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l Paper IF Citations

134 TheMgutMmicrobiomeMandMantibioticMresistomeMofMchronicMdiarrheaMrhesusMmacaquesMUȁacacaM
mulattaVMandMitsMsimilarityMtoMtheMhumanMgutMmicrobiomeaaMMicrobiomeYM2022YMdcYMel 16.6 2

133 uloodMtranscriptomeManalysisMrevealedMtheMimmuneMchangesMandMimmunologicalMadaptationMofM
wildnessMtrainingMgiantMpandasaaMMolecularhGeneticshandhGenomicsYM2022YMd 3.1 1

132 vomparativeMtranscriptomesMofMthreeMdifferentMskinMsitesMforMtheMtsiaticMtoadMUVaaMPeerJYM2022YMdcYMedellf 3.1 0

131 zvâ��ȁSManalysisMofMchemicalMconstituentsMandMdeterminationMofMtheMtotalMantioxidantMcapacityMofM
adultMpowderMofMPeriplanetaMamericanaMaMEntomologicalhResearchYM2022YMheYMikZji 1.3 1

130 tntibacterialMandMantiZvirulenceMeffectsMofMfurazolidoneMonMTrueperellaMpyogenesMandMPseudomonasM
aeruginosaaaMBMChVeterinaryhResearchYM2022YMdkYMddg 2.7 0

129 xpigenomicMprofilingMindicatesMaMroleMforMwNtMmethylationMinMtheMpostnatalMliverMandMpancreasM
developmentMofMgiantMpandasaaMGenomicsYM2022YMddcfge 4.3 0

128 WholeMbloodMtranscriptomeMprofilingMidentifiesMcandidateMgenesMassociatedMwithMalopeciaMinMmaleM
giantMpandasMUtiluropodaMmelanoleucaVaaMBMChGenomicsYM2022YMefYMelj 4.5 0

127 ’eterologousMPrimeZuoostM–mmunizationMwithMwNtMVaccineMandMȁodifiedMRecombinantMProteinsM
xnhancesM–mmuneMResponseMagainstMTrueperellaMpyogenesMinMȁiceaMVaccinesYM2022YMdcYMkfl 5.3 0

126 vompleteMmitochondrialMgenomeMofMxpisymploceMsplendensMUulattodeamMxctobiidaeVmMtMlargeM
intergenicMspacerMandMlackingMofMtwoMtRNtMgenesaMPLoShONEYM2022YMdjYMeceikcig 3.7

125 SpatiotemporalMexpressionMpatternsMofMthymosinMandMitsMimmuneMregulationMafterMbacterialM
stimulationMinMtmericanMcockroachMUPeriplanetaMamericanaVaMEntomologicalhResearchYM2021YMhdYMhkj 1.3

124 PyfastxmMaMrobustMPythonMpackageMforMfastMrandomMaccessMtoMsequencesMfromMplainMandMgzippedM
ytSTtbQMfilesaMBriefingshinhBioinformaticsYM2021YMeeYM 13.4 3

123 weMnovoMtranscriptomeMassembliesMofMxpicautaMtibialisMprovideMinsightsMintoMtheMsexualMdimorphismM
inMtheMproductionMofMcantharidinaMArchiveshofhInsecthBiochemistryhandhPhysiologyYM2021YMdciYMeedjkg 2.3 0

122 zeneMxxpressionMwifferencesMuetweenMwevelopmentalMStagesMofMtheMyallMtrmywormMUVaMDNAhandh
CellhBiologyYM2021YMgcYMhkcZhkk 3.6 1

121 vhangesMinMtheMȁicroRNtMProfileMofMtheMziantMPandaMtfterMvanineMwistemperMVaccinationMandMtheM
–ntegratedMtnalysisMofMȁicroRNtZȁessengerMRNtaMDNAhandhCellhBiologyYM2021YMgcYMhlhZich 3.6 0

