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l Paper IF Citations

85 TheOoysterOgenomeOrevealsOstressOadaptationOandOcomplexityOofOshellOformationdONaturebO2012bOjofbOjockj50.4 1464

84 TheOgutOmicrobiomeOinOatheroscleroticOcardiovascularOdiseasedONaturemCommunicationsbO2017bOnbOnjk 17.4 575

83
WholecgenomeOsequencingOofOcultivatedOandOwildOpeppersOprovidesOinsightsOintoOyapsicumO
domesticationOandOspecializationdOProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericabO2014bOgggbOkgikcjf

11.5 466

82 TheOmicrobiotaOcontinuumOalongOtheOfemaleOreproductiveOtractOandOitsOrelationOtoOuterinecrelatedO
diseasesdONaturemCommunicationsbO2017bOnbOnmk 17.4 308

81 ProteogenomicOwnalysisOofOHumanOyolonOyancerORevealsONewOTherapeuticOOpportunitiesdOCellbO
2019bOgmmbOgfikcgfjodego 56.2 237

80 IntegratedOProteogenomicOyharacterizationOofOHxVcRelatedOHepatocellularOyarcinomadOCellbO2019bO
gmobOklgckmmdehh 56.2 232

79 IntegratedOProteogenomicOyharacterizationOofOylearOyellORenalOyellOyarcinomadOCellbO2019bOgmobOoljconideig56.2 173

78 metaXpOaOflexibleOandOcomprehensiveOsoftwareOforOprocessingOmetabolomicsOdatadOBMCm
BioinformaticsbO2017bOgnbOgni 3.6 168

77 IQuantpOanOautomatedOpipelineOforOquantitativeOproteomicsObasedOuponOisobaricOtagsdOProteomicsbO
2014bOgjbOhhnfck 4.8 141

76 ProteogenomicOyharacterizationORevealsOTherapeuticOVulnerabilitiesOinOLungOwdenocarcinomadOCellbO
2020bOgnhbOhffchhkdeik 56.2 139

75 ProteogenomicOyharacterizationOofOβndometrialOyarcinomadOCellbO2020bOgnfbOmhocmjndehl 56.2 122

74 zeepOfunctionalOanalysisOofOsynIIbOaOmmfckilobaseOsyntheticOyeastOchromosomedOSciencebO2017bOikkbO 33.3 101

73 ProteogenomicOanalysisOrevealsOalternativeOsplicingOandOtranslationOasOpartOofOtheOabscisicOacidO
responseOinOwrabidopsisOseedlingsdOPlantmJournalbO2017bOogbOkgnckii 6.9 90

72 LipidomicsOprofilingOrevealsOtheOroleOofOglycerophospholipidOmetabolismOinOpsoriasisdOGigaSciencebO
2017bOlbOgcgg 7.6 90

71 IntegratedOmetabolomicsOandOmetagenomicsOanalysisOofOplasmaOandOurineOidentifiedOmicrobialO
metabolitesOassociatedOwithOcoronaryOheartOdiseasedOScientificmReportsbO2016bOlbOhhkhk 4.9 89

70 ProteogenomicOLandscapeOofOxreastOyancerOTumorigenesisOandOTargetedOTherapydOCellbO2020bOgnibOgjilcgjkldeig56.2 71

69 ProteogenomicOandOmetabolomicOcharacterizationOofOhumanOglioblastomadOCancermCellbO2021bOiobOkfockhndehf24.3 71
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68 βvolutionaryOtrajectoriesOofOsnakeOgenesOandOgenomesOrevealedObyOcomparativeOanalysesOofO
fivecpacerOviperdONaturemCommunicationsbO2016bOmbOgigfm 17.4 50

67 IdentificationOofOnovelObiomarkersOforOsepsisOprognosisOviaOurinaryOproteomicOanalysisOusingOiTRwQO
labelingOandOhzcLycMSeMSdOPLoSmONEbO2013bOnbOekjhim 3.7 50

