGfromGlacillusGmethanolicusUGJournalbofbBiologicalbChemistrySG2002SGYaaSG[_c__TaZ5.4 29

198 zrimaryGstructureGandGphylogenyGofGtheGmalvinGcycleGenzymesGtransketolaseGandG
fructosebisphosphateGaldolaseGofGüanthobacterGflavusUGJournalbofbBacteriologySG1996SGXabSGbbbTcZ 3.5 29

197 ZTrexuloseT_TphosphateGsynthaseGfromGthermotolerantGmethylotrophGlacillusGmXUGMethodsbinb
EnzymologySG1990SGXbbSGZcXTa 1.7 29

196 xucleotideGsequencesGofGtheGgenesGencodingGfructosebisphosphataseGandGphosphoribulokinaseG
fromGüanthobacterGflavusGr[TX[UGJournalbofbGeneralbMicrobiologySG1990SGXZ_SGYYY]TZW 29

195 –egulationGofGmethanolGmetabolismGinGtheGyeastGransenulaGpolymorphaUGArchivesbofbMicrobiologySG
1987SGX[aSGZa]TZbY 3 29

(1987-2013)
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194 [SZT˛–TqlucanotransferaseSGaGnovelGreactionGspecificityGinGglycosideGhydrolaseGfamilyGaWGandGclanG
qrTrUGScientificbReportsSG2017SGaSGZca_X 4.9 28

193
®heGqramTnegativeGbacteriumGkzotobacterGchroococcumGxmswlGbWWZGemploysGaGnewGglycosideG
hydrolaseGfamilyGaWG[S_T˛–TglucanotransferaseGenzymeGOqtfnPGtoGsynthesizeGaGreuteranGlikeGpolymerG
fromGmaltodextrinsGandGstarchUGBiochimicabEtbBiophysicabActabobGeneralbSubjectsSG2016SGXb_WSGXYY[TZ_

4 28

192 onzymaticGdegradationGofGgranularGpotatoGstarchGbyGwicrobacteriumGaurumGstrainGlbUkUGAppliedb
MicrobiologybandbBiotechnologySG2012SGcZSG_[]T][ 5.7 28

191
–esidueGveuc[WGhasGaGcrucialGroleGinGtheGlinkageGandGreactionGspecificityGofGtheGglucansucraseG
q®pXbWGofGtheGprobioticGbacteriumGvactobacillusGreuteriGXbWUGJournalbofbBiologicalbChemistrySG2014SG
YbcSGZYaaZTbY

5.4 28

190
UseGofGéisteriaGfloribundaGagglutininGaffinityGchromatographyGinGtheGstructuralGanalysisGofGtheG
bovineGlactoferrinGxTlinkedGglycosylationUGBiochimicabEtbBiophysicabActabobGeneralbSubjectsSG2012SG
XbYWSGX[[[T]]

4 28

189 xepkGisGaGstructuralGcellGwallGproteinGinvolvedGinGmaintenanceGofGsporeGdormancyGinGStreptomycesG
coelicolorUGMolecularbMicrobiologySG2009SGaXSGX]cXT_WZ 4.1 28

188 ®woGnovelSGputativelyGcellGwallTassociatedGandGglycosylphosphatidylinositolTanchoredG
alphaTglucanotransferaseGenzymesGofGkspergillusGnigerUGEukaryoticbCellSG2007SG_SGXXabTbb 28

187 zurificationGandGmharacterizationGofGanGlTkminoGkmidaseGfromGwycobacteriumGneoaurumGk®mmG
Y]ac]UGAppliedbandbEnvironmentalbMicrobiologySG1994SG_WSGX]ZTc 4.8 28

186
sdentificationGofGk®zTdependentGphosphofructokinaseGasGaGregulatoryGstepGinGtheGglycolyticG
pathwayGofGtheGactinomyceteGStreptomycesGcoelicolorGkZOYPUGAppliedbandbEnvironmentalb
MicrobiologySG1997SG_ZSGc]_T_X

4.8 28

185 ®heGzhysiologyGandGliochemistryGofGkerobicGwethanolTUtilizingGqramTxegativeGandGqramTzositiveG
lacteriaG1992SGX[cTXbX 28

184 zrebioticGgalactooligosaccharidesGactivateGmucinGandGpecticGgalactanGutilizationGpathwaysGinGtheG
humanGgutGsymbiontGlacteroidesGthetaiotaomicronUGScientificbReportsSG2017SGaSG[W[ab 4.9 27

183 –oleGofGasparagineGXXZ[GinGglucosidicGbondGandGtransglycosylationGspecificityGofGreuteransucraseG
fromGvactobacillusGreuteriGXYXUGFEBSbJournalSG2006SGYaZSGZaZ]T[Y 5.7 27

182 righlyGefficientGchemoenzymaticGsynthesisGofGnovelGbranchedGthiooligosaccharidesGbyGsubstrateG
directionGwithGglucansucrasesUGChemBioChemSG2007SGbSGYaZT_ 3.8 26

181 SynthesisGofGwaltoTyligosaccharidesGÎiaGtheGkcceptorG–eactionGmatalyzedGbyGmyclodextrinG
qlycosyltransferasesUGBiocatalysisbandbBiotransformationSG2001SGXcSGYXTZ] 2.5 26

180
®runcationGofGdomainGÎGofGtheGmultidomainGglucansucraseGq®pXbWGofGvactobacillusGreuteriGXbWG
heavilyGimpairsGitsGpolysaccharideTsynthesizingGabilityUGAppliedbMicrobiologybandbBiotechnologySG2015
SGccSG]bb]Tc[

5.7 25

179
negradationGofGqranularGStarchGbyGtheGlacteriumGwicrobacteriumGaurumGStrainGlbUkGsnvolvesGaG
wodularG˛–TkmylaseGonzymeGSystemGwithGpxsssGandGmlwY]GnomainsUGAppliedbandbEnvironmentalb
MicrobiologySG2015SGbXSG__XWTYW

4.8 25

178 UptakeGofGmethylamineGviaGanGinducibleSGenergyTdependentGtransportGsystemGinGtheGfacultativeG
methylotrophGkrthrobacterGzXUGArchivesbofbMicrobiologySG1982SGXZZSGY_XTY__ 3 25

177
mharacterizationGofGtheGpunctionalG–olesGofGkminoGkcidG–esiduesGinGkcceptorTbindingGSubsiteGRXGinG
theGkctiveGSiteGofGtheGqlucansucraseGq®pXbWGfromGvactobacillusGreuteriGXbWUGJournalbofbBiologicalb
ChemistrySG2015SGYcWSGZWXZXT[X

5.4 24

Lubbert Dijkhuizen
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176 mharacterizationGofGtheGglucansucraseGq®pXbWGéXW_]GmutantGenzymesGproducingGpolysaccharidesG
andGoligosaccharidesGwithGalteredGlinkageGcompositionUGFoodbChemistrySG2017SGYXaSGbXTcW 8.5 24