120
ȁetabolicMcoldMadaptationMinMtheMtsiaticMtoadmMintraspecificMcomparisonMalongManMaltitudinalM
gradientaMJournalhofhComparativehPhysiologyhB:hBiochemicalvhSystemicvhandhEnvironmentalhPhysiologyYM
2021YMdldYMjihZjji

2.2 0

119
SequencingMandM’ighZvontiguityMzenomeMtssemblyMofMRevealsM–tsMSpecificMyattyMtcidMȁetabolismM
andMReproductiveMStemMvellMRegulatoryMNetworkaMFrontiershinhCellularhandhInfectionhMicrobiologyYM
2021YMddYMilfldg

5.9 1

118 –mmuneMprofilesMofMmaleMgiantMpandaMUtiluropodaMmelanoleucaVMduringMtheMbreedingMseasonaMBMCh
GenomicsYM2021YMeeYMdgf 4.5 1
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117 vharacterizationMofMβlfactoryMReceptorMRepertoiresMinMtheMxndangeredMSnowMáeopardMuasedMonMtheM
vhromosomeZáevelMzenomeaMDNAhandhCellhBiologyYM2021YMgcYMelfZfce 3.6 1

116 vharacterizationMofMmicrosatellitesMinMtheMendangeredMsnowMleopardMbasedMonMtheM
chromosomeZlevelMgenomeaMMammalhResearchYM2021YMiiYMfkhZflk 1.8 1

115 SexZspecificMgeneMexpressionMinMtheMbloodMofMfourMprimatesaMGenomicsYM2021YMddfYMeichZeidf 4.3 1

114 UnravelingMtheMcontentMofMtailMdisplaysMinManMtsianMagamidMlizardaMBehavioralhEcologyhandh
SociobiologyYM2021YMjhYMd 2.5

113 TranscriptomicMlandscapeMofMpersistentMdiarrhoeaMinMrhesusMmacaquesMandMcomparisonMwithMhumansM
andMmouseMmodelsMwithMinflammatoryMbowelMdiseaseaMGeneYM2021YMkccYMdghkfj 3.8 1

112 tssigningMtheMSexZSpecificMȁarkersMviaMzenotypingZbyZSequencingMontoMtheMYMvhromosomeMforMaM
TorrentMyrogaMGenesYM2020YMddYM 4.2 2

111 TranscriptomeManalysesMprovideMinsightsMintoMmaternalMimmuneMchangesMatMseveralMcriticalMphasesMofM
giantMpandaMreproductionaMDevelopmentalhandhComparativehImmunologyYM2020YMddcYMdcfill 3.2 2

110 –dentificationMandMcharacterizationMofMmicroRNtsMinMtmericanMcockroachMUPeriplanetaMamericanaVaM
GeneYM2020YMjgfYMdggidc 3.8 3

109 zeneMexpressionMprofilesMduringMpostnatalMdevelopmentMofMtheMliverMandMpancreasMinMgiantMpandasaM
AgingYM2020YMdeYMdhjchZdhjel 5.6 2

108 zenomeZWideMtnalysesMProvideM–nsightsMintoMtheMScavengingMáifestyleMofMtheMStripedM’yenaMUVaMDNAh
andhCellhBiologyYM2020YMflYMdkjeZdkkh 3.6 0

107 zenomicMevidenceMshedsMlightMonMtheMgeneticMmechanismsMofMmuskMsecretionMinMmuskratsaM
InternationalhJournalhofhBiologicalhMacromoleculesYM2020YMdghYMddklZddlk 7.9 1

106 PSȁwmMtnMextensiveMdatabaseMforMpanZspeciesMmicrosatelliteMinvestigationMandMmarkerM
developmentaMMolecularhEcologyhResourcesYM2020YMecYMekfZeld 8.4 4

