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93 CuratedRvariationRbenchmarksRforRchallengingRmedicallyRrelevantRautosomalRgenesjjRNatureg
BiotechnologyhR2022hR 44.5 12

92 TheRRoleRofRtheRNationalRInstituteRofRStandardsRinRMeasurementRAssuranceRforRCellRTherapiesR2022hRrluirnq

91 AssessingRreproducibilityRofRinheritedRvariantsRdetectedRwithRshortireadRwholeRgenomeR
sequencingjjRGenomegBiologyhR2022hRnohRn 18.3 3

90 ChasingRperfectionvRvalidationRandRpolishingRstrategiesRforRtelomereitoitelomereRgenomeR
assembliesjjRNaturegMethodshR2022hR 21.6 4

89 CompleteRgenomicRandRepigeneticRmapsRofRhumanRcentromeresjjRSciencehR2022hRosrhReablpmst 33.3 19

88 ARcompleteRreferenceRgenomeRimprovesRanalysisRofRhumanRgeneticRvariationjjRSciencehR2022hRosrhReabloqoo33.3 12

87 TheRcompleteRsequenceRofRaRhumanRgenomejjRSciencehR2022hRosrhRppiqo 33.3 107

86 PrecisionFDARTruthRChallengeRVnvRCallingRvariantsRfromRshortRandRlongRreadsRinRdifficultitoimapR
regionsjRCellgGenomicshR2022hRnhRmllmnu 4

85 BenchmarkingRchallengingRsmallRvariantsRwithRlinkedRandRlongRreadsjRCellgGenomicshR2022hRnhRmllmnt 2

84
OneRinRsevenRpathogenicRvariantsRcanRbeRchallengingRtoRdetectRbyRNGSvRanRanalysisRofRpqlhlllR
patientsRwithRimplicationsRforRclinicalRsensitivityRandRgeneticRtestRimplementationjRGeneticsging
MedicinehR2021hRnohRmrsoimrtl

8.1 10

83 ChallengesRofRAccuracyRinRGermlineRClinicalRSequencingRDatajRJAMAgxgJournalgofgthegAmericang
MedicalgAssociationhR2021hRonrhRnrtinru 27.4 0

82 ChromosomeiscalehRhaplotypeiresolvedRassemblyRofRhumanRgenomesjRNaturegBiotechnologyhR2021hR
ouhRoluiomn 44.5 44

81 PerformanceRassessmentRofRDNARsequencingRplatformsRinRtheRABRFRNextiGenerationRSequencingR
StudyjRNaturegBiotechnologyhR2021hRouhRmmnuimmpl 44.5 10

80 NanoporeRsequencingRandRtheRShastaRtoolkitRenableRefficientRdeRnovoRassemblyRofRelevenRhumanR
genomesjRNaturegBiotechnologyhR2020hRothRmlppimlqo 44.5 143

79 ARrobustRbenchmarkRforRdetectionRofRgermlineRlargeRdeletionsRandRinsertionsjRNaturegBiotechnologyhR
2020hRothRmopsimoqq 44.5 98

78 AssemblyRandRannotationRofRanRAshkenaziRhumanRreferenceRgenomejRGenomegBiologyhR2020hRnmhRmnu 18.3 20

77 ARcrowdsourcedRsetRofRcuratedRstructuralRvariantsRforRtheRhumanRgenomejRPLoSgComputationalg
BiologyhR2020hRmrhRemllsuoo 5 0
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76 ARdiploidRassemblyibasedRbenchmarkRforRvariantsRinRtheRmajorRhistocompatibilityRcomplexjRNatureg
CommunicationshR2020hRmmhRpsup 17.4 22

75
ARRigorousRInterlaboratoryRExaminationRofRtheRNeedRtoRConfirmRNextiGenerationR
SequencingiDetectedRVariantsRwithRanROrthogonalRMethod´ inRClinicalRGeneticRTestingjRJournalgofg
MoleculargDiagnosticshR2019hRnmhRomtionu

5.1 28

74 HighicoveragehRlongireadRsequencingRofRHanRChineseRtrioRreferenceRsamplesjRScientificgDatahR2019hR
rhRum 8.2 4

73 BestRpracticesRforRbenchmarkingRgermlineRsmallivariantRcallsRinRhumanRgenomesjRNatureg
BiotechnologyhR2019hRoshRqqqiqrl 44.5 125

72 AnRopenRresourceRforRaccuratelyRbenchmarkingRsmallRvariantRandRreferenceRcallsjRNatureg
BiotechnologyhR2019hRoshRqrmiqrr 44.5 140