175 wetabolicGregulationGinGzseudomonasGoxalaticusGyüXUGniauxicGgrowthGonGmixturesGofGoxalateGandG
formateGorGacetateUGArchivesbofbMicrobiologySG1980SGXY[TXY[SGY_XTY_b 3 24

174 ongineeringGofGtheGlacillusGcirculansG˛†TqalactosidaseGzroductGSpecificityUGBiochemistrySG2017SG]_SGaW[TaXX 3.2 23

173 nevelopmentGofGaGOXPrGxw–GstructuralTreporterTgroupGconceptGforGtheGanalysisGofGprebioticG
galactoToligosaccharidesGofGtheGΔ˛†TdTqalpTOXThxPβnTdTqlcpGtypeUGCarbohydratebResearchSG2014SG[WWSG][T]b 2.9 23

172 wutationalGanalysisGofGexopolysaccharideGbiosynthesisGbyGvactobacillusGsakeiGWTXUGFEMSbMicrobiologyb
LettersSG1998SGX_cSGY[XTc 2.9 23

171
SingleGaminoGacidGmutationsGinterchangeGtheGreactionGspecificitiesGofGcyclodextrinG
glycosyltransferaseGandGtheGacarboseTmodifyingGenzymeGacarviosylGtransferaseUGBiochemistrySG2004SG
[ZSGXZYW[TXZ

3.2 23

170
qrowthGofGtheGsaltTtolerantGyeastG∆ygosaccharomycesGrouxiiGinGmicrotiterGplatesdGeffectsGofGxamlSGprG
andGtemperatureGonGgrowthGandGfuselGalcoholGproductionGfromGbranchedTchainGaminoGacidsUGFEMSb
YeastbResearchSG2003SGZSGZXZTZXb

3.1 23

169 ®ransformationGofGtheGmethylotrophicGactinomyceteGkmycolatopisGmethanolicaGwithGplasmidGnxkdG
stimulatoryGeffectGofGaGpwokZWWTencodedGgeneUGPlasmidSG1995SGZ[SGc_TXW[ 3.3 23

168
kGproteinGhavingGsimilarityGwithGmethylmalonylTmokGmutaseGisGrequiredGforGtheGassimilationGofG
methanolGandGethanolGbyGwethylobacteriumGextorquensGkwXUGMicrobiologybjUnitedbKingdomkSG1996SG
X[YGOGztGZPSG_a]T_b[

2.9 23

167 ®roG–ovk®syxGlo®éooxG®roGqoxo®smGno®o–wsxk®syxGkxnG®roGomyvyqsmkvGSsqxspsmkxmoGypG
®roGSoonGésxqGsxGSzo–qUvk–skGwonskGkxnGSUGwk–sxkUGActabBotanicabNeerlandicaSG1972SGYXSG[bXT[cW 23

166 liosynthesisGofGaGsteroidGmetaboliteGbyGanGengineeredG–hodococcusGerythropolisGstrainGexpressingG
aGmutantGcytochromeGz[]WGlwZGenzymeUGAppliedbMicrobiologybandbBiotechnologySG2015SGccSG[aXZTYX 5.7 22

165 SynthesisGofGxewGryperbranchedG˛–TqlucansGfromGSucroseGbyGvactobacillusGreuteriGXbWG
qlucansucraseGwutantsUGJournalbofbAgriculturalbandbFoodbChemistrySG2016SG_[SG[ZZT[Y 5.7 22

164 knaerobicGdegradationGofGdimethylsulfoniopropionateGtoGZTSTmethylmercaptopropionateGbyGaG
marineGnesulfobacteriumGstrainUGArchivesbofbMicrobiologySG1993SGX_WSG[XXT[XY 3 22

163 mhaplinsGofGStreptomycesGcoelicolorGselfTassembleGintoGtwoGdistinctGfunctionalGamyloidsUGJournalbofb
StructuralbBiologySG2013SGXb[SGZWXTc 3.4 21

162 StructureGandGcatalyticGmechanismGofGZTketosteroidTnelta[TO]˛–PTdehydrogenaseGfromG–hodococcusG
jostiiG–rkXGgenomeUGJournalbofbBiologicalbChemistrySG2012SGYbaSGZWca]TbZ 5.4 21

161 onvironmentalGregulationGofGalcoholGmetabolismGinGthermotolerantGmethylotrophicGlacillusGstrainsUG
ArchivesbofbMicrobiologySG1992SGX]aSGYaYTb 3 21

160 qlycerolGmetabolismGinGtheGmethylotrophicGyeastGransenulaGpolymorphadGphosphorylationGasGtheG
initialGstepUGArchivesbofbMicrobiologySG1987SGX[bSGZX[TZYW 3 21

159 SubstrateGinhibitionGinGzseudomonasGoxalaticusGyüXdGaGkineticGstudyGofGgrowthGinhibitionGbyGoxalateG
andGformateGusingGextendedGculturesUGAntoniebVanbLeeuwenhoekSG1975SG[XSGXZ]T[_ 2.1 21

(1975-2017)

13



158 kerobicGdegradationGofGphytoplanktonGdebrisGdominatedGbyGzhaeocystisGspUGinGdifferentG
physiologicalGstagesGofGgrowthUGAquaticbMicrobialbEcologySG1997SGXYSGXXTXc 1.1 21

157 marbohydrateTbindingGmoduleGa[GisGaGnovelGstarchTbindingGdomainGassociatedGwithGlargeGandG
multidomainG˛–TamylaseGenzymesUGFEBSbJournalSG2016SGYbZSGYZ][T_b 5.7 21

156 qlucansucraseGOmutantPGenzymesGfromGvactobacillusGreuteriGXbWGefficientlyGtransglucosylateGSteviaG
componentGrebaudiosideGkSGresultingGinGaGsuperiorGtasteUGScientificbReportsSG2018SGbSGX]X_ 4.9 20

155
vactobacillusGreuteriGStrainsGmonvertGStarchGandGwaltodextrinsGintoGromoexopolysaccharidesGUsingG
anGoxtracellularGandGmellTkssociatedG[S_T˛–TqlucanotransferaseUGJournalbofbAgriculturalbandbFoodb
ChemistrySG2016SG_[SGYc[XT]Y

5.7 20

154 ®ransT˛–TglucosylationGofGsteviosideGbyGtheGmutantGglucansucraseGenzymeGqtfXbWT˛�xTQXX[WoG
improvesGitsGtasteGprofileUGFoodbChemistrySG2019SGYaYSG_]ZT__Y 8.5 20

153 StructuralGfeaturesGinGtheGushkGterminalGoxygenaseGproteinGthatGdetermineGsubstrateGpreferenceGofG
ZTketosteroidGc˛–ThydroxylaseGenzymesUGJournalbofbBacteriologySG2012SGXc[SGXX]TYX 3.5 20