105 ȁicroRNtZfcebfijMvlusterM–mpactsM’ostMtntimicrobialMwefenseMviaMRegulationMofMȁitophagicM
ResponseMtgainstM–nfectionaMFrontiershinhImmunologyYM2020YMddYMhildjf 8.4 4

104 tgeZrelatedMgeneMexpressionMandMwNtMmethylationMchangesMinMrhesusMmacaqueaMGenomicsYM2020YM
ddeYMhdgjZhdhi 4.3 6

103
zenomicMvopyMNumberMVariationMStudyMofMNineMȁacacaMSpeciesMProvidesMNewM–nsightsMintoMTheirM
zeneticMwivergenceYMtdaptationYMandMuiomedicalMtpplicationaMGenomehBiologyhandhEvolutionYM2020YM
deYMeeddZeefc

3.9 3

102 TheMcompleteMmitochondrialMgenomeMofMRobinMtccentorMUPasseriformesmMPrunellideaVaMMitochondrialh
DNAhParthB:hResourcesYM2020YMhYMfijiZfijj 0.5

101 vomprehensiveManalysisMofMlncRNtMandMmRNtMexpressionMchangesMinMTibetanMchickenMlungMtissueM
betweenMthreeMdevelopmentalMstagesaMAnimalhGeneticsYM2020YMhdYMjfdZjgc 2.5 4

100 zenomeZwideManalysisMshedsMlightMonMtheMhighZaltitudeMadaptationMofMtheMbuffZthroatedMpartridgeM
UTetraophasisMszechenyiiVaMMolecularhGeneticshandhGenomicsYM2020YMelhYMfdZgi 3.1 7

(2020-2021)

3



99 yirstMdemonstrationMofMgiantMpandaTsMimmuneMresponseMtoMcanineMdistemperMvaccineaMDevelopmentalh
andhComparativehImmunologyYM2020YMdceYMdcfgkl 3.2 6

98 vomparativeMTranscriptomicsMRevealsMtheMxxpressionMwifferencesMuetweenMyourMwevelopmentalM
StagesMofMtmericanMvockroachMUVaMDNAhandhCellhBiologyYM2019YMfkYMdcjkZdckj 3.6 1

97 TheMwraftMzenomeMofMtheMxndangeredMSichuanMPartridgeMUVMwithMxvolutionaryM–mplicationsaMGenesYM
2019YMdcYM 4.2 3

96
–solationMandMstrategiesMofMnovelMtetranucleotideMmicrosatellitesMwithMpolymorphismsMfromM
differentMchromosomesMofMtheMrhesusMmonkeyMUȁacacaMmulattaVaMMolecularhBiologyhReportsYM2019YM
giYMflhhZflii

2.8 0

95 TranscriptomeManalysisMrevealsMimmuneZrelatedMgeneMexpressionMchangesMwithMageMinMgiantMpandaMUVM
bloodaMAgingYM2019YMddYMeglZeie 5.6 9

94 voexistenceMofMȁicrobialMSpeciesMinMStructuredMvommunitiesMbyMyormingMaM’awkZwoveMzameMáikeM
–nteractiveMRelationshipaMFrontiershinhMicrobiologyYM2019YMdcYMkcj 5.7 2

93 zenomeZwideManalysisMrevealsMtheMgenomicMfeaturesMofMtheMturkeyMvultureMUvathartesMauraVMasMaM
scavengeraMMolecularhGeneticshandhGenomicsYM2019YMelgYMijlZile 3.1 6

92 uehavioralMheterogeneityMinMquorumMsensingMcanMstabilizeMsocialMcooperationMinMmicrobialM
populationsaMBMChBiologyYM2019YMdjYMec 7.3 17

91 vomparativeMgenomicsMshedsMlightMonMtheMpredatoryMlifestyleMofMaccipitridsMandMowlsaMScientifich
ReportsYM2019YMlYMeegl 4.9 12

