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97 TheMSecondMvaseMofMNon]MosaicMTrisomyMofMvhromosomeMeiMwithM omologousMyusionMeiqneiqMinM
theM orseaaMAnimals[M2022[Mde[M 3.1 1

96 vlinicalMandM istologicalMyeaturesMofMOvarianM ypoplasiabwysgenesisMinMtlpacasaaMFrontiershinh
VeterinaryhScience[M2022[Ml[Mkfjikg 3.1

95
TheMroleMofMimpairedMacrosomalMexocytosisMWItxXMinMstallionMsubfertilitymMtMretrospectiveManalysisMofM
theMclinicalMcondition[MandManMupdateMonMitsMdiagnosisMbyMhighMthroughputMtechnologiesaaM
Theriogenology[M2022[Mdki[Mgc]gl

2.8 0

94 ThoroughbredMstallionMfertilityMisMsignificantlyMassociatedMwithMyKuPiMgenotypeMbutMnotMwithM
inbreedingMorMtheMcontributionMofMaMleadingMsireaMAnimalhGenetics[M2021[Mhe[Mkdf]kef 2.5 2

93 zenerationMofMaMuiobankMyromMTwoMtdultMThoroughbredMStallionsMforMtheMyunctionalMtnnotationMofM
tnimalMzenomesMInitiativeaMFrontiershinhGenetics[M2021[Mde[Mihcfch 4.5 0

92  orseMvlinicalMvytogeneticsmMRecurrentMThemesMandMNovelMyindingsaMAnimals[M2021[Mdd[M 3.1 7

91 vhromosomalMtnalysisM2021[Mkl]lh

90 NovelMvomplexMUnbalancedMwicentricMX]tutosomeMRearrangementMinMaMThoroughbredMMareMwithMaM
MildMxffectMonMtheMPhenotypeaMCytogenetichandhGenomehResearch[M2020[Mdic[Mhlj]icl 1.9 2

89 vytogeneticMMappingMofMfhMNewMMarkersMinMtheMtlpacaMWXaMGenes[M2020[Mdd[M 4.2 1

88
vharacterizationMofMtM omozygousMweletionMofMSteroidM ormoneMuiosynthesisMzenesMinM orseM
vhromosomeMelMasMtMRiskMyactorMforMwisordersMofMSexMwevelopmentMandMReproductionaMGenes[M2020[M
dd[M

4.2 5

87 zeneticsMofMxquineMReproductiveMwiseasesaMVeterinaryhClinicshofhNorthhAmericahEquinehPractice[M2020[M
fi[Mflh]gcl 1.9 4

86 TwoMNovelMvasesMofMtutosomalMTranslocationsMinMtheM orsemMWarmbloodMyamilyMSegregatingMtWgnfcXM
andMaMvlonedMtrabianMwithMaMdeMnovoMtWdenehXaMCytogenetichandhGenomehResearch[M2020[Mdic[Mikk]ilj 1.9 3

85 WholeMgenomeManalysisMrevealsManeuploidiesMinMearlyMpregnancyMlossMinMtheMhorseaMScientifichReports[M
2020[Mdc[Mdffdg 4.9 11

84 SequenceManalysisMinMrevealsMpervasivenessMofMX]YMarmsMracesMinMmammalianMlineagesaMGenomeh
Research[M2020[Mfc[Mdjdi]djei 9.7 6

83 vomparativeMyIS ]MappingMofM[M[MandMinMNewMandMOldMWorldMvamelidsMandMtssociationMtnalysisMWithM
voatMvolorMPhenotypesMinMtheMwromedaryMWXaMFrontiershinhGenetics[M2019[Mdc[Mfgc 4.5 6

82 TheMhorseMYMchromosomeMasManMinformativeMmarkerMforMtracingMsireMlinesaMScientifichReports[M2019[Ml[Miclh4.9 12

81 tnMtutosomalMTranslocationMjf[XY[tWdenecXWqddnqddXMinManMInfertileMMaleMLlamaMWXMWithM
TeratozoospermiaaMFrontiershinhGenetics[M2019[Mdc[Mfgg 4.5 3
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80 PopulationMzeneticMtnalysisMofMtheMxstonianMNativeM orseMSuggestsMwiverseMandMwistinctMzenetics[M
tncientMOriginMandMvontributionMfromMUniqueMPatrilinesaMGenes[M2019[Mdc[M 4.2 5