152 oxoTinulinaseGofGkspergillusGnigerGx[WYdGkGhydrolyticGenzymeGwithGsignificantGtransfructosylatingG
activityUGBiocatalysisbandbBiotransformationSG2008SGY_SG[cT]b 2.5 20

151 OnePregulationGofGkeyGenzymeGstepsGinGtheGshikimateGpathwayGandGphenylalanineTspecificGpathwayG
ofGtheGactinomyceteGkmycolatopsisGmethanolicaUGMicrobiologybjUnitedbKingdomkSG2003SGX[cSGZZYXTZZZW 2.9 20

150 ®heGfullyGconservedGkspGresidueGinGconservedGsequenceGregionGsGofGtheGalphaTamylaseGfamilyGisG
crucialGforGtheGcatalyticGsiteGarchitectureGandGactivityUGFEBSbLettersSG2003SG][XSG[aT]X 3.8 20

149 liosynthesisGofGlTzhenylalanineGandGlT®yrosineGinGtheGkctinomyceteGkmycolatopsisGmethanolicaUG
AppliedbandbEnvironmentalbMicrobiologySG1995SG_XSGXYcbTZWY 4.8 20

148 kGnewGgroupGofGglycosideGhydrolaseGfamilyGXZG˛–TamylasesGwithGanGaberrantGcatalyticGtriadUGScientificb
ReportsSG2017SGaSG[[YZW 4.9 19

147 winingGnovelGstarchTconvertingGqlycosideGrydrolaseGaWGenzymesGfromGtheGxestlˆ'GmultureGmollectionG
genomeGdatabasedG®heGvactobacillusGreuteriGxmmGY_XZGqtflUGScientificbReportsSG2017SGaSGcc[a 4.9 19

146 ®heGroleGofGconservedGinulosucraseGresiduesGinGtheGreactionGandGproductGspecificityGofGvactobacillusG
reuteriGinulosucraseUGFEBSbJournalSG2012SGYacSGZ_XYTZ_YX 5.7 19

145 wolecularGcharacterizationGofGltpZGandGltp[SGessentialGforGmY[TbranchedGchainGsterolTsideTchainG
degradationGinG–hodococcusGrhodochrousGnSwG[ZY_cUGMicrobiologybjUnitedbKingdomkSG2012SGX]bSGZW][TZW_Y2.9 19

144 liochemicalGcharacterizationGofGkspergillusGnigerGmfcsSGaGglycosideGhydrolaseGfamilyGXbGchitinaseGthatG
releasesGmonomersGduringGsubstrateGhydrolysisUGMicrobiologybjUnitedbKingdomkSG2012SGX]bSGYX_bTYXac 2.9 19

143 xicotinoproteinGmethanolGdehydrogenaseGenzymesGinGqramTpositiveGmethylotrophicGbacteriaUG
JournalbofbMolecularbCatalysisbB:bEnzymaticSG2000SGbSGXWZTXWc 19

142 zurificationSGcharacterizationGandGregulationGofGaGmonomericGlTphenylalanineGdehydrogenaseGfromG
theGfacultativeGmethylotrophGxocardiaGspUGYZcUGArchivesbofbMicrobiologySG1989SGX]ZSGXYTXb 3 19

141 –egulationGofGflavinGbiosynthesisGinGtheGmethylotrophicGyeastGransenulaGpolymorphaUGArchivesbofb
MicrobiologySG1986SGX[]SG_YTaW 3 19

Lubbert Dijkhuizen
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140 ®urnoverGofGdimethylsulfoniopropionateGandGdimethylsulfideGinGtheGmarineGenvironmentdaG
mesocosmGexperimentUGMarinebEcologybobProgressbSeriesSG1996SGX[]SGYYZTYZY 2.6 19

139 SynthesisGofGnovelG˛–TglucansGwithGpotentialGhealthGbenefitsGthroughGcontrolledGglucoseGreleaseGinG
theGhumanGgastrointestinalGtractUGCriticalbReviewsbinbFoodbSciencebandbNutritionSG2020SG_WSGXYZTX[_ 11.5 19

138 –egionalGvariationsGinGhumanGmilkGoligosaccharidesGinGÎietnamGsuggestGpuc®xGactivityGbesidesGpuc®YG
andGpuc®ZUGScientificbReportsSG2018SGbSGX_acW 4.9 19

137 SynthesisGofGoligoTGandGpolysaccharidesGbyGvactobacillusGreuteriGXYXGreuteransucraseGatGhighG
concentrationsGofGsucroseUGCarbohydratebResearchSG2015SG[X[SGb]TcY 2.9 18

136
qalactosylTlactoseGsialylationGusingG®rypanosomaGcruziGtransTsialidaseGasGtheGbiocatalystGandGbovineG
˛”TcaseinTderivedGglycomacropeptideGasGtheGdonorGsubstrateUGAppliedbandbEnvironmentalb
MicrobiologySG2014SGbWSG]cb[TcX

4.8 18

135
wolecularSGbiochemicalSGandGfunctionalGcharacterizationGofGaGxudixGhydrolaseGproteinGthatG
stimulatesGtheGactivityGofGaGnicotinoproteinGalcoholGdehydrogenaseUGJournalbofbBiologicalbChemistrySG
2002SGYaaSGZ[ab]TcY

5.4 18

134 sdentificationGofGtheGminimalGrepliconGofGplasmidGpwokZWWGofGtheGmethylotrophicGactinomyceteG
kmycolatopsisGmethanolicaUGMolecularbMicrobiologySG1995SGXbSGYXTZX 4.1 18

133
–egulationGofGmethylotrophicGandGheterotrophicGmetabolismGinGkrthrobacterGzXUGqrowthGonG
mixturesGofGmethylamineGandGacetateGinGbatchGandGcontinuousGculturesUGArchivesbofbMicrobiologySG
1985SGX[YSGXXZTXYW

3 18

132 kctiveGtransportGofGoxalateGbyGzseudomonasGoxalaticusGyüXUGArchivesbofbMicrobiologySG1977SGXX]SGYYZTa 3 18

131
mharacterizationGofGtheGzaenibacillusGbeijingensisGnSwGY[ccaGqtfnGandGitsGglucanGpolymerGproductsG
representingGaGnewGglycosideGhydrolaseGaWGsubfamilyGofG[S_T˛–TglucanotransferaseGenzymesUGPLoSb
ONESG2017SGXYSGeWXaY_YY

3.7 18

130 liochemicalGcharacterizationGofGtwoGqraWGfamilyG[S_T˛–TglucanotransferasesGwithGdistinctGproductG
specificityGfromGvactobacillusGaviariusGsubspUGaviariusGnSwGYW_]]UGFoodbChemistrySG2018SGY]ZSGYZ_TY[_ 8.5 17

129 SystemsGapproachesGtoGpredictGtheGfunctionsGofGglycosideGhydrolasesGduringGtheGlifeGcycleGofG
kspergillusGnigerGusingGdevelopmentalGmutantsGâ��brlkGandGâ��flbkUGPLoSbONESG2015SGXWSGeWXX_Y_c 3.7 17

