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j Paper IF Citations

76 TheMpowerMofMgeneticMdiversityMinMgenomecwideMassociationMstudiesMofMlipidsdMNaturebM2021bM 50.4 24

75 RobustMestimatesMofMheritableMcoronaryMdiseaseMriskMinMindividualsMwithMtypeMhMdiabetesdMGeneticn
EpidemiologybM2021bM 2.6 1

74 TheMtranscancestralMgenomicMarchitectureMofMglycemicMtraitsdMNaturenGeneticsbM2021bMkibMnjfcnlf 36.3 44

73 yommonMgeneticMvariantsMandMmodifiableMriskMfactorsMunderpinMhypertrophicMcardiomyopathyM
susceptibilityMandMexpressivitydMNaturenGeneticsbM2021bMkibMgikcgjh 36.3 33

72 SexcdimorphicMgeneticMeffectsMandMnovelMlociMforMfastingMglucoseMandMinsulinMvariabilitydMNaturen
CommunicationsbM2021bMghbMhj 17.4 30

71 ReevaluationMofMtheMSouthMwsianMIntronicMzeletionMinMHypertrophicMyardiomyopathydMCirculationn
GenomicnandnPrecisionnMedicinebM2020bMgibMeffhmni 5.2 14

70 IdentifyingMsmallceffectMgeneticMassociationsMoverlookedMbyMtheMconventionalMfixedceffectMmodelMinM
aMlargecscaleMmetacanalysisMofMcoronaryMarteryMdiseasedMBioinformaticsbM2020bMilbMkkhckkm 7.2

69 ₁eneticMPredispositionMtoMyoronaryMwrteryMziseaseMinMTypeMhMziabetesMMellitusdMCirculationnGenomicn
andnPrecisionnMedicinebM2020bMgibMeffhmlo 5.2 1

68 wMkeyMroleMforMtheMnovelMcoronaryMarteryMdiseaseMgeneMJywzMinMatherosclerosisMviaMshearMstressM
mechanotransductiondMCardiovascularnResearchbM2020bMgglbMgnlicgnmj 9.9 7

67 MultiancestryM₁enomecWideMwssociationMStudyMofMLipidMLevelsMIncorporatingM₁enecwlcoholM
InteractionsdMAmericannJournalnofnEpidemiologybM2019bMgnnbMgfiicgfkj 3.8 39

66 ₁eneticMvariationMinMywzMhMasMaMlinkMbetweenMpsychologicalMtraitsMandMobesitydMScientificnReportsbM
2019bMobMmiio 4.9 18

65 wMmulticancestryMgenomecwideMstudyMincorporatingMgenecsmokingMinteractionsMidentifiesMmultipleM
newMlociMforMpulseMpressureMandMmeanMarterialMpressuredMHumannMolecularnGeneticsbM2019bMhnbMhlgkchlii 5.6 14

64 MulticancestryMgenomecwideMgenecsmokingMinteractionMstudyMofMinmbhmhMindividualsMidentifiesMnewM
lociMassociatedMwithMserumMlipidsdMNaturenGeneticsbM2019bMkgbMlilcljn 36.3 59

63 wssociationsMofMautozygosityMwithMaMbroadMrangeMofMhumanMphenotypesdMNaturenCommunicationsbM
2019bMgfbMjokm 17.4 40

62 ManhattanaapMdisplayingMgenomecwideMassociationMsummaryMstatisticsMwithMmultipleMannotationM
layersdMBMCnBioinformaticsbM2019bMhfbMlgf 3.6 3

61 NetworkManalysisMofMcoronaryMarteryMdiseaseMriskMgenesMelucidatesMdiseaseMmechanismsMandM
druggableMtargetsdMScientificnReportsbM2018bMnbMijij 4.9 31

60 wMLargecScaleMMulticancestryM₁enomecwideMStudyMwccountingMforMSmokingMxehaviorMIdentifiesM
MultipleMSignificantMLociMforMxloodMPressuredMAmericannJournalnofnHumannGeneticsbM2018bMgfhbMimkcjff 11 59
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59 MutantMMuscleMLIMMProteinMykn₁McausesMcardiomyopathyMthroughMproteinMdepletiondMJournalnofn
MolecularnandnCellularnCardiologybM2018bMghgbMhnmchol 5.8 6

58 LackMofMgeneticMsupportMforMsharedMaetiologyMofMyoronaryMwrteryMziseaseMandMLateconsetM
wlzheimerUsMdiseasedMScientificnReportsbM2018bMnbMmgfh 4.9 5

57 NovelMgeneticMassociationsMforMbloodMpressureMidentifiedMviaMgenecalcoholMinteractionMinMupMtoMkmfKM
individualsMacrossMmultipleMancestriesdMPLoSnONEbM2018bMgibMefgongll 3.7 31