90 PopulationMdivergenceMofMPseudomonasMaeruginosaMcanMleadMtoMtheMcoexistenceMwithMxscherichiaM
coliMinManimalMsuppurativeMlesionsaMVeterinaryhMicrobiologyYM2019YMefdYMdilZdji 3.3 4

89 ShanxiMpopulationMofMmuskMdeermMspeciesMreZidentificationMandMgeneticMrelationshipsMwithMitsMsisterM
speciesMbasedMonMmitochondrialMgenomesaMMitochondrialhDNAhParthB:hResourcesYM2019YMgYMlgfZlgg 0.5

88 vomparativeMzenomicsMRevealsMtheMzeneticMȁechanismsMofMȁuskMSecretionMandMtdaptiveM–mmunityM
inMvhineseMyorestMȁuskMweeraMGenomehBiologyhandhEvolutionYM2019YMddYMdcdlZdcfe 3.9 11

87 TheMfirstMdraftMgenomeMofMáophophorusmMtMstepMforwardMforMPhasianidaeMgenomicMdiversityMandM
conservationaMGenomicsYM2019YMdddYMdeclZdedh 4.3 4

86 PhenotypicMandMgeneticMcharacterizationMofMPseudomonasMaeruginosaMisolateMvβPeMfromMtheMlungsM
ofMvβPwMpatientsMinMvhinaaMPathogenshandhDiseaseYM2019YMjjYM 4.2 3

85 TheMcompleteMmitochondrialMgenomeMofMandMitsMphylogeneticMpositionaMMitochondrialhDNAhParthB:h
ResourcesYM2019YMgYMedheZedhf 0.5 1

84 ȁTβRMinvolvedMinMbacterialMeliminationMagainstMTrueperellaMpyogenesMinfectionMbasedMonMmiceM
modelMbyMtranscriptomeMandMbiochemicalManalysisaMVeterinaryhMicrobiologyYM2019YMefhYMdllZeck 3.3 4

83 vloningYMxxpressionMandMxffectsMofMThymosinMonMWoundM’ealingaMInternationalhJournalhofhMolecularh
SciencesYM2019YMecYM 6.3 4

82 SingleZbaseZresolutionMmethylomeMofMgiantMpandaTsMbrainYMliverMandMpancreaticMtissueaMPeerJYM2019YMjYMejkgj3.1 1
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81
zenomeZwideMinvestigationMofMmicrosatelliteMpolymorphismMinMcodingMregionMofMtheMgiantMpandaM
UtiluropodaMmelanoleucaVMgenomemMaMresourceMforMstudyMofMphenotypeMdiversityMandMabnormalMtraitsaM
MammalhResearchYM2019YMigYMfhfZfif

1.8 2

80 tM’ighZQualityMwraftMzenomeMtssemblyMofMtheMulackZNeckedMvraneMUzrusMnigricollisVMuasedMonM
NanoporeMSequencingaMGenomehBiologyhandhEvolutionYM2019YMddYMfffeZffgc 3.9 3

79 TheMcompleteMmitochondrialMgenomeMofMtheMUPasseriformesmMTimaliidaeVaMMitochondrialhDNAhParthB:h
ResourcesYM2019YMgYMfidcZfidd 0.5 0

78 TeszMisMaMtypeM–MsecretionMeffectorMofMPseudomonasMaeruginosaMthatMsuppressesMtheMhostMimmuneM
responseMduringMchronicMinfectionaMNaturehMicrobiologyYM2019YMgYMghlZgil 26.6 18

77
wiversificationMandMhistoricalMdemographyMofMtheMrapidMracerunnerMUxremiasMveloxVMinMrelationMtoM
geologicalMhistoryMandMPleistoceneMclimaticMoscillationsMinMaridMventralMtsiaaMMolecularhPhylogeneticsh
andhEvolutionYM2019YMdfcYMeggZehk

