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n Paper IF Citations

155 WholeagenomeNanalysesNresolveNearlyNbranchesNinNtheNtreeNofNlifeNofNmodernNbirdsbNScience_N2014_N
ghj_Negfdage 33.3 1182

154 yvolutionaryNandNbiomedicalNinsightsNfromNtheNrhesusNmacaqueNgenomebNScience_N2007_Ngej_Nfffagh 33.3 1072

153 uNhigharesolutionNmapNofNhumanNevolutionaryNconstraintNusingNfmNmammalsbNNature_N2011_Nhkl_Nhkjalf 50.4 802

152 TheNgenomeNofNaNsongbirdbNNature_N2010_Nhjh_Nkikajf 50.4 655

151 womparativeNgenomicsNrevealsNinsightsNintoNavianNgenomeNevolutionNandNadaptationbNScience_N2014_N
ghj_Negeeafd 33.3 628

150 TheNgenomeNofNtheNWesternNclawedNfrogNXenopusNtropicalisbNScience_N2010_Ngfl_Njggaj 33.3 579

149  enomeNanalysisNofNtheNplatypusNrevealsNuniqueNsignaturesNofNevolutionbNNature_N2008_Nhig_Nekialg 50.4 545

148 InsightsNintoNhominidNevolutionNfromNtheNgorillaNgenomeNsequencebNNature_N2012_Nhlg_Nejmaki 50.4 517

147 uNcatalogNofNreferenceNgenomesNfromNtheNhumanNmicrobiomebNScience_N2010_Ngfl_Nmmham 33.3 508

146 ylephantNsharkNgenomeNprovidesNuniqueNinsightsNintoNgnathostomeNevolutionbNNature_N2014_Nidi_Nekham 50.4 498

145 SequencingNofNtheNseaNlampreyNWPetromyzonNmarinusXNgenomeNprovidesNinsightsNintoNvertebrateN
evolutionbNNaturedGenetics_N2013_Nhi_Nheiafe_Nhfeeeaf 36.3 465

144 SNPNdiscoveryNandNalleleNfrequencyNestimationNbyNdeepNsequencingNofNreducedNrepresentationN
librariesbNNaturedMethods_N2008_Ni_Nfhkaif 21.6 458

143 womparativeNandNdemographicNanalysisNofNorangautanNgenomesbNNature_N2011_Nhjm_Nifmagg 50.4 431

142 MammalianNYNchromosomesNretainNwidelyNexpressedNdosageasensitiveNregulatorsbNNature_N2014_N
idl_Nhmham 50.4 406

141 uNgeneticNvariationNmapNforNchickenNwithNfblNmillionNsingleanucleotideNpolymorphismsbNNature_N2004_N
hgf_Nkekaff 50.4 341

140 womparisonNofNgenomeNdegradationNinNParatyphiNuNandNTyphi_NhumanarestrictedNserovarsNofN
SalmonellaNentericaNthatNcauseNtyphoidbNNaturedGenetics_N2004_Ngj_Nefjlakh 36.3 308

139 whimpanzeeNandNhumanNYNchromosomesNareNremarkablyNdivergentNinNstructureNandNgeneNcontentbN
Nature_N2010_Nhjg_Nigjam 50.4 286
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138 TheNgenomicNlandscapeNofNrapidNrepeatedNevolutionaryNadaptationNtoNtoxicNpollutionNinNwildNfishbN
Science_N2016_Ngih_Negdiaegdl 33.3 250

137  ibbonNgenomeNandNtheNfastNkaryotypeNevolutionNofNsmallNapesbNNature_N2014_Nieg_Nemiafde 50.4 241

136 TheNduckNgenomeNandNtranscriptomeNprovideNinsightNintoNanNavianNinfluenzaNvirusNreservoirNspeciesbN
NaturedGenetics_N2013_Nhi_Nkkjaklg 36.3 240

135 TheNdraftNgenomeNofNtheNparasiticNnematodeNTrichinellaNspiralisbNNaturedGenetics_N2011_Nhg_Nfflagi 36.3 230

134
 enomeNofNRhodniusNprolixus_NanNinsectNvectorNofNwhagasNdisease_NrevealsNuniqueNadaptationsNtoN
hematophagyNandNparasiteNinfectionbNProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUnitedd
StatesdofdAmerica_N2015_Neef_Nehmgjahe

11.5 220

133 wharacterizingNtheNMajorNStructuralNVariantNullelesNofNtheNHumanN enomebNCell_N2019_Nekj_Njjgajkibeem 56.2 205

132 TheNvurmeseNpythonNgenomeNrevealsNtheNmolecularNbasisNforNextremeNadaptationNinNsnakesbN
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmerica_N2013_Need_Nfdjhiaid 11.5 203