79 tzoospermiaMandMYMvhromosome]tutosomeMTranslocationMinMa´ yriesianMStallionaMJournalhofhEquineh
VeterinaryhScience[M2019[Mke[Mdcejkd 1.2 4

78 vhromosome]LevelMtlpacaMReferenceMzenomeMImprovesMzenomicMInsightMIntoMtheMuiologyMofMNewM
WorldMvamelidsaMFrontiershinhGenetics[M2019[Mdc[Mhki 4.5 9

77 vhromosomalMLocalizationMofMvandidateMzenesMforMyiberMzrowthMandMvolorMinMtlpacaMWXaMFrontiershinh
Genetics[M2019[Mdc[Mhkf 4.5 5

76 TenMyearsMofMtheMhorseMreferenceMgenomemMinsightsMintoMequineMbiology[MdomesticationMandM
populationMdynamicsMinMtheMpost]genomeMeraaMAnimalhGenetics[M2019[Mhc[Mhil]hlj 2.5 19

75 vonstructionMofMtwoMwholeMgenomeMradiationMhybridMpanelsMforMdromedaryMWvamelusMdromedariusXmM
hcccMandMdhcccaMScientifichReports[M2018[Mk[Mdlke 4.9 6

74  orseMYMchromosomeMassemblyMdisplaysMuniqueMevolutionaryMfeaturesMandMputativeMstallionMfertilityM
genesaMNaturehCommunications[M2018[Ml[Melgh 17.4 35

73 wiagnosisMofMXXbXYMuloodMvellMvhimerismMatMaMLowMPercentageMinM orsesaMJournalhofhEquineh
VeterinaryhScience[M2018[Mil[Mdel]dfh 1.2 9

72 zenerationMofManMequineMbiobankMtoMbeMusedMforMyunctionalMtnnotationMofMtnimalMzenomesMprojectaM
AnimalhGenetics[M2018[Mgl[Mhig]hjc 2.5 19

71 xvolutionaryMconservationMofMYMvhromosomeMampliconicMgeneMfamiliesMdespiteMextensiveMstructuralM
variationaMGenomehResearch[M2018[Mek[Mdkgd]dkhd 9.7 21

70 tMNon]ReciprocalMtutosomalMTranslocationMig[XX[MtWgndcXWqednpdhXMinManMtrabianMMareMwithM
RepeatedMxarlyMxmbryonicMLossaMReproductionhinhDomestichAnimals[M2016[Mhd[Mdjd]g 1.6 8

69 vhromosomeMtberrationsMandMyertilityMwisordersMinMwomesticMtnimalsaMAnnualhReviewhofhAnimalh
Biosciences[M2016[Mg[Mdh]gf 13.7 41

68 tnalysisMofMgenomicMcopyMnumberMvariationMinMequineMrecurrentMairwayMobstructionMWheavesXaMAnimalh
Genetics[M2016[Mgj[Mffg]gg 2.5 12

67 yertilityMtssessmentMinMSorraiaMStallionsMbyMSperm]yishMandMykbpiMzenotypingaMReproductionhinh
DomestichAnimals[M2016[Mhd[Mfhd]l 1.6 2

66 SkeletalMvariationMinMTennesseeMWalkingM orsesMmapsMtoMtheMLvORLbNvtPzMgeneMregionaM
PhysiologicalhGenomics[M2016[Mgk[Mfeh]fh 3.6 15

65 LargeMweletionsMatMtheMS OXMLocusMinMtheMPseudoautosomalMRegionMtreMtssociatedMwithMSkeletalM
ttavismMinMShetlandMPoniesaMG3:hGenesvhGenomesvhGenetics[M2016[Mi[Meedf]ef 3.2 21

64 TheMxutherianMPseudoautosomalMRegionaMCytogenetichandhGenomehResearch[M2015[Mdgj[Mkd]lg 1.9 58

63 tMcytogeneticMandMcomparativeMmapMofMcamelidMchromosomeMfiMandMtheMminuteMinMalpacasaM
ChromosomehResearch[M2015[Mef[Mefj]hd 4.4 11
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62 RepeatedMxarlyMxmbryonicMLossMinMaMThoroughbredMMareMwithMaMvhromosomalMTranslocationM
[ig[XX[tWendfX]aMJournalhofhEquinehVeterinaryhScience[M2014[Mfg[Mkch]kcl 1.2 7

61 vopyMnumberMvariationMinMtheMhorseMgenomeaMPLoShGenetics[M2014[Mdc[Medccgjde 6 49