4.1 7

76 TheMdraftMgenomeMsequenceMofMforestMmuskMdeerMUȁoschusMberezovskiiVaMGigaScienceYM2018YMjYM 7.6 16

75 tgeZassociatedMmicrobiomeMshowsMtheMgiantMpandaMlivesMonMhemicellulosesYMnotMonMcelluloseaMISMEh
JournalYM2018YMdeYMdfdlZdfek 11.9 39

74 tncientMhybridizationMandMadmixtureMinMmacaquesMUgenusMȁacacaVMinferredMfromMwholeMgenomeM
sequencesaMMolecularhPhylogeneticshandhEvolutionYM2018YMdejYMfjiZfki 4.1 18

73 KraitmManMultrafastMtoolMforMgenomeZwideMsurveyMofMmicrosatellitesMandMprimerMdesignaMBioinformaticsYM
2018YMfgYMikdZikf 7.2 49

72 vhitosanZwNtMnanoparticlesMenhancedMtheMimmunogenicityMofMmultivalentMwNtMvaccinationMonMmiceM
againstMTrueperellaMpyogenesMinfectionaMJournalhofhNanobiotechnologyYM2018YMdiYMk 9.4 30

71 QuorumZsensingMmoleculesMNZacylMhomoserineMlactonesMinhibitMTrueperellaMpyogenesMinfectionMinM
mouseMmodelaMVeterinaryhMicrobiologyYM2018YMedfYMklZlg 3.3 11

70 zenomeZwideMminingMofMperfectMmicrosatellitesMandMtetranucleotideMorthologousMmicrosatellitesM
estimatesMinMsixMprimateMspeciesaMGeneYM2018YMigfYMdegZdfe 3.8 8

69
vomparativeMgenomeZwideMsurveyMofMsingleMnucleotideMvariationMuncoversMtheMgeneticMdiversityMandM
potentialMbiomedicalMapplicationsMamongMsixMȁacacaMspeciesaMInternationalhJournalhofhMolecularh
SciencesYM2018YMdlYM

6.3 1

68 QuorumZSensingMandMTypeMV–MSecretionMSystemMvanMwirectM–nterspecificMvoexistenceMwuringM
xvolutionaMFrontiershinhMicrobiologyYM2018YMlYMeekj 5.7 11

67 zenomeZwideMminingMandMcomparativeManalysisMofMmicrosatellitesMinMthreeMmacaqueMspeciesaM
MolecularhGeneticshandhGenomicsYM2017YMeleYMhfjZhhc 3.1 19

66 vomparativeMtranscriptomeManalysisMofMTrueperellaMpyogenesMrevealsMaMnovelMantimicrobialMstrategyaM
ArchiveshofhMicrobiologyYM2017YMdllYMiglZihh 3 6

65 tpplyingMwNtMbarcodingMtoMconservationMpracticemMaMcaseMstudyMofMendangeredMbirdsMandMlargeM
mammalsMinMvhinaaMBiodiversityhandhConservationYM2017YMeiYMihfZiik 3.4 7

64 RelationshipMbetweenMhumanMdisturbanceMandMxndangeredMgiantMpandaMtiluropodaMmelanoleucaM
habitatMuseMinMtheMwaxianglingMȁountainsaMOryxYM2017YMhdYMdgiZdhe 1.5 20

(2017-2019)
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63 vompleteMmitochondrialMgenomesMofMtwoMblattidMcockroachesYMPeriplanetaMaustralasiaeMandM
NeostylopygaMrhombifoliaYMandMphylogeneticMrelationshipsMwithinMtheMulattariaaMPLoShONEYM2017YMdeYMecdjjdie3.7 4

62 tMnovelMmitochondrialMgenomeMofMtrborophilaMandMnewMinsightMintoMtrborophilaMevolutionaryM
historyaMPLoShONEYM2017YMdeYMecdkdigl 3.7 7