66 ProteogenomicOinsightsOintoOtheObiologyOandOtreatmentOofOHPVcnegativeOheadOandOneckOsquamousO
cellOcarcinomadOCancermCellbO2021bOiobOilgcimodegl 24.3 50

65 RapidOevolutionOofOproteinOdiversityObyOdeOnovoOoriginationOinOOryzadONaturemEcologymandmEvolutionbO
2019bOibOlmoclof 12.3 49

64 zetectionOofOProteomeOziversityOResultedOfromOwlternativeOSplicingOisOLimitedObyOTrypsinOyleavageO
SpecificitydOMolecularmandmCellularmProteomicsbO2018bOgmbOjhhcjif 7.6 44

63 TissuecxasedOProteogenomicsORevealsOthatOHumanOTestisOβndowsOPlentifulOMissingOProteinsdO
JournalmofmProteomemResearchbO2015bOgjbOiknicoj 5.6 41

62 QuantitativeOproteomicsOrevealsOtheOtemperaturecdependentOproteinsOencodedObyOaOseriesOofO
clusterOgenesOinOthermoanaerobacterOtengcongensisdOMolecularmandmCellularmProteomicsbO2013bOghbOhhllcmm7.6 40

61 PGwpOanORexioconductorOpackageOforOidentificationOofOnovelOpeptidesOusingOaOcustomizedOdatabaseO
derivedOfromORNwcSeqdOBMCmBioinformaticsbO2016bOgmbOhjj 3.6 39

60 HighcthroughputOidentificationOofOnovelOconotoxinsOfromOtheOyhineseOtubularOconeOsnailOWyonusO
betulinusXObyOmultictranscriptomeOsequencingdOGigaSciencebO2016bOkbOgm 7.6 39

59 ziscriminationOofOsepsisOstageOmetabolicOprofilesOwithOanOLyeMScMScbasedOmetabolomicsOapproachdO
BMJmOpenmRespiratorymResearchbO2014bOgbOeffffkl 5.6 38

58 PzVpOanOintegrativeOproteomicsOdataOviewerdOBioinformaticsbO2019bOikbOghjocghkg 7.2 38

57 yancerOneoantigenOprioritizationOthroughOsensitiveOandOreliableOproteogenomicsOanalysisdONaturem
CommunicationsbO2020bOggbOgmko 17.4 37

56 IntegratedOanalysesOofOzNwOmethylationOandOhydroxymethylationOrevealOtumorOsuppressiveOrolesOofO
βyMgbOwTFkbOandOβOMβSOinOhumanOhepatocellularOcarcinomadOGenomemBiologybO2014bOgkbOkii 18.3 37

55 PepQueryOenablesOfastbOaccuratebOandOconvenientOproteomicOvalidationOofOnovelOgenomicO
alterationsdOGenomemResearchbO2019bOhobOjnkcjoi 9.7 35

54 StressOresponsiveOproteinsOareOactivelyOregulatedOduringOriceOWOryzaOsativaXOembryogenesisOasO
indicatedObyOquantitativeOproteomicsOanalysisdOPLoSmONEbO2013bOnbOemjhho 3.7 33

53 OmicscbasedOinterpretationOofOsynergismOinOaOsoilcderivedOcellulosecdegradingOmicrobialO
communitydOScientificmReportsbO2014bOjbOkhnn 4.9 32

52 zeepOyoverageOProteomicsOIdentifiesOMoreOLowcwbundanceOMissingOProteinsOinOHumanOTestisO
TissueOwithOQcβxactiveOHFOMassOSpectrometerdOJournalmofmProteomemResearchbO2016bOgkbOionncioom 5.6 32

51 wnOunexploredOOhcinvolvedOpathwayOforOtheOdecarboxylationOofOsaturatedOcarboxylicOacidsObyOTiOhO
photocatalysispOanOisotopicOprobeOstudydOChemistrym-mAmEuropeanmJournalbO2010bOglbOggnkocll 4.8 32
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50 MicroscaledOproteogenomicOmethodsOforOprecisionOoncologydONaturemCommunicationsbO2020bOggbOkih 17.4 31