128 liochemicalGcharacterizationGofGmutantsGinGtheGactiveGsiteGresiduesGofGtheG˛†TgalactosidaseGenzymeG
ofGlacillusGcirculansGk®mmGZXZbYUGFEBSbOpenbBioSG2014SG[SGXWX]TYW 2.7 17

127 plexibilityGofGtruncatedGandGfullTlengthGglucansucraseGq®pXbWGenzymesGfromGvactobacillusGreuteriG
XbWUGFEBSbJournalSG2014SGYbXSGYX]cTaX 5.7 17

126 wutationalGanalysisGofGexopolysaccharideGbiosynthesisGbyvactobacillusGsakeiGWTXUGFEMSbMicrobiologyb
LettersSG1998SGX_cSGY[XTY[c 2.9 17

125
zrephenateGdehydrataseGofGtheGactinomyceteGkmycolatopsisGmethanolicadGpurificationGandG
characterizationGofGwildTtypeGandGderegulatedGmutantGproteinsUGBiochemicalbJournalSG1995SGZWbGOGztG
XPSGZXZTYW

3.8 17

124
qeneticGmanipulationGofGtheGrestrictedGfacultativeGmethylotrophGryphomicrobiumGüGbyGtheG
–TplasmidTmediatedGintroductionGofGtheGoscherichiaGcoliGpdhGgenesUGArchivesbofbMicrobiologySG1984SG
XZcSGZXXTb

3 17

123 –egulationGofGautotrophicGandGheterotrophicGmetabolismGinGzseudomonasGoxalaticusGyüXdGqrowthG
onGmixturesGofGoxalateGandGformateGinGcontinuousGcultureUGArchivesbofbMicrobiologySG1979SGXYZSG]]T_Z 3 17

(1979-1996)

15



122 StructuralGdeterminantsGofGalternatingGO˛–XGThG[PGandGO˛–XGThG_PGlinkageGspecificityGinGreuteransucraseGofG
vactobacillusGreuteriUGScientificbReportsSG2016SG_SGZ]Y_X 4.9 17

121 nietaryGxTqlycansGfromGlovineGvactoferrinGandG®v–GwodulationUGMolecularbNutritionbandbFoodb
ResearchSG2018SG_YSGXaWWZbc 5.9 17

120 xTGandGoTglycosylationGofGaGcommercialGbovineGwheyGproteinGproductUGJournalbofbAgriculturalbandb
FoodbChemistrySG2012SG_WSGXY]]ZT_[ 5.7 16

119 ®etrazoliumTdyeTlinkedGalcoholGdehydrogenaseGofGtheGmethylotrophicGactinomyceteGkmycolatopsisG
methanolicaGisGaGthreeTcomponentGcomplexUGFEBSbJournalSG1997SGY[aSGYbWTa 16

118 pructansucraseGenzymesGandGsucroseGanaloguesdGkGnewGapproachGforGtheGsynthesisGofGuniqueG
fructoToligosaccharidesUGBiocatalysisbandbBiotransformationSG2008SGY_SGZYT[X 2.5 16

117 kGnovelGdyeTlinkedGalcoholGdehydrogenaseGactivityGpresentGinGsomeGqramTpositiveGbacteriaUGFEMSb
MicrobiologybLettersSG1991SGbWSG]aT_[ 2.9 16

116 wodificationGofGflavinGadenineGdinucleotideGinGalcoholGoxidaseGofGtheGyeastGransenulaGpolymorphaUG
JournalbofbGeneralbMicrobiologySG1991SGXZaSGYZbXT_ 16

115 ongineeringGcyclodextrinGglycosyltransferaseGintoGaGstarchGhydrolaseGwithGaGhighGexoTspecificityUG
JournalbofbBiotechnologySG2003SGXWZSGYWZTXY 3.7 15

114 sdentificationGandGfunctionalGanalysisGofGtheGtransferGregionGofGplasmidGpwokZWWGofGtheG
methylotrophicGactinomyceteGkmycolatopsisGmethanolicaUGJournalbofbBacteriologySG1995SGXaaSG_[ccT]W] 3.5 15

113 waltodextrinTdependentGcrystallizationGofGcyclomaltodextrinGglucanotransferaseGfromGlacillusG
circulansUGJournalbofbMolecularbBiologySG1990SGYX[SGbWaTc 6.5 15

112 wetabolicGregulationGinGtheGfacultativeGmethylotrophGkrthrobacterGzXUGqrowthGonGprimaryGaminesG
asGcarbonGandGenergyGsourcesUGArchivesbofbMicrobiologySG1984SGXZcTXZcSGXbbTXc] 3 15

111 kGpyridineGnucleotideTindependentGmembraneTboundGformateGdehydrogenaseGinzseudomonasG
oxalaticusyüXUGFEMSbMicrobiologybLettersSG1979SG_SG]ZT]_ 2.9 15

110 onzymaticGevidenceGforGtheGoperationGofGtheGplzGaldolaseGcleavageGandG®uV®kGreTarrangementG
variantGofGtheG–uwzGcycleGinkrothbacterzXUGFEMSbMicrobiologybLettersSG1982SGX[SGY]aTY_X 2.9 15

109
liochemicalGcharacterizationGofGaGqraWGproteinGfromGvactobacillusGkunkeeiGnSwGXYZ_XGwithGtwoG
catalyticGdomainsGinvolvingGbranchingGsucraseGactivityUGAppliedbMicrobiologybandbBiotechnologySG2018
SGXWYSGacZ]Tac]W

5.7 14

108 mhitinasesGmtclGandGmfcsGmodifyGtheGcellGwallGinGsporulatingGaerialGmyceliumGofGkspergillusGnigerUG
MicrobiologybjUnitedbKingdomkSG2013SGX]cSGXb]ZTXb_a 2.9 14

107 rybridGreuteransucraseGenzymesGrevealGregionsGimportantGforGglucosidicGlinkageGspecificityGandGtheG
transglucosylationVhydrolysisGratioUGFEBSbJournalSG2008SGYa]SG_WWYTXW 5.7 14

106 StructuralGanalysisGofGaGstereochemicalGmodificationGofGflavinGadenineGdinucleotideGinGalcoholG
oxidaseGfromGmethylotrophicGyeastsUGTetrahedronSG1992SG[bSG[X[aT[X_Y 2.4 14

105 –egulationGofGaromaticGaminoGacidGbiosynthesisGinGtheGribuloseGmonophosphateGcycleGmethylotrophG
xocardiaGspUGYZcUGArchivesbofbMicrobiologySG1989SGX]XSGZXcTZY] 3 14

Lubbert Dijkhuizen
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104 –egulationGofGmethanolGmetabolismGinGtheGfacultativeGmethylotrophGxocardiaGspUGYZcGduringG
growthGonGmixedGsubstratesGinGbatchTGandGcontinuousGculturesUGArchivesbofbMicrobiologySG1990SGX]ZSGZZaTZ[Z3 14