61 ȁitochondrialMgenomesMofMblisterMbeetlesMUvoleopteraYMȁeloidaeVMandMtwoMlargeMintergenicMspacersM
inM’ycleusMgeneraaMBMChGenomicsYM2017YMdkYMilk 4.5 21

60
–dentificationMofMdeerMspeciesMUvervidaeYMvetartiodactylaVMinMvhinaMusingMmitochondrialMcytochromeMcM
oxidaseMsubunitM–MUmtwNtMvβ–VaMMitochondrialhDNAhParthA:hDNAhMappingvhSequencingvhandhAnalysisYM
2016YMejYMgegcZgegf

1.3 6

59 TheMcompleteMmitochondrialMgenomeMofMlesserMlongZtailedM’amsterMvricetulusMlongicaudatusM
UȁilneZxdwardsYMdkijVMandMphylogeneticMimplicationsaMMitochondrialhDNAYM2016YMejYMdfcfZg 4

58 TheMcompleteMmitochondrialMgenomeMofMtssameseMȁacaquesMUȁacacaMassamensisVaMMitochondrialh
DNAYM2016YMejYMeeiZj 3

57 TheMcompleteMmitochondrialMgenomeMofMvricetulusMkamensisMURodentiamMvricetidaeVaMMitochondrialh
DNAYM2016YMejYMljiZj 4

56 TheMcompleteMmitochondrialMgenomeMofMtheMVibrissaphoraMboringiiMUtnuramMȁegophryidaeVaM
MitochondrialhDNAYM2016YMejYMjhkZl 6

55 NutrientMreductionMinducedMstringentMresponsesMpromoteMbacterialMquorumZsensingMdivergenceMforM
populationMfitnessaMScientifichReportsYM2016YMiYMfgleh 4.9 10

54 vompleteMmitochondrialMgenomeMsequenceMofMtrborealMurownZtoothedMShrewYaMMitochondrialhDNAh
ParthB:hResourcesYM2016YMdYMffeZfff 0.5

53 TheMcompleteMmitochondrialMgenomeMofMtheMxlapheMperlaceaMUSquamatamMvolubridaeVaMMitochondrialh
DNAYM2016YMejYMdeZf 3

52 PhylogeneticManalysisMofMtheMulackMStorkMviconiaMnigraMUviconiiformesmMviconiidaeVMbasedMonM
completeMmitochondrialMgenomeaMMitochondrialhDNAYM2016YMejYMeidZe 2

51 WorldwideMpatternsMofMgenomicMvariationMandMadmixtureMinMgrayMwolvesaMGenomehResearchYM2016YMeiYMdifZjf9.7 118

50 TheMcompleteMmitochondrialMgenomeMofMxpicautaMchinensisMUvoleopteramMȁeloidaeVMandM
phylogeneticManalysisMamongMvoleopteranMinsectsaMGeneYM2016YMhjkYMejgZkc 3.8 22

49 xxperimentalMwarmingMeffectsMonMrootMnitrogenMabsorptionMandMmycorrhizalMinfectionMinMaMsubalpineM
coniferousMforestaMScandinavianhJournalhofhForesthResearchYM2016YMfdYMfgjZfhg 1.7 2

48 TheMcompleteMmitochondrialMgenomeMofMtheMáeopoldamysMedwardsiMURodentiamMȁuridaeVaM
MitochondrialhDNAYM2016YMejYMdkkeZg 2

47 ȁitochondrialMzenomeMandMNuclearMȁarkersMProvideMNewM–nsightMintoMtheMxvolutionaryM’istoryMofM
ȁacaquesaMPLoShONEYM2016YMddYMecdhgiih 3.7 16

46 xffectsMofMSupplementaryMyeedingMonMtheMureedingMxcologyMofMtheMuuffZThroatedMPartridgeMinMaM
TibetanMSacredMSiteYMvhinaaMPLoShONEYM2016YMddYMecdgihik 3.7 2
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45 vharacterizationMofMperfectMmicrosatelliteMbasedMonMgenomeZwideMandMchromosomeMlevelMinMRhesusM
monkeyMUȁacacaMmulattaVaMGeneYM2016YMhleYMeilZjh 3.8 18