60 vytogeneticsMandMInfertilityM2014[Megf]egl 4

59 MaleMhorseMmeiosismMmetaphaseMIMchromosomeMconfigurationMandMchiasmataMdistributionaM
CytogenetichandhGenomehResearch[M2014[Mdgf[Meeh]fd 1.9 2

58 tMcomprehensiveMwhole]genomeMintegratedMcytogeneticMmapMforMtheMalpacaMWLamaMpacosXaM
CytogenetichandhGenomehResearch[M2014[Mdgg[Mdli]ecj 1.9 20

57 OvarianMdysgenesisMinManMalpacaMwithMaMminuteMchromosomeMfiaMJournalhofhHeredity[M2014[Mdch[Mkjc]g 2.4 8

56 wevelopmentMandMapplicationMofMcamelidMmolecularMcytogeneticMtoolsaMJournalhofhHeredity[M2014[M
dch[Mkhk]il 2.4 15

55 TheMY]vhromosomeM2013[Mjf]le 1

54 vomparativeMorganizationMandMgeneMexpressionMprofilesMofMtheMporcineMpseudoautosomalMregionaM
CytogenetichandhGenomehResearch[M2013[Mdgd[Mei]fi 1.9 7

53 vomparativeManalysisMofMmammalianMYMchromosomesMilluminatesMancestralMstructureMandM
lineage]specificMevolutionaMGenomehResearch[M2013[Mef[Mdgki]lh 9.7 77

52 StallionMspermMtranscriptomeMcomprisesMfunctionallyMcoherentMcodingMandMregulatoryMRNtsMasM
revealedMbyMmicroarrayManalysisMandMRNt]seqaMPLoShONE[M2013[Mk[Mehihfh 3.7 61

51 TheMpseudoautosomalMregionMandMsexMchromosomeManeuploidiesMinMdomesticMspeciesaMSexualh
Development[M2012[Mi[Mje]kf 1.6 57

50 vytogeneticMandMmolecularMcharacterizationMofMYMisochromosomeMinMaMifXObigXiWYqXMmosaicM
karyotypeMofManMintersexMhorseaMSexualhDevelopment[M2012[Mi[Mddj]ej 1.6 10

49 zenome]wideMassociationMstudyMimplicatesMtestis]spermMspecificMyKuPiMasMaMsusceptibilityMlocusMforM
impairedMacrosomeMreactionMinMstallionsaMPLoShGenetics[M2012[Mk[Medccfdfl 6 20

48 tMvhromosomeMTranslocationM[ig[XX[tWendfX]MinMaMThoroughbredMMareMwithMRepeatedMxarlyM
xmbryonicMLossaMJournalhofhEquinehVeterinaryhScience[M2011[Mfd[Megc 1.2

47 tMgeneMcatalogueMofMtheMeuchromaticMmale]specificMregionMofMtheMhorseMYMchromosomemMcomparisonM
withMhumanMandMotherMmammalsaMPLoShONE[M2011[Mi[Meedfjg 3.7 49

46 vytogeneticsMandMchromosomeMmapsaM2011[Mdfg]djk 7

45 TotalMRNtMisolationMfromMstallionMspermMandMtestisMbiopsiesaMTheriogenology[M2010[Mjg[Mdcll]ddci[Mddcied]e2.8 60
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44 MolecularMheterogeneityMofMXYMsexMreversalMinMhorsesaMAnimalhGenetics[M2010[MgdMSupplMe[Mgd]he 2.5 36

43 XXbXYMuloodMLymphocyteMvhimerismMinM eterosexualMwizygoticMTwinsMfromManMtmericanMuashkirM
vurlyM orseaMvaseMReportaMJournalhofhEquinehVeterinaryhScience[M2010[Mfc[Mhjh]hkc 1.2 12

42 vharacterizationMofMtheMbovineMpseudoautosomalMregionMandMcomparisonMwithMsheep[Mgoat[MandM
otherMmammalianMpseudoautosomalMregionsaMCytogenetichandhGenomehResearch[M2009[Mdei[Mdfl]gj 1.9 48

41 tMhigh]resolutionMcatMradiationMhybridMandMintegratedMyIS MmappingMresourceMforMphylogenomicM
studiesMacrossMyelidaeaMGenomics[M2009[Mlf[Mell]fcg 4.3 39