49 βxpansionOofOtheOionOlibraryOforOminingOSWwTHcMSOdataOthroughOfractionationOproteomicsdO
AnalyticalmChemistrybO2014bOnlbOmhjhcl 7.8 29

48 LipidomicOprofilingOrevealsOdistinctOdifferencesOinOplasmaOlipidOcompositionOinOhealthybOprediabeticbO
andOtypeOhOdiabeticOindividualsdOGigaSciencebO2017bOlbOgcgh 7.6 28

47 wOTargetedOMetabolomicsOMRMcMSOStudyOonOIdentifyingOPotentialOHypertensionOxiomarkersOinO
HumanOPlasmaOandOβvaluatingOwcupunctureOβffectsdOScientificmReportsbO2016bOlbOhknmg 4.9 28

46 zeepOLearningOinOProteomicsdOProteomicsbO2020bOhfbOegoffiik 4.8 27

45 RoleOofOvimentinOinOmodulatingOimmuneOcellOapoptosisOandOinflammatoryOresponsesOinOsepsisdO
ScientificmReportsbO2019bOobOkmjm 4.9 26

44 IPeakpOwnOopenOsourceOtoolOtoOcombineOresultsOfromOmultipleOMSeMSOsearchOenginesdOProteomicsbO
2015bOgkbOhoglchf 4.8 26

43 ProteogenomicOcharacterizationOofOpancreaticOductalOadenocarcinomadOCellbO2021bOgnjbOkfigckfkhdehl 56.2 26

42
IntegratedOdetectionOofObothOkcmyOandOkchmyObyOhighcthroughputOtagOsequencingOtechnologyO
highlightsOmethylationOreprogrammingOofObivalentOgenesOduringOcellularOdifferentiationdOEpigenetics
bO2013bOnbOjhgcif

5.7 25

41 LncRNwscdirectedOPTβNOenzymaticOswitchOgovernsOepithelialcmesenchymalOtransitiondOCellmResearchbO
2019bOhobOhnlcifj 24.7 25

40 PeptidomicsOcombinedOwithOczNwOlibraryOunravelOtheOdiversityOofOcentipedeOvenomdOJournalmofm
ProteomicsbO2015bOggjbOhncim 3.9 22

39 UrinaryOproteomicsOanalysisOforOsepsisObiomarkersOwithOiTRwQOlabelingOandOtwocdimensionalOliquidO
chromatographyctandemOmassOspectrometrydOJournalmofmTraumamandmAcutemCaremSurgerybO2013bOmjbOojfck 3.3 22

38 sapFinderpOanORexioconductorOpackageOforOdetectionOofOvariantOpeptidesOinOshotgunOproteomicsO
experimentsdOBioinformaticsbO2014bOifbOigilcn 7.2 21

37 SystematicOanalysisOofOmissingOproteinsOprovidesOcluesOtoOhelpOdefineOallOofOtheOproteinccodingO
genesOonOhumanOchromosomeOgdOJournalmofmProteomemResearchbO2014bOgibOggjchk 5.6 21

36 FirstOproteomicOexplorationOofOproteincencodingOgenesOonOchromosomeOgOinOhumanOliverbOstomachbO
andOcolondOJournalmofmProteomemResearchbO2013bOghbOlmcnf 5.6 20

35 QualitativeOandOquantitativeOexpressionOstatusOofOtheOhumanOchromosomeOhfOgenesOinOcancerO
tissuesOandOtheOrepresentativeOcellOlinesdOJournalmofmProteomemResearchbO2013bOghbOgkgclg 5.6 19

34 QuantitativeOanalysisOofOtheOhumanOwKROfamilyOmembersOinOcancerOcellOlinesOusingOtheOmTRwQeMRMO
approachdOJournalmofmProteomemResearchbO2013bOghbOhfhhcii 5.6 18

33 QuantitativeOevaluationOofOtheOmitochondrialOproteomesOofOzrosophilaOmelanogasterOadaptedOtoO
extremeOoxygenOconditionsdOPLoSmONEbO2013bOnbOemjfgg 3.7 17
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32 SupportedOnobleOmetalOnanoparticlesOasOphotoesonoccatalystsOforOsynthesisOofOchemicalsOandO
degradationOofOpollutantsdOSciencemChinamChemistrybO2011bOkjbOnnmcnom 7.9 16