44 –dentificationMofMvRdMretroposonsMinMtrborophilaMrufipectusMandMtheirMapplicationMtoMPhasianidaeM
phylogenyaMMolecularhEcologyhResourcesYM2016YMdiYMdcfjZgl 8.4 1

43 wNtMvaccinationMbasedMonMpyolysinMcoZimmunizedMwithM–áZd˛†MenhancesMhostMantibacterialMimmunityM
againstMTrueperellaMpyogenesMinfectionaMVaccineYM2016YMfgYMfgilZjj 4.1 17

42 TranscriptomeZwerivedMTetranucleotideMȁicrosatellitesMandMTheirMtssociatedMzenesMfromMtheMziantM
PandaMUtiluropodaMmelanoleucaVaMJournalhofhHeredityYM2016YMdcjYMgefZfc 2.4 7

41 –dentificationMandMcharacterizationMofMpolymorphicMtluMinsertionsMinMtheMTibetanMmacaqueMUȁacacaM
thibetanaVaMEuropeanhJournalhofhWildlifehResearchYM2015YMidYMdgfZdgl 2 2

40 ȁolecularMphylogeneticMrelationshipsMamongMtsiaticMshrewlikeMmolesMinferredMfromMtheMcompleteM
mitogenomesaMJournalhofhZoologicalhSystematicshandhEvolutionaryhResearchYM2015YMhfYMdhhZdic 1.9 6

39 ProfileMofMmicroRNtMinMziantMPandaMuloodmMtMResourceMforM–mmuneZRelatedMandMNovelMmicroRNtsaM
PLoShONEYM2015YMdcYMecdgfege 3.7 3

38
RetractionMforMZhaoMetMalaYMPseudomonasMaeruginosaMouterMmembraneMvesiclesMmodulateMhostM
immuneMresponsesMbyMtargetingMtheMtollZlikeMreceptorMgMsignalingMpathwayaMInfectionhandhImmunityYM
2015YMkfYMedlk

3.7 1

37 ȁolecularMphylogeneticsMandMphylogeographicMstructureMofMSorexMbedfordiaeMbasedMonM
mitochondrialMandMnuclearMwNtMsequencesaMMolecularhPhylogeneticshandhEvolutionYM2015YMkgYMeghZhf 4.1 14

36 yirstMinsightsMintoMtheMgiantMpandaMUtiluropodaMmelanoleucaVMbloodMtranscriptomemMaMresourceMforM
novelMgeneMlociMandMimmunogeneticsaMMolecularhEcologyhResourcesYM2015YMdhYMdccdZdf 8.4 19

35 tnalysisMofMtheMphenolicMcompoundsMinMrootMexudatesMproducedMbyMaMsubalpineMconiferousMspeciesMasM
responsesMtoMexperimentalMwarmingMandMnitrogenMfertilisationaMChemistryhandhEcologyYM2014YMfcYMhhhZhih2.3 12

34 WholeZgenomeMsequencingMofMtibetanMmacaqueMUȁacacaMThibetanaVMprovidesMnewMinsightMintoMtheM
macaqueMevolutionaryMhistoryaMMolecularhBiologyhandhEvolutionYM2014YMfdYMdgjhZkl 8.3 36

33
vompleteMmitogenomeMofMvhineseMshrewMmoleMUropsilusMsoricipesMUȁilneZxdwardsYMdkjdVM
UȁammaliamMTalpidaeVMandMgeneticMstructureMofMtheMspeciesMinMtheM iajinMȁountainsMUvhinaVaMJournalhofh
NaturalhHistoryYM2014YMgkYMdgijZdgkf