56 NeonatalMMicrocRNwMProfileMzeterminesM ndothelialMFunctionMinMOffspringMofMHypertensiveM
PregnanciesdMHypertensionbM2018bMmhbMoimcojk 8.5 16

55
zifferentialM₁eneM xpressionMinMMacrophagesMFromMHumanMwtheroscleroticMPlaquesMShowsM
yonvergenceMonMPathwaysMImplicatedMbyM₁enomecWideMwssociationMStudyMRiskMVariantsdM
Arteriosclerosis,nThrombosis,nandnVascularnBiologybM2018bMinbMhmgnchmif

9.4 14

54 ₁eneticManalysisMofMoverMgMmillionMpeopleMidentifiesMkikMnewMlociMassociatedMwithMbloodMpressureM
traitsdMNaturenGeneticsbM2018bMkfbMgjghcgjhk 36.3 386

53 SystematicM valuationMofMPleiotropyMIdentifiesMlMFurtherMLociMwssociatedMWith´ yoronaryM
wrtery´ ziseasedMJournalnofnthenAmericannCollegenofnCardiologybM2017bMlobMnhicnil 15.1 146

52 LossMofMyardioprotectiveM ffectsMatMtheMLocusMasMaMResultMofM₁enecSmokingMInteractionsdMCirculationbM
2017bMgikbMhiilchiki 16.7 36

51 wMmousectocmanMcandidateMgeneMstudyMidentifiesMassociationMofMchronicMotitisMmediaMwithMtheMlociM
T₁IFgMandMFxXOggdMScientificnReportsbM2017bMmbMghjol 4.9 12

50
ImpactMofMcommonMgeneticMdeterminantsMofMHemoglobinMwgcMonMtypeMhMdiabetesMriskMandMdiagnosisM
inMancestrallyMdiverseMpopulationspMwMtransethnicMgenomecwideMmetacanalysisdMPLoSnMedicinebM2017bM
gjbMegffhini

11.6 223

49 NovelMxloodMPressureMLocusMandM₁eneMziscoveryMUsingM₁enomecWideMwssociationMStudyMandM
 xpressionMzataMSetsMFromMxloodMandMtheMKidneydMHypertensionbM2017bM 8.5 85

48 wssociationManalysesMbasedMonMfalseMdiscoveryMrateMimplicateMnewMlociMforMcoronaryMarteryMdiseasedM
NaturenGeneticsbM2017bMjobMginkcgiog 36.3 361

47 IdentifyingMsystematicMheterogeneityMpatternsMinMgeneticMassociationMmetacanalysisMstudiesdMPLoSn
GeneticsbM2017bMgibMegfflmkk 6 12

46
IdentificationMofMaMnovelMproinsulincassociatedMSNPMandMdemonstrationMthatMproinsulinMisMunlikelyMtoM
beMaMcausalMfactorMinMsubclinicalMvascularMremodellingMusingMMendelianMrandomisationdM
AtherosclerosisbM2017bMhllbMgolchfj

3.1 2

45 wMprincipalMcomponentMmetacanalysisMonMmultipleManthropometricMtraitsMidentifiesMnovelMlociMforM
bodyMshapedMNaturenCommunicationsbM2016bMmbMgiikm 17.4 46

44 TheMgeneticsMofMbloodMpressureMregulationMandMitsMtargetMorgansMfromMassociationMstudiesMinMijhbjgkM
individualsdMNaturenGeneticsbM2016bMjnbMggmgcggnj 36.3 251

43 NoMwssociationMofMyoronaryMwrteryMziseaseMwithMXcyhromosomalMVariantsMinMyomprehensiveM
InternationalMMetacwnalysisdMScientificnReportsbM2016bMlbMikhmn 4.9 18

42 wdultMheightbMcoronaryMheartMdiseaseMandMstrokepMaMmulticlocusMMendelianMrandomizationM
metacanalysisdMInternationalnJournalnofnEpidemiologybM2016bMjkbMgohmcgoim 7.8 65
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41 yausalMwssessmentMofMSerumMUrateMLevelsMinMyardiometabolicMziseasesMThroughMaMMendelianM
RandomizationMStudydMJournalnofnthenAmericannCollegenofnCardiologybM2016bMlmbMjfmcjgl 15.1 101

40 wMmetacanalysisMofMghfMhjlMindividualsMidentifiesMgnMnewMlociMforMfibrinogenMconcentrationdMHumann
MolecularnGeneticsbM2016bMhkbMikncmf 5.6 54

39 yodingMVariationMinMwN₁PTLjbMLPLbMandMSV PgMandMtheMRiskMofMyoronaryMziseasedMNewnEnglandn
JournalnofnMedicinebM2016bMimjbMggijcjj 59.2 325