131 TheNgenomeNofNtheNplatyfish_NXiphophorusNmaculatus_NprovidesNinsightsNintoNevolutionaryN
adaptationNandNseveralNcomplexNtraitsbNNaturedGenetics_N2013_Nhi_Nijkakf 36.3 201

130  enomeNsequenceNofNtheNtsetseNflyNW lossinaNmorsitansXnNvectorNofNufricanNtrypanosomiasisbNScience_N
2014_Nghh_Ngldaj 33.3 192

129 SequencingNtheNmouseNYNchromosomeNrevealsNconvergentNgeneNacquisitionNandNamplificationNonN
bothNsexNchromosomesbNCell_N2014_Neim_Nlddaeg 56.2 192

128 TheNgenomeNsequenceNofNtheNleafacutterNantNuttaNcephalotesNrevealsNinsightsNintoNitsNobligateN
symbioticNlifestylebNPLoSdGenetics_N2011_Nk_Needdfddk 6 191

127
womparativeNanalysisNofNtheNdomesticNcatNgenomeNrevealsNgeneticNsignaturesNunderlyingNfelineN
biologyNandNdomesticationbNProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
America_N2014_Neee_Nekfgdai

11.5 184

126 xivergenceNandNzunctionalNxegradationNofNaNSexNwhromosomealikeNSupergenebNCurrentdBiology_N
2016_Nfj_Nghhaid 6.3 183

125 StrictNevolutionaryNconservationNfollowedNrapidNgeneNlossNonNhumanNandNrhesusNYNchromosomesbN
Nature_N2012_Nhlg_Nlfaj 50.4 181

124 yxtensiveNerrorNinNtheNnumberNofNgenesNinferredNfromNdraftNgenomeNassembliesbNPLoSd
ComputationaldBiology_N2014_Ned_Needdgmml 5 180

123 HigharesolutionNcomparativeNanalysisNofNgreatNapeNgenomesbNScience_N2018_Ngjd_N 33.3 178

122 wonvergentNevolutionNofNchickenNZNandNhumanNXNchromosomesNbyNexpansionNandNgeneNacquisitionbN
Nature_N2010_Nhjj_Njefaj 50.4 168

121 uNphysicalNmapNofNtheNchickenNgenomebNNature_N2004_Nhgf_Nkjeah 50.4 166

(2004-2016)
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120  enomeNsequenceNofNwronobacterNsakazakiiNvuualmhNandNcomparativeNgenomicNhybridizationN
analysisNwithNotherNwronobacterNspeciesbNPLoSdONE_N2010_Ni_Nemiij 3.7 166

119 TowardsNcompleteNandNerrorafreeNgenomeNassembliesNofNallNvertebrateNspeciesbNNature_N2021_Nimf_Nkgkakhj50.4 161

118 uNNewNwhickenN enomeNussemblyNProvidesNInsightNintoNuvianN enomeNStructurebNG3:dGenessd
GenomessdGenetics_N2017_Nk_Nedmaeek 3.2 143

117  enomeNofNtheNhumanNhookwormNNecatorNamericanusbNNaturedGenetics_N2014_Nhj_Nfjeafjm 36.3 139

116 yvolutionaryNtogglingNofNtheNMuPTNekqfebgeNinversionNregionbNNaturedGenetics_N2008_Nhd_Nedkjalg 36.3 138

115 yvolutionaryNsignalsNofNselectionNonNcognitionNfromNtheNgreatNtitNgenomeNandNmethylomebNNatured
Communications_N2016_Nk_Nedhkh 17.4 125

114 IndependentNspecializationNofNtheNhumanNandNmouseNXNchromosomesNforNtheNmaleNgermNlinebN
NaturedGenetics_N2013_Nhi_Nedlgak 36.3 111

113 xefensinsNandNtheNconvergentNevolutionNofNplatypusNandNreptileNvenomNgenesbNGenomedResearch_N
2008_Nel_Nmljamh 9.7 101

112 SingleNhaplotypeNassemblyNofNtheNhumanNgenomeNfromNaNhydatidiformNmolebNGenomedResearch_N
2014_Nfh_Nfdjjakj 9.7 98

111 SystemsNbiologyNofNtheNvervetNmonkeybNILARdJournal_N2013_Nih_Neffahg 1.7 93

110 uvianNWNandNmammalianNYNchromosomesNconvergentlyNretainedNdosageasensitiveNregulatorsbN
NaturedGenetics_N2017_Nhm_Nglkagmh 36.3 92

109 TheNgenomeNofNtheNvervetNWwhlorocebusNaethiopsNsabaeusXbNGenomedResearch_N2015_Nfi_Nemfeagg 9.7 84

108
wonvergenceNinNfeedingNpostureNoccursNthroughNdifferentNgeneticNlociNinNindependentlyNevolvedN
caveNpopulationsNofNustyanaxNmexicanusbNProceedingsdofdthedNationaldAcademydofdSciencesdofdthed
UniteddStatesdofdAmerica_N2013_Need_Nejmggal