103 ssolationGandGcharacterizationGofGmutantsGofGtheGfacultativeGmethylotrophGkrthrobacterGzXGblockedG
inGoneTcarbonGmetabolismUGArchivesbofbMicrobiologySG1987SGX[_SGZ[_TZ]Y 3 14

102
onzymaticGnecorationGofGzrebioticGqalactoToligosaccharidesGOÎivinalGqySPGwithGSialicGkcidGUsingG
®rypanosomaGcruziGtransTSialidaseGandG®woGlovineGSialoglycoconjugatesGasGnonorGSubstratesUG
JournalbofbAgriculturalbandbFoodbChemistrySG2015SG_ZSG]ca_Tb[

5.7 13

101 StructuralGandGpunctionalGmharacterizationGofGaGxovelGpamilyGqrXX]G[TyTwethylT˛–TqlucuronidaseG
withGSpecificityGforGnecoratedGkrabinogalactansUGJournalbofbMolecularbBiologySG2015SG[YaSGZcZ]T[_ 6.5 13

100 qoatGwilkGyligosaccharidesdG®heirGniversitySGQuantitySGandGpunctionalGzropertiesGinGmomparisonGtoG
rumanGwilkGyligosaccharidesUGJournalbofbAgriculturalbandbFoodbChemistrySG2020SG_bSGXZ[_cTXZ[b] 5.7 13

99
qlucansucraseGqtfXbWT˛�xGofGvactobacillusGreuteriGXbWdGenzymeGandGreactionGengineeringGforG
improvedGglycosylationGofGnonTcarbohydrateGmoleculesUGAppliedbMicrobiologybandbBiotechnologySG
2016SGXWWSGa]YcTZc

5.7 13

98 qlucosylationGofGmatecholGwithGtheGq®pkGqlucansucraseGonzymeGfromGvactobacillusGreuteriGandG
SucroseGasGnonorGSubstrateUGBioconjugatebChemistrySG2016SGYaSGcZaT[_ 6.3 13

97
®heGevolutionaryGoriginGandGpossibleGfunctionalGrolesGofGpxsssGdomainsGinGtwoGwicrobacteriumGaurumG
lbUkGgranularGstarchGdegradingGenzymesSGandGinGotherGcarbohydrateGactingGenzymesUGAmylaseSG2017SG
XSGXTXX

0.8 13

96 uineticGcharacterizationGofGkspergillusGnigerGchitinaseGmfcsGusingGaGrzkomTzknGmethodGforGnativeG
chitinGoligosaccharidesUGCarbohydratebResearchSG2015SG[WaSGaZTb 2.9 13

95
–egulationGandGfunctionGofGtransaldolaseGisoenzymesGinvolvedGinGsugarGandGoneTcarbonGmetabolismG
inGtheGribuloseGmonophosphateGcycleGmethylotrophGkrthrobacterGzXUGArchivesbofbMicrobiologySG1986SG
X[[SGXX_TXYZ

3 13

94 StructuralGsdentityGofGqalactooligosaccharideGwoleculesGSelectivelyGUtilizedGbyGSingleGmulturesGofG
zrobioticGlacterialGStrainsUGJournalbofbAgriculturalbandbFoodbChemistrySG2019SG_aSGXZc_cTXZcaa 5.7 13

93
StructuralGandGfunctionalGcharacterizationGofGaGfamilyGqr]ZG˛†TXS[TgalactanaseGfromGlacteroidesG
thetaiotaomicronGthatGfacilitatesGdegradationGofGprebioticGgalactooligosaccharidesUGJournalbofb
StructuralbBiologySG2019SGYW]SGXTXW

3.4 13

92 StructuralGanalysisGofGrebaudiosideGkGderivativesGobtainedGbyGvactobacillusGreuteriGXbWG
glucansucraseTcatalyzedGtransT˛–TglucosylationUGCarbohydratebResearchSG2017SG[[WT[[XSG]XT_Y 2.9 12

91 kctinomyceteGintegrativeGandGconjugativeGpwokTlikeGelementsGofGkmycolatopsisGandG
SaccharopolysporaGdecodedUGPlasmidSG2008SG]cSGYWYTX_ 3.3 12

90 qenomeTwideGtranscriptionGsurveyGonGflavourGproductionGinGSaccharomycesGcerevisiaeUGWorldb
JournalbofbMicrobiologybandbBiotechnologySG2006SGYYSGXZ[aTXZ]_ 4.4 12

89 wolecularGcloningGwithGaGpwokZWWTderivedGshuttleGvectorGandGcharacterizationGofGtheG
kmycolatopsisGmethanolicaGprephenateGdehydrataseGgeneUGJournalbofbBacteriologySG1995SGXaaSG____Tc 3.5 12

88 wicrobialGandGenzymaticGprocessesGforGlTphenylalanineGproductionUGAdvancesbinbBiochemicalb
EngineeringqBiotechnologySG1990SGXTYa 1.7 12

87 –egulationGofGmethylamineGandGformaldehydeGmetabolismGinGkrthrobacterGzXUGArchivesbofb
MicrobiologySG1986SGX[[SGYaYTYab 3 12

(1986-1990)
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86
mhorismateGmutaseGandGZTdeoxyTnTarabinoTheptulosonateGaTphosphateGsynthaseGofGtheG
methylotrophicGactinomyceteGkmycolatopsisGmethanolicaUGAppliedbandbEnvironmentalbMicrobiologySG
1995SG_XSGZac_TbWZ

4.8 12

85 nevelopmentGofGSlowlyGnigestibleGStarchGnerivedG˛–TqlucansGwithG[S_T˛–TqlucanotransferaseGandG
lranchingGSucraseGonzymesUGJournalbofbAgriculturalbandbFoodbChemistrySG2020SG_bSG___[T__aX 5.7 12

84 mharacterizationGofGtheG[S_T˛–TglucanotransferaseGq®plGenzymeGofGvactobacillusGreuteriGXYXGisolatedG
fromGinclusionGbodiesUGBMCbBiotechnologySG2015SGX]SG[c 3.5 11

83
®heGimpactGofGoligosaccharideGcontentSGglycosidicGlinkagesGandGlactoseGcontentGofG
galactoToligosaccharidesGOqySPGonGtheGexpressionGofGmucusTrelatedGgenesGinGgobletGcellsUGFoodbandb
FunctionSG2020SGXXSGZ]W_TZ]X]

6.1 11

82 SaplGandGtheGrodlinsGareGrequiredGforGdevelopmentGofGStreptomycesGcoelicolorGinGhighGosmolarityG
mediaUGFEMSbMicrobiologybLettersSG2012SGZYcSGX][Tc 2.9 11

81 pructosebisphosphataseGisoenzymesGofGtheGchemoautotrophGüanthobacterGflavusUGJournalbofb
BacteriologySG1995SGXaaSG]b_WT[ 3.5 11