38 wMcomprehensiveMgbfffM₁enomescbasedMgenomecwideMassociationMmetacanalysisMofMcoronaryMarteryM
diseasedMNaturenGeneticsbM2015bMjmbMgghgcggif 36.3 1290

37  xomeMsequencingMidentifiesMrareMLzLRMandMwPOwkMallelesMconferringMriskMforMmyocardialMinfarctiondM
NaturebM2015bMkgnbMgfhcl 50.4 463

36 RareMandMlowcfrequencyMvariantsMandMtheirMassociationMwithMplasmaMlevelsMofMfibrinogenbMFVIIbMFVIIIbM
andMvWFdMBloodbM2015bMghlbMegocho 2.2 45

35 TheMInfluenceMofMwgeMandMSexMonM₁eneticMwssociationsMwithMwdultMxodyMSizeMandMShapepMwM
LargecScaleM₁enomecWideMInteractionMStudydMPLoSnGeneticsbM2015bMggbMegffkimn 6 220

34 NewMgeneticMlociMlinkMadiposeMandMinsulinMbiologyMtoMbodyMfatMdistributiondMNaturebM2015bMkgnbMgnmcgol 50.4 920

33 ₁eneticMstudiesMofMbodyMmassMindexMyieldMnewMinsightsMforMobesityMbiologydMNaturebM2015bMkgnbMgomchfl 50.4 2687

32 LowcfrequencyMandMrareMexomeMchipMvariantsMassociateMwithMfastingMglucoseMandMtypeMhMdiabetesM
susceptibilitydMNaturenCommunicationsbM2015bMlbMknom 17.4 147

31 ModulationMofMgeneticMassociationsMwithMserumMurateMlevelsMbyMbodycmasscindexMinMhumansdMPLoSn
ONEbM2015bMgfbMefggomkh 3.7 31

30 wnalysisMofMtheMroleMofMinterleukinMlMreceptorMhaplotypesMinMtheMregulationMofMcirculatingMlevelsMofM
inflammatoryMbiomarkersMandMriskMofMcoronaryMheartMdiseasedMPLoSnONEbM2015bMgfbMefggoonf 3.7 17

29 wssociationMofMlowcfrequencyMandMrareMcodingcsequenceMvariantsMwithMbloodMlipidsMandMcoronaryM
heartMdiseaseMinMklbfffMwhitesMandMblacksdMAmericannJournalnofnHumannGeneticsbM2014bMojbMhhicih 11 233

28 wMcommonMLPwMnullMalleleMassociatesMwithMlowerMlipoproteinVaWMlevelsMandMcoronaryMarteryMdiseaseM
riskdMArteriosclerosis,nThrombosis,nandnVascularnBiologybM2014bMijbMhfokco 9.4 33

27 ₁enecageMinteractionsMinMbloodMpressureMregulationpMaMlargecscaleMinvestigationMwithMtheMyHwR₁ bM
₁lobalMxPgenbMandMIyxPMyonsortiadMAmericannJournalnofnHumannGeneticsbM2014bMokbMhjcin 11 80

26 zefiningMtheMroleMofMcommonMvariationMinMtheMgenomicMandMbiologicalMarchitectureMofMadultMhumanM
heightdMNaturenGeneticsbM2014bMjlbMggmicnl 36.3 1339

25 MetacanalysisMofMgeneclevelMtestsMforMrareMvariantMassociationdMNaturenGeneticsbM2014bMjlbMhffcj 36.3 142

24 NoMevidenceMforMgenomecwideMinteractionsMonMplasmaMfibrinogenMbyMsmokingbMalcoholMconsumptionM
andMbodyMmassMindexpMresultsMfromMmetacanalysesMofMnfblfmMsubjectsdMPLoSnONEbM2014bMobMeggggkl 3.7 5
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23 HumanMgeneticMevidenceMforMinvolvementMofMyzgimMinMatherosclerosisdMMolecularnMedicinebM2014bMhfbMjklclk6.2 8

22 zistributionMandMmedicalMimpactMofMlosscofcfunctionMvariantsMinMtheMFinnishMfounderMpopulationdMPLoSn
GeneticsbM2014bMgfbMegffjjoj 6 243

21 ₁eneccentricMmetacanalysisMinMnmbmilMindividualsMofM uropeanMancestryMidentifiesMmultipleM
bloodcpressurecrelatedMlocidMAmericannJournalnofnHumannGeneticsbM2014bMojbMijoclf 11 131

20  xcludedMcalyxMfollowingMpercutaneousMnephrolithotomypMaMrareMcomplicationdMIndiannJournalnofn
SurgerybM2013bMmkbMklcn 0.3 3

19 MetacanalysisMofMgeneclevelMassociationsMforMrareMvariantsMbasedMonMsinglecvariantMstatisticsdM
AmericannJournalnofnHumannGeneticsbM2013bMoibMhilcjn 11 49

