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2018, 362, .

Integrative functional genomic analysis of human brain development and neuropsychiatric risks. 12.6 516
Science, 2018, 362, . :
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Transcriptome and epigenome landscape of human cortical development modeled in organoids. 12.6 290
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Microbiota regulate intestinal epithelial gene expression by suppressing the transcription factor
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Genomic analysis reveals distinct mechanisms and functional classes of SOX10-regulated genes in
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