80 –egulationGofGmethanolGoxidationGandGcarbonGdioxideGfixationGinGüanthobacterGstrainGY]aGgrownGinG
continuousGcultureUGArchivesbofbMicrobiologySG1991SGX]]SGX]cTX_Z 3 11

79 nynamicG®emporalGÎariationsGinGlovineGvactoferrinGqlycanGStructuresUGJournalbofbAgriculturalbandb
FoodbChemistrySG2020SG_bSG][cT]_W 5.7 11

78
mharacterizationGofGtheGstarchTactingGwakmylGenzymeGfromGwicrobacteriumGaurumGlbUkG
representingGtheGnovelGsubfamilyGqrXZκ[YGwithGanGunusualSGmultiTdomainGorganizationUGScientificb
ReportsSG2016SG_SGZ_XWW

4.9 11

77 mharacterizationGofGtheGstarvationTinducedGchitinaseGmfckGandG˛–TXSZTglucanaseGkgnlGofGkspergillusG
nigerUGAppliedbMicrobiologybandbBiotechnologySG2015SGccSGYYWcTYZ 5.7 10

76 rabitatTspecificGtypeGsGpolyketideGsynthasesGinGsoilsGandGstreetGsedimentsUGJournalbofbIndustrialb
MicrobiologybandbBiotechnologySG2014SG[XSGa]Tb] 4.2 10

75 StructuralGcharacterizationGofGglucosylatedGlactoseGderivativesGsynthesizedGbyGtheGvactobacillusG
reuteriGqtfkGandGqtfXbWGglucansucraseGenzymesUGCarbohydratebResearchSG2017SG[[cSG]cT_[ 2.9 10

74 lindingGsnteractionsGletweenG˛–TglucansGfromGvactobacillusGreuteriGandGwilkGzroteinsGmharacterisedG
byGSurfaceGzlasmonG–esonanceUGFoodbBiophysicsSG2012SGaSGYYWTYY_ 3.2 10

73
ovolutionGtowardGsmallGmoleculeGinhibitorGresistanceGaffectsGnativeGenzymeGfunctionGandGstabilitySG
generatingGacarboseTinsensitiveGcyclodextrinGglucanotransferaseGvariantsUGJournalbofbBiologicalb
ChemistrySG2008SGYbZSGXWaYaTZ[

5.4 10

72 offectsGofGtheGmalvinGcycleGonGnicotinamideGadenineGdinucleotideGconcentrationsGandGredoxGbalancesG
ofGüanthobacterGflavusUGJournalbofbBacteriologySG2000SGXbYSG[_ZaTc 3.5 10

71 –egulationGofGmethylamineGandGformaldehydeGmetabolismGinGkrthrobacterGzXUGArchivesbofb
MicrobiologySG1986SGX[[SGYacTYb] 3 10

70 wetabolicGregulationGinGzseudomonasGoxalaticusGyüXUGonzymeGandGcoenzymeGconcentrationG
changesGduringGsubstrateGtransitionGexperimentsUGArchivesbofbMicrobiologySG1978SGXX_SGb]TcW 3 10

69 sntriguingGpunctionalityGofGtheGzroductionGandGmonversionGofGnwSzGinGzhaeocystisGSzG1996SGZW]TZX] 10

Lubbert Dijkhuizen
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68 vargeTscaleGquantitativeGisolationGofGpureGproteinGxTlinkedGglycansUGCarbohydratebResearchSG2019SG
[acSGXZTYY 2.9 9

67 SynthesisGofGgalactoToligosaccharidesGderivedGfromGlactuloseGbyGwildTtypeGandGmutantG
˛†TgalactosidaseGenzymesGfromGlacillusGcirculansGk®mmGZXZbYUGCarbohydratebResearchSG2018SG[_]SG]bT_] 2.9 9

66 knGunconventionalGglycosylGtransferGreactiondGglucansucraseGq®pkGfunctionsGasGanG
allosyltransferaseGenzymeUGChemBioChemSG2013SGX[SGY[YZT_ 3.8 9

65 zrevalenceGandGdistributionGofGnucleotideGsequencesGtypicalGforGpwokTlikeGaccessoryGgeneticG
elementsGinGtheGgenusGkmycolatopsisUGFEMSbMicrobiologybEcologySG2007SG_XSGYb]Tc[ 4.3 9

64 ongineeringGofGrydrolysisG–eactionGSpecificityGinGtheG®ransglycosylaseGmyclodextrinG
qlycosyltransferaseUGBiocatalysisbandbBiotransformationSG2003SGYXSGY_XTYaW 2.5 9

63
qrowthGofGtheGsaltTtolerantGyeastG∆ygosaccharomycesGrouxiiGinGmicrotiterGplatesdGeffectsGofGxamlSGprG
andGtemperatureGonGgrowthGandGfuselGalcoholGproductionGfromGbranchedTchainGaminoGacidsUGFEMSb
YeastbResearchSG2003SGZSGZXZTb

3.1 9

62 onzymicGsynthesisGofGcyclothiomaltinsUGChemicalbCommunicationsSG1996SGY][X 5.8 9

61 wolecularGandGbiochemicalGcharacteristicsGofGtheGinulosucraseGrugyGfromGStreptomycesG
viridochromogenesGnSw[WaZ_GO®ˆ…[c[PUGMicrobiologybjUnitedbKingdomkSG2017SGX_ZSGXWZWTXW[X 2.9 9

60 StructuresSGphysicoTchemicalGpropertiesSGproductionGandGOpotentialPGapplicationsGofGsucroseTderivedG
˛–TdTglucansGsynthesizedGbyGglucansucrasesUGCarbohydratebPolymersSG2020SGY[cSGXX_bXb 10.3 9

59 SynthesisGandGmharacterizationGofGSialylatedGvactoseTGandGvactuloseTnerivedGyligosaccharidesGbyG
®rypanosomaGcruziG®ransTsialidaseUGJournalbofbAgriculturalbandbFoodbChemistrySG2019SG_aSGZ[_cTZ[ac 5.7 8

58 StructuralGmomparisonGofGnifferentGqalactoToligosaccharideGwixturesGpormedGbyG˛†TqalactosidasesG
fromGvacticGkcidGlacteriaGandGlifidobacteriaUGJournalbofbAgriculturalbandbFoodbChemistrySG2020SG_bSG[[ZaT[[[_5.7 8

57 ZTrydroxybenzoateG_TrydroxylaseGfromG–rkXGmontainsGaGzhosphatidylinositolGmofactorUGFrontiersbinb
MicrobiologySG2017SGbSGXXXW 5.7 8

56 wutationalGanalysisGofGprimaryGalcoholGmetabolismGinGtheGmethylotrophicG
actinomycetekmycolatopsisGmethanolicaUGFEMSbMicrobiologybLettersSG1996SGX[[SGaZTac 2.9 8