18 SecretoryMphospholipaseMwVhWcIIwMandMcardiovascularMdiseasepMaMmendelianMrandomizationMstudydM
JournalnofnthenAmericannCollegenofnCardiologybM2013bMlhbMgollcgoml 15.1 91

17 LargecscaleMassociationManalysisMidentifiesMnewMriskMlociMforMcoronaryMarteryMdiseasedMNaturenGeneticsbM
2013bMjkbMhkcii 36.3 1172

16 wssociationMbetweenMtheMchromosomeMophgMlocusMandMangiographicMcoronaryMarteryMdiseaseM
burdenpMaMcollaborativeMmetacanalysisdMJournalnofnthenAmericannCollegenofnCardiologybM2013bMlgbMokmcmf 15.1 56

15 SexcstratifiedMgenomecwideMassociationMstudiesMincludingMhmfbfffMindividualsMshowMsexualM
dimorphismMinMgeneticMlociMforManthropometricMtraitsdMPLoSnGeneticsbM2013bMobMegffikff 6 277

14
 xomeMsequencingMandMdirectedMclinicalMphenotypingMdiagnoseMcholesterolMesterMstorageMdiseaseM
presentingMasMautosomalMrecessiveMhypercholesterolemiadMArteriosclerosis,nThrombosis,nandnVascularn
BiologybM2013bMiibMhofocgj

9.4 76

13 ₁enomecwideMassociationMstudyMidentifiesMaMvariantMinMHzwyoMassociatedMwithMlargeMvesselMischemicM
strokedMNaturenGeneticsbM2012bMjjbMihncii 36.3 314

12 wMgenomecwideMapproachMaccountingMforMbodyMmassMindexMidentifiesMgeneticMvariantsMinfluencingM
fastingMglycemicMtraitsMandMinsulinMresistancedMNaturenGeneticsbM2012bMjjbMlkoclo 36.3 615

11 LargecscaleMassociationManalysesMidentifyMnewMlociMinfluencingMglycemicMtraitsMandMprovideMinsightM
intoMtheMunderlyingMbiologicalMpathwaysdMNaturenGeneticsbM2012bMjjbMoogcgffk 36.3 621

10 ₁eneticMvariantsMinMnovelMpathwaysMinfluenceMbloodMpressureMandMcardiovascularMdiseaseMriskdMNature
bM2011bMjmnbMgfico 50.4 1564

9 ₁enomecwideMassociationMidentifiesMnineMcommonMvariantsMassociatedMwithMfastingMproinsulinMlevelsM
andMprovidesMnewMinsightsMintoMtheMpathophysiologyMofMtypeMhMdiabetesdMDiabetesbM2011bMlfbMhlhjcij 0.9 285

8 ₁enomecwideMassociationMstudyMidentifiesMsixMnewMlociMinfluencingMpulseMpressureMandMmeanMarterialM
pressuredMNaturenGeneticsbM2011bMjibMgffkcgg 36.3 338

7 wssociationManalysesMofMhjobmolMindividualsMrevealMgnMnewMlociMassociatedMwithMbodyMmassMindexdM
NaturenGeneticsbM2010bMjhbMoimcjn 36.3 2267

6 yommonMvariantsMatMgfMgenomicMlociMinfluenceMhemoglobinMwâ��VyWMlevelsMviaMglycemicMandM
nonglycemicMpathwaysdMDiabetesbM2010bMkobMihhocio 0.9 314

(2010-2014)
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5 NewMgeneticMlociMimplicatedMinMfastingMglucoseMhomeostasisMandMtheirMimpactMonMtypeMhMdiabetesMriskdM
NaturenGeneticsbM2010bMjhbMgfkcgl 36.3 1673

4 ₁eneticMvariantsMassociatedMwithMLpVaWMlipoproteinMlevelMandMcoronaryMdiseasedMNewnEnglandnJournaln
ofnMedicinebM2009bMilgbMhkgnchn 59.2 935

3 RelationshipMbetweenMywzMriskMgenotypeMinMtheMchromosomeMophgMlocusMandMgeneMexpressiondM
IdentificationMofMeightMnewMwNRILMspliceMvariantsdMPLoSnONEbM2009bMjbMemlmm 3.7 125

2 SusceptibilityMtoMcoronaryMarteryMdiseaseMandMdiabetesMisMencodedMbyMdistinctbMtightlyMlinkedMSNPsMinM
theMwNRILMlocusMonMchromosomeMopdMHumannMolecularnGeneticsbM2008bMgmbMnflcgj 5.6 420

1 ziscoveryMandMsystematicMcharacterizationMofMriskMvariantsMandMgenesMforMcoronaryMarteryMdiseaseMinM
overMaMmillionMparticipants 5
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