0.5 7

32 zenesMasMearlyMrespondersMregulateMquorumZsensingMandMcontrolMbacterialMcooperationMinM
PseudomonasMaeruginosaaMPLoShONEYM2014YMlYMedcdkkj 3.7 11

31 ’ypoxiaMadaptationsMinMtheMgreyMwolfMUvanisMlupusMchancoVMfromMQinghaiZTibetMPlateauaMPLoSh
GeneticsYM2014YMdcYMedccggii 6 107

30 PhylogenomicsMandMevolutionaryMdynamicsMofMtheMfamilyMtctinomycetaceaeaMGenomehBiologyhandh
EvolutionYM2014YMiYMeiehZff 3.9 15

29
PhylogeneticMlineagesMofMȁonopterusMalbusMUSynbranchiformesmMSynbranchidaeVMinMvhinaMinferredM
fromMmitochondrialMcontrolMregionaMJournalhofhZoologicalhSystematicshandhEvolutionaryhResearchYM
2013YMhdYMfkZgg

1.9 3

28 ’ighMintraZpopulationMgeneticMvariabilityMandMinterZpopulationMdifferentiationMinMaMplateauM
specializedMfishYMTriplophysaMorientalisaMEnvironmentalhBiologyhofhFishesYM2012YMlfYMhdlZhfc 1.6 12

(2012-2016)
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27 tMtripleZprimerMPvRMapproachMforMtheMsexMidentificationMofMendangeredMPhasianidaeMbirdsaMEuropeanh
JournalhofhWildlifehResearchYM2012YMhkYMeklZelg 2 7

26
TheMcompleteMmitochondrialMgenomeMofMtheMvhineseMSikaMdeerMUvervusMnipponMTemminckYMdkfkVYM
andMphylogeneticManalysisMamongMvervidaeYMȁoschidaeMandMuovidaeaMJournalhofhNaturalhHistoryYM2012
YMgiYMdjgjZdjhl

0.5 8

25 ȁolecularMphylogenyMofMmajorMlineagesMofMtheMavianMfamilyMPhasianidaeMinferredMfromMcompleteM
mitochondrialMgenomeMsequencesaMJournalhofhNaturalhHistoryYM2012YMgiYMjhjZjij 0.5 5

24 vooperativeMbreedingMbyMuuffZthroatedMPartridgeMTetraophasisMszechenyiimMaMcaseMinMtheMzalliformesaM
JournalhofhOrnithologyYM2011YMdheYMilhZjcc 1.5 5

23 wNtMbarcodingMofMdkMspeciesMofMuovidaeaMSciencehBulletinYM2011YMhiYMdigZdik 23

22
vompleteMmitochondrialMgenomeMofMTetraophasisMszechenyiiMȁadarˆ¡szYMdkkhMUtvesmMzalliformesmM
PhasianidaeVYMandMitsMgeneticMvariationMasMinferredMfromMtheMmitochondrialMwNtMvontrolMRegionaM
JournalhofhNaturalhHistoryYM2010YMggYMelhhZelig

0.5 5

21
ȁitochondrialMwNtMgeneticMvariationMandMphylogeographyMofMtheMrecentlyMdescribedMvoleMspeciesM
ProedromysMliangshanensisMáiuYMSunYMZengMandMZhaoYMeccjMURodentiamMtrvicolinaeVaMJournalhofh
NaturalhHistoryYM2010YMggYMeilfZejcf

0.5 2

20 vonservationMofMtheMxndangeredMgiantMpandaMtiluropodaMmelanoleucaMinMvhinamMsuccessesMandM
challengesaMOryxYM2009YMgfYMdji 1.5 13

19 áimitedMgeneticMdiversityMofManMendemicMsubspeciesMSchizopygopsisMchengiMbaoxingensisMasMinferredM
fromMtheMmitochondrialMwNtMcontrolMregionaMHydrobiologiaYM2009YMifeYMfjdZfji 2.4 8
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