40 zenomeMsequence[McomparativeManalysis[MandMpopulationMgeneticsMofMtheMdomesticMhorseaMScience[M
2009[Mfei[Mkih]j 33.3 559

39 yIS MforMmappingMsingleMcopyMgenesaMMethodshinhMolecularhBiology[M2008[Mgee[Mfd]gl 1.4 42

38 TheMhorseMpseudoautosomalMregionMWPtRXmMcharacterizationMandMcomparisonMwithMtheMhuman[MchimpM
andMmouseMPtRsaMCytogenetichandhGenomehResearch[M2008[Mded[Mdce]l 1.9 39

37 PotentialMapplicationsMofMequineMgenomicsMinMdissectingMdiseasesMandMfertilityaMAnimalhReproductionh
Science[M2008[Mdcj[Meck]dk 2.1 20

36 zeneMdiscoveryMandMcomparativeManalysisMofMX]degenerateMgenesMfromMtheMdomesticMcatMYM
chromosomeaMGenomics[M2008[Mle[Mfel]fk 4.3 43

35 tMg[dcfMmarkerMintegratedMphysicalMandMcomparativeMmapMofMtheMhorseMgenomeaMCytogenetichandh
GenomehResearch[M2008[Mdee[Mek]fi 1.9 45

34 TheMhorseMgenomeMderbymMracingMfromMmapMtoMwholeMgenomeMsequenceaMChromosomehResearch[M
2008[Mdi[Mdcl]ej 4.4 28

33  igh]resolutionMgeneMmapsMofMhorseMchromosomesMdgMandMedmMadditionalMinsightsMintoMevolutionMandM
rearrangementsMofM SthMhomologsMinMmammalsaMGenomics[M2007[Mkl[Mkl]dde 4.3 9

32 NovelMgeneMacquisitionMonMcarnivoreMYMchromosomesaMPLoShGenetics[M2006[Me[Megf 6 56

31 TheMhorseMgenomeaMGenomehDynamics[M2006[Me[Mlj]ddc 9

30 tMdaf]MbMintervalMmapMofMequineMhomologsMofM SteaMCytogenetichandhGenomehResearch[M2006[Mdde[Meej]fg1.9 8

29 SingleMlinkageMgroupMperMchromosomeMgeneticMlinkageMmapMforMtheMhorse[MbasedMonMtwoM
three]generation[Mfull]sibling[McrossbredMhorseMreferenceMfamiliesaMGenomics[M2006[Mkj[Md]el 4.3 59

28 vonstructionMofMaMmedium]densityMhorseMgeneMmapaMAnimalhGenetics[M2006[Mfj[Mdgh]hh 2.5 29

27  igh]resolutionMR MmapMofMhorseMchromosomeMeeMrevealsMaMputativeMancestralMvertebrateM
chromosomeaMGenomics[M2005[Mkh[Mdkk]ecc 4.3 14
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26 wynamicsMofMmammalianMchromosomeMevolutionMinferredMfromMmultispeciesMcomparativeMmapsaM
Science[M2005[Mfcl[Midf]j 33.3 447

25 tMhigh]resolutionMphysicalMmapMofMequineMhomologsMofM StdlMshowsMdivergentMevolutionMcomparedM
withMotherMmammalsaMMammalianhGenome[M2005[Mdi[Mifd]gl 3.2 21

24 MappingMgenomesMatMtheMchromosomeMlevelaM2005[Mef]ih 6

23 tMdetailedMphysicalMmapMofMtheMhorseMYMchromosomeaMProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmerica[M2004[Mdcd[Mlfed]i 11.5 58

22
xxceptionalMconservationMofMhorse]humanMgeneMorderMonMXMchromosomeMrevealedMbyM
high]resolutionMradiationMhybridMmappingaMProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmerica[M2004[Mdcd[Mefki]ld

11.5 64

21 NaturalMkillerMcellMreceptorsMinMtheMhorsemMevidenceMforMtheMexistenceMofMmultipleMtranscribedMLYglM
genesaMEuropeanhJournalhofhImmunology[M2004[Mfg[Mjjf]jkg 6.1 51

20 tMdag]MbMintervalMR MmapMofMhorseMchromosomeMdjMprovidesMdetailedMcomparisonMwithMhumanMandM
mouseMhomologuesaMGenomics[M2004[Mkf[Mecf]dh 4.3 16

19 TheMfirst]generationMwhole]genomeMradiationMhybridMmapMinMtheMhorseMidentifiesMconservedM
segmentsMinMhumanMandMmouseMgenomesaMGenomehResearch[M2003[Mdf[Mjge]hd 9.7 121