55
mlassicalGtransketolaseGfunctionsGasGtheGformaldehydeTassimilatingGenzymeGduringGgrowthGofGaG
dihydroxyacetoneGsynthaseTnegativeGmutantGofGtheGmethylotrophicGyeastGransenulaGpolymorphaG
onGmixturesGofGxyloseGandGmethanolGinGcontinuousGculturesUGYeastSG1990SG_SGXXaTXY]

3.4 8

54 StructuralGbasisGforGtheGrolesGofGstarchGandGsucroseGinGhomoTexopolysaccharideGformationGbyG
vactobacillusGreuteriGZ]T]UGCarbohydratebPolymersSG2016SGX]XSGYcTZc 10.3 8

53 kGqr]aG[T˛–TglucanotransferaseGofGhyperthermophilicGoriginGwithGpotentialGforGalkylGglycosideG
productionUGAppliedbMicrobiologybandbBiotechnologySG2015SGccSGaXWXTXZ 5.7 7

52 snhibitoryGoffectsGofGnietaryGTqlycansGpromGlovineGvactoferrinGonG®ollTvikeG–eceptorGbeGmomparingG
officacyGéithGmhloroquineUGFrontiersbinbImmunologySG2020SGXXSGacW 8.4 7

51
wodificationGofGlinearGO˛†XThZPTlinkedGglucoToligosaccharidesGwithGaGnovelGrecombinantG
˛†TglucosyltransferaseGOtransT˛†TglucosidasePGenzymeGfromGlradyrhizobiumGdiazoefficiensUG
GlycobiologySG2016SGY_SGXX]aTXXaW

5.8 7
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50 –epkwGofGtheGkmycolatopsisGmethanolicaGintegrativeGelementGpwokZWWGbelongsGtoGaGnovelGclassGofG
replicationGinitiatorGproteinsUGMicrobiologybjUnitedbKingdomkSG2006SGX]YSGYc[ZTYc]W 2.9 7

49 xitrogenGmetabolismGinGtheGfacultativeGmethylotrophGkrthrobacterGzXGgrownGwithGvariousGaminesG
orGammoniaGasGnitrogenGsourcesUGAntoniebVanbLeeuwenhoekSG1989SG]_SGYYXTZY 2.1 7

48 liochemicalGmharacterizationGofGtheGpunctionalG–olesGofG–esiduesGinGtheGkctiveGSiteGofGtheG
˛†TqalactosidaseGfromGlacillusGcirculansGk®mmGZXZbYUGBiochemistrySG2017SG]_SGZXWcTZXXb 3.2 7

47 wolecularGcharacterizationGofGaG–hodococcusGjostiiG–rkXG˛‡TbutyrolactoneOTlikePGsignallingGmoleculeG
andGitsGmainGbiosynthesisGgeneGgblkUGScientificbReportsSG2017SGaSGXaa[Z 4.9 6

46 zositioningGfunctionalGfoodsGinGanGecologicalGapproachGtoGtheGpreventionGofGoverweightGandGobesityUG
ObesitybReviewsSG2008SGcSG[_[TaZ 10.6 6

45 smprovedGmethodGforGtheGisolationGofG–xkGfromGOstandingGliquidGculturesGofPGStreptomycetesUG
JournalbofbMicrobiologicalbMethodsSG2004SG]bSGXZcT[Y 2.8 6

44 omendationGofGüanthobacterGflavusGasGaGmotileGspeciesUGInternationalbJournalbofbSystematicb
BacteriologySG1992SG[YSGZWcTXX 6

43 wethanolGmetabolismGinGthermotolerantGmethylotrophiclacillusspeciesUGFEMSbMicrobiologybLettersSG
1990SGbaSGYX]TYYW 2.9 6

42 wethanolGdehydrogenaseGfromGthermotolerantGmethylotrophGlacillusGmXUGMethodsbinbEnzymologySG
1990SGXbbSGYYZT_ 1.7 6

41 ®hermostabilityGofGlTphenylalanineGaminotransferaseGfromGthermophilicGbacteriaUGAppliedb
MicrobiologybandbBiotechnologySG1987SGYaSGYcY 5.7 6

40 zropertiesGofGtheGqlucanGlranchingGonzymeGofGtheGryperthermophilicGlacteriumGkquifexGaeolicusUG
BiocatalysisbandbBiotransformationSG2003SGYXSGXccTYWa 2.5 6

39 snGnepthGknalysisGofGtheGmontributionGofGSpecificGqlycoproteinsGtoGtheGyverallGlovineGéheyG
xTvinkedGqlycoprofileUGJournalbofbAgriculturalbandbFoodbChemistrySG2020SG_bSG_][[T_]]Z 5.7 5

38 righTthroughputGscreeningGforGgeneGlibrariesGexpressingGcarbohydrateGhydrolaseGactivityUG
BiotechnologybLettersSG2003SGY]SGX_[ZT] 3 5

37 zurificationGandGcharacterizationGofGanGxknORPTlinkedGformaldehydeGdehydrogenaseGfromGtheG
facultativeG–uwzGcycleGmethylotrophGkrthrobacterGzXUGAntoniebVanbLeeuwenhoekSG1992SG_YSGYWXTa 2.1 5

36
wetabolicGregulationGinGtheGyeastGransenulaGpolymorphaUGqrowthGofGdihydroxyacetoneG
kinaseVglycerolGkinaseTnegativeGmutantsGonGmixturesGofGmethanolGandGxyloseGinGcontinuousG
culturesUGYeastSG1990SG_SGXWaTXX]

3.4 5

35
wethanolTdependentGproductionGofGdihydroxyacetoneGandGglycerolGbyGmutantsGofGtheG
methylotrophicGyeastGransenulaGpolymorphaGblockedGinGdihydroxyacetoneGkinaseGandGglycerolG
kinaseUGAppliedbMicrobiologybandbBiotechnologySG1990SGZYSG_cZT_cb

5.7 5

34 liosynthesisGofGaromaticGaminoGacidsGinGxocardiaGspUGYZcdGeffectsGofGaminoGacidGanaloguesGonG
growthGandGregulatoryGenzymesUGAppliedbMicrobiologybandbBiotechnologySG1990SGZZSGXbZTXbc 5.7 5

33 ®heGrapidGisolationGofGmutantsGofGsomeGqramTpositiveGbacteriaUGFEMSbMicrobiologybLettersSG1981SGXYSG]XT]Z2.9 5
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32 –egulationGofGoxidationGandGassimilationGofGoneTcarbonGcompoundsGinGmethylotrophicGbacteriaUG
BiotechnologySG1991SGXbSGXYaT[b 5

31 StimulatoryGeffectsGofGnovelGglucosylatedGlactoseGderivativesGqvZ[GonGgrowthGofGselectedGgutG
bacteriaUGAppliedbMicrobiologybandbBiotechnologySG2019SGXWZSGaWaTaXb 5.7 5