31 zeepRescorepOLeveragingOzeepOLearningOtoOImproveOPeptideOIdentificationOinOImmunopeptidomicsdO
ProteomicsbO2020bOhfbOegoffiij 4.8 15

30 wOproteogenomicOportraitOofOlungOsquamousOcellOcarcinomadOCellbO2021bOgnjbOjijncjimgdejf 56.2 15

29 SpecialOβnrichmentOStrategiesOGreatlyOIncreaseOtheOβfficiencyOofOMissingOProteinsOIdentificationO
fromORegularOProteomeOSamplesdOJournalmofmProteomemResearchbO2015bOgjbOilnfcoh 5.6 14

28 OmicsOevidencepOsingleOnucleotideOvariantsOtransmissionsOonOchromosomeOhfOinOliverOcancerOcellO
linesdOJournalmofmProteomemResearchbO2014bOgibOhffcgg 5.6 14

27 ImprovementsOtoOtheORiceOGenomeOwnnotationOThroughOLargecScaleOwnalysisOofORNwcSeqOandO
ProteomicsOzataOSetsdOMolecularmandmCellularmProteomicsbO2019bOgnbOnlcon 7.6 14

26 zrugOResistanceOinOyolorectalOyancerOyellOLinesOisOPartiallyOwssociatedOwithOwneuploidyOStatusOinO
LightOofOProfilingOGeneOβxpressiondOJournalmofmProteomemResearchbO2016bOgkbOjfjmcjfko 5.6 13

25 IntegratedOomicsOinOzrosophilaOuncoverOaOcircadianOkinomedONaturemCommunicationsbO2020bOggbOhmgf 17.4 12

24 TheOOMSSwPercolatorpOanOautomatedOtoolOtoOvalidateOOMSSwOresultsdOProteomicsbO2014bOgjbOgfggcj 4.8 12

23 wOyomprehensiveOInvestigationOtowardOtheOIndicativeOProteinsOofOxladderOyancerOinOUrinepOFromO
SurveyingOyellOSecretomesOtoOVerifyingOUrineOProteinsdOJournalmofmProteomemResearchbO2016bOgkbOhgljcmm 5.6 11

22 yhromosomecnccodedOproteomeOofOyhineseOyhromosomeOProteomeOzataOsetOWyyPzXOhdfOwithO
partialOimmunohistochemicalOverificationsdOJournalmofmProteomemResearchbO2014bOgibOghlcil 5.6 11

21 ProteomeOatlasOofOhumanOchromosomeOnOandOitsOmultipleOnpOdeficienciesOinOtumorigenesisOofOtheO
stomachbOcolonbOandOliverdOJournalmofmProteomemResearchbO2013bOghbOngcn 5.6 11

20 PredictionOofOToxinOGenesOfromOyhineseOYellowOyatfishOxasedOonOTranscriptomicOandOProteomicO
SequencingdOInternationalmJournalmofmMolecularmSciencesbO2016bOgmbOkkl 6.3 11

19 wnOLycMSObasedOuntargetedOmetabolomicsOstudyOidentifiedOnovelObiomarkersOforOcoronaryOheartO
diseasedOMolecularmBioSystemsbO2016bOghbOijhkcijij 9

18 FeatureOSelectionOMethodsOforOProteinOxiomarkerOziscoveryOfromOProteomicsOorOMultiomicsOzatadO
MolecularmandmCellularmProteomicsbO2021bOhfbOgfffni 7.6 7

17 ImprovementOofOpeptideOidentificationOwithOconsideringOtheOabundanceOofOmRNwOandOpeptidedOBMCm
BioinformaticsbO2017bOgnbOgfo 3.6 6

16 wOyombinationalOStrategyOuponORNwOSequencingOandOPeptidomicsOUnravelsOaOSetOofONovelOToxinO
PeptidesOinOScorpionOMesobuthusOmartensiidOToxinsbO2016bOnbO 4.9 6