18 tnMorderedMutvMcontigMmapMofMtheMequineMmajorMhistocompatibilityMcomplexaMCytogenetichandh
GenomehResearch[M2003[Mdce[Mdkl]lh 1.9 61

17 vonstructionMofMaMhcccWradXMwhole]genomeMradiationMhybridMpanelMinMtheMhorseMandMgenerationMofMaM
comprehensiveMandMcomparativeMmapMforMxvtddaMMammalianhGenome[M2002[Mdf[Mkl]lg 3.2 70

16 vomparativeMmappingMinMequidsmMtheMasineMXMchromosomeMisMrearrangedMcomparedMtoMhorseMandM
 artmannUsMmountainMzebraaMCytogenetichandhGenomehResearch[M2002[Mli[Meci]l 1.9 15

15 vonservationMofMgeneMorderMbetweenMhorseMandMhumanMXMchromosomesMasMevidencedMthroughM
radiationMhybridMmappingaMGenomics[M2002[Mjl[Mghd]j 4.3 23

14 vytogeneticManalysisMofMvaliforniaMcondorMWzymnogypsMcalifornianusXMchromosomesmMcomparisonM
withMchickenMWzallusMgallusXMmacrochromosomesaMCytogenetichandhGenomehResearch[M2002[Mlk[Mhg]ic 1.9 55

13 vorrespondenceMofMhumanMchromosomesMl[Mde[Mdh[Mdi[MdlMandMecMwithMdonkeyMchromosomesMrefinesM
homologyMbetweenMhorseMandMdonkeyMkaryotypesaMChromosomehResearch[M2001[Ml[Mief]l 4.4 5

12 vhromosomeMpaintingMinMfarm[MpetMandMwildManimalMspeciesaMCytotechnology[M2001[Mef[Mfj]hh 33

11 vomparativeMyIS MmappingMofMfeMlociMrevealsMnewMhomologousMregionsMbetweenMdonkeyMandMhorseM
karyotypesaMCytogenetichandhGenomehResearch[M2001[Mlg[Mdkc]h 1.9 14

10 vytogeneticsMofMdonkeyMchromosomesmMnomenclatureMproposalMbasedMonMzTz]bandedM
chromosomesMandMdepictionMofMNORsMandMtelomericMsitesaMChromosomehResearch[M2000[Mk[Mihl]jc 4.4 24

9 vytogeneticsMandMphysicalMgeneMmapsaM2000[Mdjd]egd 12
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8
vonstructionMofMchromosome]specificMpaintsMforMmeta]MandMsubmetacentricMautosomesMandMtheMsexM
chromosomesMinMtheMhorseMandMtheirMuseMtoMdetectMhomologousMchromosomalMsegmentsMinMtheM
donkeyaMChromosomehResearch[M1999[Mj[Mdcf]dg

4.4 39

7 vomparisonMofMhorseMchromosomeMfMwithMdonkeyMandMhumanMchromosomesMbyMcross]speciesM
paintingMandMheterologousMyIS MmappingaMMammalianhGenome[M1999[Mdc[Mejj]ke 3.2 33

6 Zoo]yIS MwithMmicrodissectedMarmMspecificMpaintsMforM Ste[Mh[Mi[Mdi[MandMdlMrefinesMknownM
homologyMwithMpigMandMhorseMchromosomesaMMammalianhGenome[M1998[Ml[Mgg]l 3.2 31

5
InternationalMsystemMforMcytogeneticMnomenclatureMofMtheMdomesticMhorseaMReportMofMtheMThirdM
InternationalMvommitteeMforMtheMStandardizationMofMtheMdomesticMhorseMkaryotype[Mwavis[Mvt[MUSt[M
dlliaMChromosomehResearch[M1997[Mh[Mgff]gf

4.4 105

4 yIS MmappingMofMtheMIzyeMgeneMinMhorseMandMdonkey]detectionMofMhomoeologyMwithM StddaM
MammalianhGenome[M1997[Mk[Mhil]je 3.2 33

3 Zoo]yIS MdelineatesMconservedMchromosomalMsegmentsMinMhorseMandMmanaMChromosomehResearch[M
1996[Mg[Medk]eh 4.4 122

2 zenomicsMofMReproductionMandMyertilitydll]edh 4

1 PhysicalMandMvomparativeMMapsgl]jd 2
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