30 matecholGglucosidesGactGasGdonorVacceptorGsubstratesGofGglucansucraseGenzymesGofGvactobacillusG
reuteriUGAppliedbMicrobiologybandbBiotechnologySG2017SGXWXSG[[c]T[]W] 5.7 4

29
zurificationSGcrystallizationGandGpreliminaryGüTrayGanalysisGofGaGthermostableGglycosideGhydrolaseG
familyG[ZGbetaTxylosidaseGfromGqeobacillusGthermoleovoransGs®TWbUGActabCrystallographicabSectionbF:b
StructuralbBiologybCommunicationsSG2007SG_ZSGcZYT]

4

28 ssolationGandGanalysisGofGmutantsGofGtheGmethylotrophicGactinomycetekmycolatopsisG
methanolicablockedGinGaromaticGaminoGacidGbiosynthesisUGFEMSbMicrobiologybLettersSG1996SGXZ_SGYa]TYbX 2.9 4

27 –egulationGofGautotrophicGmetabolismGinGzseudomonasGoxalaticusGyüXGwildTtypeGandGanG
isocitrateTlyaseTdeficientGmutantUGMicrobiologybjUnitedbKingdomkSG1988SGXZ[SGZYZXTa 2.9 4

26 kGnovelGdyeTlinkedGalcoholGdehydrogenaseGactivityGpresentGinGsomeGqramTpositiveGbacteriaUGFEMSb
MicrobiologybLettersSG1991SGbWSG]aT_Z 2.9 4
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BiologybCommunicationsSG2011SG_aSGXY_cTaZ

3

23 wetabolismGofGaminoGacidGamidesGinGzseudomonasGputidaGk®mmGXY_ZZUGAppliedbMicrobiologybandb
BiotechnologySG1993SG[WSG]Xc 5.7 3

22 Δ_ZβG®ransaldolaseGssoenzymesGfromGkrthrobacterGzXUGMethodsbinbEnzymologySG1990SGXbbSG[W]T[XX 1.7 3

21 wetabolicG–egulationGinGpacultativeGwethylotrophsG1987SGc]TXW[ 3

20 QuantitativeGanalysisGofGbovineGwheyGglycoproteinsGusingGtheGoverallGxTlinkedGwheyGglycoprofileUG
InternationalbDairybJournalSG2020SGXXWSGXW[bX[ 3.5 3

19
wutationalGknalysisGofGtheG–oleGofGtheGqlucansucraseGqtfXbWT˛�xGkctiveGSiteG–esiduesGinGzroductG
andGvinkageGSpecificityGwithGvactoseGasGkcceptorGSubstrateUGJournalbofbAgriculturalbandbFoodb
ChemistrySG2018SG__SGXY][[TXY]][

5.7 3

18 nraftGqenomeGSequenceGofGXYXSGaGSourceGofG˛–TqlucanGandG˛†TpructanGoxopolysaccharidesUGGenomeb
AnnouncementsSG2017SG]SG 2

17 onzymaticGglucosylationGofGpolyphenolsGusingGglucansucrasesGandGbranchingGsucrasesGofGglycosideG
hydrolaseGfamilyGaWUUGCriticalbReviewsbinbFoodbSciencebandbNutritionSG2021SGXTYX 11.5 2

16 mharacterizationGofGaGnewGlacillusGstearothermophilusGisolatedGaGhighlyGthermostableG
iTamylaseTproducingGstrainUGAppliedbMicrobiologybandbBiotechnologySG1994SG[XSGX]]TX_Y 5.7 2

15 snsightsGintoGlroadTSpecificityGStarchGwodificationGfromGtheGmrystalGStructureGofGxmmGY_XZG
[S_T˛–TqlucanotransferaseGqtflUGJournalbofbAgriculturalbandbFoodbChemistrySG2021SG_cSGXZYZ]TXZY[] 5.7 2
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14 wutationalGanalysisGofGprimaryGalcoholGmetabolismGinGtheGmethylotrophicGactinomyceteG
kmycolatopsisGmethanolica 2

13 zotentialGnentalGliofilmGsnhibitorsdGnynamicGmombinatorialGmhemistryGkffordsGSugarTlasedG
woleculesGthatG®argetGlacterialGqlucosyltransferaseUGChemMedChemSG2021SGX_SGXXZTXYZ 3.7 2
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qtfmGonzymeGofGspUGXYkwy–XG–epresentsGaGxovelG®hermostableG®ypeGofGqraWG
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lreadGStalingUGJournalbofbAgriculturalbandbFoodbChemistrySG2021SG_cSGcb]cTcb_b

5.7 2

11 wethylotrophsG2008SGY_]TYb[ 1

10 ®heGmarineGsulfurTcycledGsmportanceGofGzhaeocystisGSzUGinGnwSTproductionGduringGaGnearshoreG
springbloomUGStudiesbinbEnvironmentalbScienceSG1995SG_]SGY[XTY[Z 1

9 wetabolicG–egulationGinGtheGkctinomyceteGkmycolatopsisGwethanolicaSGaGpacultativeGwethylotrophG
omployingGtheG–umpGmycleGforGpormaldehydeGkssimilationG1996SGcTX] 1

8 ssolationGofGwarineGnimethylsulfideTyxidizingGlacteriaG1993SGZaT[X 1

7
ÎariationsGinGxTlinkedGglycosylationGofGglycosylationTdependentGcellGadhesionGmoleculeGXG
OqlymkwTXPGwheyGproteindGsntercowGdifferencesGandGdietaryGeffectsUGJournalbofbDairybScienceSG2021SG
XW[SG]W]_T]W_b

4 1

6 oxtractionGandGQuantitativeGknalysisGofGqoatGwilkGyligosaccharidesdGmompositionSGÎariationSG
kssociationsSGandGYNTpvGÎariabilityUGJournalbofbAgriculturalbandbFoodbChemistrySG2021SG_cSGab]XTab_Y 5.7 1

5 YiTpucosyllactoseGimpactsGtheGexpressionGofGmucusTrelatedGgenesGinGgobletGcellsGandGmaintainsG
barrierGfunctionGofGgutGepithelialGcellsUGJournalbofbFunctionalbFoodsSG2021SGb]SGXW[_ZW 5.1 0

4 ®heGpifthGmarbohydrateGlioengineeringGweetingGwasGheldGinGqroningenSG®heGxetherlandsSGkprilG_â��cSG
YWWZUGBiocatalysisbandbBiotransformationSG2003SGYXSGX[]TX[] 2.5

3 zroteinGengineeringGofGcyclodextrinGglycosyltransferaseGfromGlacillusGcirculansGstrainGY]XUGProgressb
inbBiotechnologySG1995SGX_]TXa[

2 ssolationGandGanalysisGofGmutantsGofGtheGmethylotrophicGactinomyceteGkmycolatopsisGmethanolicaG
blockedGinGaromaticGaminoGacidGbiosynthesisUGFEMSbMicrobiologybLettersSG1996SGXZ_SGYa]TYbX 2.9
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