71 AccurateRcircularRconsensusRlongireadRsequencingRimprovesRvariantRdetectionRandRassemblyRofRaR
humanRgenomejRNaturegBiotechnologyhR2019hRoshRmmqqimmrn 44.5 427

70 ARstrategyRforRbuildingRandRusingRaRhumanRreferenceRpangenomejRF1000ResearchhR2019hRthRmsqm 3.6 8

69 UnleashingRnovelRSTRSRviaRcharacterizationRofRgenomeRinRaRbottleRreferenceRsamplesjRForensicg
SciencegInternational:gGeneticsgSupplementgSerieshR2019hRshRnmtinnl 0.5 2

68 ARstrategyRforRbuildingRandRusingRaRhumanRreferenceRpangenomejRF1000ResearchhR2019hRthRmsqm 3.6 2

67 CrowdVariantvRaRcrowdsourcingRapproachRtoRclassifyRcopyRnumberRvariantsjRPacificgSymposiumgong
BiocomputinggPacificgSymposiumgongBiocomputinghR2019hRnphRnnpinoq 1.3 2

66 DeterminingRPerformanceRMetricsRforRTargetedRNextiGenerationRSequencingRPanelsRUsingR
ReferenceRMaterialsjRJournalgofgMoleculargDiagnosticshR2018hRnlhRqtoiqul 5.1 7

65 PrinciplesRandRRecommendationsRforRStandardizingRtheRUseRofRtheRNextiGenerationRSequencingR
VariantRFileRinRClinicalRSettingsjRJournalgofgMoleculargDiagnosticshR2017hRmuhRpmsipnr 5.1 13

64 GenomeiwideRreconstructionRofRcomplexRstructuralRvariantsRusingRreadRcloudsjRNaturegMethodshR
2017hRmphRumqiunl 21.6 65

63 ToolsRforRannotationRandRcomparisonRofRstructuralRvariationjRF1000ResearchhR2017hRrhRmsuq 3.6 11

62 ChallengingRaRbioinformaticRtoolcsRabilityRtoRdetectRmicrobialRcontaminantsRusingRwholeRgenomeR
sequencingRdatajRPeerJhR2017hRqhReosnu 3.1 6

61 ExtensiveRsequencingRofRsevenRhumanRgenomesRtoRcharacterizeRbenchmarkRreferenceRmaterialsjR
ScientificgDatahR2016hRohRmrllnq 8.2 345

60 ARresearchRroadmapRforRnextigenerationRsequencingRinformaticsjRSciencegTranslationalgMedicinehR
2016hRthRooqpsml 17.5 29

59 PEPRvRpipelinesRforRevaluatingRprokaryoticRreferencesjRAnalyticalgandgBioanalyticalgChemistryhR2016hR
plthRnusqito 4.4 5
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58 svclassifyvRaRmethodRtoRestablishRbenchmarkRstructuralRvariantRcallsjRBMCgGenomicshR2016hRmshRrp 4.5 68

57 DevelopmentRandRCharacterizationRofRReferenceRMaterialsRforRGeneticRTestingvRFocusRonRPublicR
PartnershipsjRAnnalsgofgLaboratorygMedicinehR2016hRorhRqmoinl 3.1 12

56 MedicalRimplicationsRofRtechnicalRaccuracyRinRgenomeRsequencingjRGenomegMedicinehR2016hRthRnp 14.4 83

55 GoodRlaboratoryRpracticeRforRclinicalRnextigenerationRsequencingRinformaticsRpipelinesjRNatureg
BiotechnologyhR2015hRoohRrtuiuo 44.5 115

54 svvizvRaRreadRviewerRforRvalidatingRstructuralRvariantsjRBioinformaticshR2015hRomhRouupir 7.2 29

53 AchievingRhighisensitivityRforRclinicalRapplicationsRusingRaugmentedRexomeRsequencingjRGenomeg
MedicinehR2015hRshRsm 14.4 41

52 BestRpracticesRforRevaluatingRsingleRnucleotideRvariantRcallingRmethodsRforRmicrobialRgenomicsjR
FrontiersgingGeneticshR2015hRrhRnoq 4.5 109

51 AnRanalyticalRframeworkRforRoptimizingRvariantRdiscoveryRfromRpersonalRgenomesjRNatureg
CommunicationshR2015hRrhRrnsq 17.4 73

50 InternationalRinterlaboratoryRstudyRcomparingRsingleRorganismRmrSRrRNARgeneRsequencingRdatavR
BeyondRconsensusRsequenceRcomparisonsjRBiomoleculargDetectiongandgQuantificationhR2015hRohRmsinp 12 3