15 TheOserumOproteinOresponsesOtoOtreatmentOwithOXiaokeOPillOandOGlibenclamideOinOtypeOhOdiabetesO
patientsdOClinicalmProteomicsbO2017bOgjbOgo 5 5

(2017-2011)
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14 InsightsOfromOβNyOzβOonOMissingOProteinspOWhyO˛†czefensinOβxpressionOIsOScarcelyOzetecteddO
JournalmofmProteomemResearchbO2015bOgjbOilikcjj 5.6 5

13 InteractionsOwmongOβxpressedOMicroRNwsOandOmRNwsOinOtheOβarlyOStagesOofOFowlOwdenovirusO
werotypeOjcInfectedOLeghornOMaleOHepatocellularOyellsdOFrontiersminmMicrobiologybO2020bOggbOnig 5.7 5

12 FusioncrelatedOhostOproteinsOareOactivelyOregulatedObyONwOduringOinfluenzaOinfectionOasOrevealedObyO
quantitativeOproteomicsOanalysisdOPLoSmONEbO2014bOobOegfkojm 3.7 5

11
HighcthroughputOidentificationOofOheavyOmetalObindingOproteinsOfromOtheObyssusOofOchineseOgreenO
musselOWPernaOviridisXObyOcombinationOofOtranscriptomeOandOproteomeOsequencingdOPLoSmONEbO2019bO
gjbOefhgllfk

3.7 4

10 TheOdefensiveOsystemOofOtreeOfrogOskinOidentifiedObyOpeptidomicsOandORNwOsequencingOanalysisdO
AminomAcidsbO2019bOkgbOijkciki 3.5 4

9 pyleanpOwnOwlgorithmOToOPreprocessOHighcResolutionOTandemOMassOSpectraOforOzatabaseOSearchingdO
JournalmofmProteomemResearchbO2019bOgnbOihikcihjj 5.6 3

8 PathogenicityOandOImmuneOResponsesOinOSpecificcPathogencFreeOyhickensOzuringOFowlOwdenovirusO
SerotypeOjOInfectiondOAvianmDiseasesbO2020bOljbOigkcihi 1.6 3

7 cawtlaspOwnOimmunopeptidomeOatlasOofOhumanOcancerdOISciencebO2021bOhjbOgfigfm 6.1 3

6 wOcommunityOeffortOtoOidentifyOandOcorrectOmislabeledOsamplesOinOproteogenomicOstudiesdOPatternsbO
2021bOhbOgffhjk 5.1 2

5 wppraisalOofOtheOMissingOProteinsOxasedOonOtheOmRNwsOxoundOtoORibosomesdOJournalmofmProteomem
ResearchbO2015bOgjbOjomlcnj 5.6 1

4 wssessingOTranscriptionORegulatoryOβlementsOToOβvaluateOtheOβxpressionOStatusOofOMissingOProteinO
GenesOonOyhromosomesOggOandOgodOJournalmofmProteomemResearchbO2015bOgjbOjolmcmk 5.6 1

3 zeepcLearningczerivedOβvaluationOMetricsOβnableOβffectiveOxenchmarkingOofOyomputationalOToolsO
forOPhosphopeptideOIdentificationdOMolecularmandmCellularmProteomicsbO2021bOhfbOgffgmg 7.6 1

2
QuantitativeOProteomicsORevealsOaONovelORoleOofOtheOβiOUbiquitincProteinOLigaseOFwNyLOinOtheO
wctivationOofOtheOInnateOImmuneOResponseOthroughORegulationOofOTxKgOPhosphorylationOduringO
PesteOdesOPetitsORuminantsOVirusOInfectiondOJournalmofmProteomemResearchbO2021bOhfbOjggicjgif

5.6 1

1 TranscriptomeOwnalysisORevealsOtheOPotentialORoleOofOLongONoncodingORNwsOinORegulatingOFowlO
wdenovirusOSerotypeOjcInducedOwpoptosisOinOLeghornOMaleOHepatocellularOyellsdOVirusesbO2021bOgibO 6.2 1
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