49 AdvancingRBenchmarksRforRGenomeRSequencingjRCellgSystemshR2015hRmhRmsris 10.6 4

48 GenomicRReferenceRMaterialsRforRClinicalRApplicationsR2015hRouoipln 3

47 IntegratingRhumanRsequenceRdataRsetsRprovidesRaRresourceRofRbenchmarkRSNPRandRindelRgenotypeR
callsjRNaturegBiotechnologyhR2014hRonhRnpriqm 44.5 571

46 ImmobilizationRofRfibrinogenRantibodyRonRselfiassembledRgoldRmonolayersRforRimmunosensorR
applicationsjRTissuegEngineeringgandgRegenerativegMedicinehR2014hRmmhRmlimq 4.5 4

45 DisentanglingRtheReffectsRofRpolymerRcoatingsRonRsilverRnanoparticleRagglomerationhRdissolutionhR
andRtoxicityRtoRdetermineRmechanismsRofRnanotoxicityjRJournalgofgNanoparticlegResearchhR2012hRmphRm 2.3 39

44 AssuringRtheRqualityRofRnextigenerationRsequencingRinRclinicalRlaboratoryRpracticejRNatureg
BiotechnologyhR2012hRolhRmlooir 44.5 372

43 SyntheticRspikeiinRstandardsRimproveRrunispecificRsystematicRerrorRanalysisRforRDNARandRRNAR
sequencingjRPLoSgONEhR2012hRshRepmoqr 3.7 44

42 NanomaterialRToxicityvREmergingRStandardsRandREffortsRtoRSupportRStandardsRDevelopmentjR
NanostructuregSciencegandgTechnologyhR2011hRmsuinlt 0.9 9

41 StableRnanoparticleRaggregateskagglomeratesRofRdifferentRsizesRandRtheReffectRofRtheirRsizeRonR
hemolyticRcytotoxicityjRNanotoxicologyhR2011hRqhRqmsiol 5.3 190
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40 MeasuringRsilverRnanoparticleRdissolutionRinRcomplexRbiologicalRandRenvironmentalRmatricesRusingR
UVivisibleRabsorbancejRAnalyticalgandgBioanalyticalgChemistryhR2011hRplmhRmuuoinlln 4.4 170

39
MeasuringRagglomerateRsizeRdistributionRandRdependenceRofRlocalizedRsurfaceRplasmonRresonanceR
absorbanceRonRgoldRnanoparticleRagglomerateRsizeRusingRanalyticalRultracentrifugationjRACSgNanohR
2011hRqhRtlsliu

16.7 80

38 MagneticRconnectorsRforRmicrofluidicRapplicationsjRLabgongAgChiphR2010hRmlhRnpriu 7.2 36

37 EffectsRofRtemperaturehRacylRchainRlengthhRandRflowirateRratioRonRliposomeRformationRandRsizeRinRaR
microfluidicRhydrodynamicRfocusingRdevicejRSoftgMatterhR2010hRrhRmoqn 3.6 97

36 InterpretationRofRchronopotentiometricRtransientsRofRioniselectiveRmembranesRwithRtwoRtransitionR
timesjRJournalgofgElectroanalyticalgChemistryhR2010hRrothRnqpinrm 4.1 11

35 AssessmentRofRIoniIonophoreRComplexRDiffusionRCoefficientsRinRSolventRPolymericRMembranesjR
ElectroanalysishR2009hRnmhRmunoimuol 3 12

34 ChronopotentiometricRmethodRforRtheRassessmentRofRionophoreRdiffusionRcoefficientsRinRsolventR
polymericRmembranesjRJournalgofgSolidgStategElectrochemistryhR2009hRmohRmsmimsu 2.6 24

33
CurrentipolarizedRioniselectiveRmembranesvRTheRinfluenceRofRplasticizerRandRlipophilicRbackgroundR
electrolyteRonRconcentrationRprofileshRresistancehRandRvoltageRtransientsjRSensorsgandgActuatorsgB:g
ChemicalhR2009hRmorhRpmlipmt

8.5 15

32
ReverseRcurrentRpulseRmethodRtoRrestoreRuniformRconcentrationRprofilesRinRioniselectiveR
membranesjRnjRComparisonRofRtheRefficiencyRofRtheRdifferentRprotocolsjRAnalyticalgChemistryhR2009hR
tmhRqmqqirp

7.8 9

31
ReverseRcurrentRpulseRmethodRtoRrestoreRuniformRconcentrationRprofilesRinRioniselectiveR
membranesjRmjRGalvanostaticRpulseRmethodsRwithRdecreasedRcycleRtimejRAnalyticalgChemistryhR2009hR
tmhRqmpriqp

7.8 15

30 MathematicalRmodelRofRcurrentipolarizedRionophoreibasedRioniselectiveRmembranesjRJournalgofg
PhysicalgChemistrygBhR2008hRmmnhRnlltimq 3.4 26

29 ElectrochemicalRmethodsRforRtheRdeterminationRofRtheRdiffusionRcoefficientRofRionophoresRandR
ionophoreiionRcomplexesRinRplasticizedRPVCRmembranesjRAnalystvgThehR2008hRmoohRroqipn 5 41

28 MathematicalRModelRofRCurrentiPolarizedRIonophoreiBasedRIoniSelectiveRMembranesvRLargeR
CurrentRChronopotentiometryjRElectroanalysishR2008hRnlhRnquinru 3 26

27 StatisticalRanalysisRofRfractalibasedRbrainRtumorRdetectionRalgorithmsjRMagneticgResonancegImaginghR
2005hRnohRrsmit 3.3 60

26 svvizvRaRreadRviewerRforRvalidatingRstructuralRvariants 4

25 ComparingRVariantRCallRFilesRforRPerformanceRBenchmarkingRofRNextiGenerationRSequencingR
VariantRCallingRPipelines 73

24 GenomeiwideRreconstructionRofRcomplexRstructuralRvariantsRusingRreadRclouds 8

23 AssemblyRandRAnnotationRofRanRAshkenaziRHumanRReferenceRGenome 2
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22 OneRinRsevenRpathogenicRvariantsRcanRbeRchallengingRtoRdetectRbyRNGSvRAnRanalysisRofRpqlhlllR
patientsRwithRimplicationsRforRclinicalRsensitivityRandRgeneticRtestRimplementation 3

21 MultiiPlatformRAssessmentRofRDNARSequencingRPerformanceRusingRHumanRandRBacterialRReferenceR
GenomesRinRtheRABRFRNextiGenerationRSequencingRStudy 1

20 BenchmarkingRchallengingRsmallRvariantsRwithRlinkedRandRlongRreads 26

19 precisionFDARTruthRChallengeRVnvRCallingRvariantsRfromRshortiRandRlongireadsRinRdifficultitoimapRregions 25

18 AnRinterlaboratoryRstudyRofRcomplexRvariantRdetection 4

17 BestRPracticesRforRBenchmarkingRGermlineRSmallRVariantRCallsRinRHumanRGenomes 13

16 ReproducibleRintegrationRofRmultipleRsequencingRdatasetsRtoRformRhighiconfidenceRSNPhRindelhRandR
referenceRcallsRforRfiveRhumanRgenomeRreferenceRmaterials 26

15 genomeviewRiRanRextensibleRpythonibasedRgenomicsRvisualizationRengine 1

14 HighlyiaccurateRlongireadRsequencingRimprovesRvariantRdetectionRandRassemblyRofRaRhumanRgenome 29

13 HighicoveragehRlongireadRsequencingRofRHanRChineseRtrioRreferenceRsamples 1

12 SVCuratorvRARCrowdsourcingRappRtoRvisualizeRevidenceRofRstructuralRvariantsRforRtheRhumanRgenome 4

11 ARrobustRbenchmarkRforRgermlineRstructuralRvariantRdetection 34

10 EfficientRdeRnovoRassemblyRofRelevenRhumanRgenomesRusingRPromethIONRsequencingRandRaRnovelR
nanoporeRtoolkit 29

9 AccurateRchromosomeiscaleRhaplotypeiresolvedRassemblyRofRhumanRgenomes 18

8 ARDiploidRAssemblyibasedRBenchmarkRforRVariantsRinRtheRMajorRHistocompatibilityRComplex 4

7 CrowdVariantvRaRcrowdsourcingRapproachRtoRclassifyRcopyRnumberRvariants 1

6 TheRcompleteRsequenceRofRaRhumanRgenome 58

5 TowardsRaRComprehensiveRVariationRBenchmarkRforRChallengingRMedicallyiRelevantRAutosomalRGenes 8
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4 ARcompleteRreferenceRgenomeRimprovesRanalysisRofRhumanRgeneticRvariation 9

3 CompleteRgenomicRandRepigeneticRmapsRofRhumanRcentromeres 8

2 ChasingRperfectionvRvalidationRandRpolishingRstrategiesRforRtelomereitoitelomereRgenomeRassemblies 12

1 AutomatedRassemblyRofRhighiqualityRdiploidRhumanRreferenceRgenomes 3
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