11.5 84

107 SpecifyingNandNsustainingNpigmentationNpatternsNinNdomesticNandNwildNcatsbNScience_N2012_Nggk_Neigjahe 33.3 84

106 INTy RuTynNgeneNfusionNdiscoveryNusingNwholeNgenomeNandNtranscriptomeNdatabNGenomedResearch_N
2016_Nfj_Nedlael 9.7 81

105 TheNroleNofNgeneNflowNinNrapidNandNrepeatedNevolutionNofNcavearelatedNtraitsNinNMexicanNtetra_N
ustyanaxNmexicanusbNMoleculardEcology_N2018_Nfk_Nhgmkahhej 5.7 77

104 uncientNhybridizationNandNstrongNadaptationNtoNvirusesNacrossNufricanNvervetNmonkeyNpopulationsbN
NaturedGenetics_N2017_Nhm_Nekdiaekeg 36.3 76

103 uNRuxatagNgeneticNmapNforNtheNplatyfishNWXiphophorusNmaculatusXNrevealsNmechanismsNofNkaryotypeN
evolutionNamongNteleostNfishbNGenetics_N2014_Nemk_Njfiahe 4 68
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102 HighacoverageNsequencingNandNannotatedNassembliesNofNtheNbudgerigarNgenomebNGigaScience_N2014_N
g_Nee 7.6 67

101 TheNsterletNsturgeonNgenomeNsequenceNandNtheNmechanismsNofNsegmentalNrediploidizationbNNatured
EcologydanddEvolution_N2020_Nh_Nlhealif 12.3 65

100 TheNPhysarumNpolycephalumN enomeNRevealsNyxtensiveNUseNofNProkaryoticNTwoawomponentNandN
MetazoanaTypeNTyrosineNKinaseNSignalingbNGenomedBiologydanddEvolution_N2015_Nl_Nedmafi 3.9 63

99 untarcticNblackfinNicefishNgenomeNrevealsNadaptationsNtoNextremeNenvironmentsbNNaturedEcologyd
anddEvolution_N2019_Ng_Nhjmahkl 12.3 62

98  enerationNandNannotationNofNtheNxNuNsequencesNofNhumanNchromosomesNfNandNhbNNature_N2005_N
hgh_Nkfhage 50.4 61

97 wlonalNpolymorphismNandNhighNheterozygosityNinNtheNcelibateNgenomeNofNtheNumazonNmollybNNatured
EcologydanddEvolution_N2018_Nf_Njjmajkm 12.3 60

96 ThirdNReportNonNwhickenN enesNandNwhromosomesNfdeibNCytogeneticdanddGenomedResearch_N2015_N
ehi_Nklaekm 1.9 57

95 PangolinNgenomesNandNtheNevolutionNofNmammalianNscalesNandNimmunitybNGenomedResearch_N2016_N
fj_Negefaegff 9.7 54

94 xevelopingNtoolsNforNtheNstudyNofNmolluscanNimmunitynNTheNsequencingNofNtheNgenomeNofNtheN
easternNoyster_NwrassostreaNvirginicabNFishdanddShellfishdImmunology_N2015_Nhj_Nfah 4.3 49

93  enomicNanalysisNrevealsNhiddenNbiodiversityNwithinNcolugos_NtheNsisterNgroupNtoNprimatesbNScienced
Advances_N2016_Nf_Neejddjgg 14.3 49

92 MolecularNudaptationsNforNSensingNandNSecuringNPreyNandNInsightNintoNumnioteN enomeNxiversityN
fromNtheN arterNSnakeN enomebNGenomedBiologydanddEvolution_N2018_Ned_Nfeedafefm 3.9 48

91 OriginNofNINSLgamediatedNtesticularNdescentNinNtherianNmammalsbNGenomedResearch_N2008_Nel_Nmkhali 9.7 48

90 wonstructionNandNcharacterizationNofNaNnewNbovineNbacterialNartificialNchromosomeNlibraryNwithNedN
genomeaequivalentNcoveragebNMammaliandGenome_N2000_Nee_Njjfag 3.2 48

89  lucoseNandNinsulinNtreatmentNofNinsulinomaNcellsNresultsNinNtranscriptionalNregulationNofNaNcommonN
setNofNgenesbNDiabetes_N2004_Nig_Nehmjaidl 0.9 46

88 xigitalNgeneNexpressionNforNnonamodelNorganismsbNGenomedResearch_N2011_Nfe_Nemdiaei 9.7 44

87  eneticNvariationNandNgeneNexpressionNacrossNmultipleNtissuesNandNdevelopmentalNstagesNinNaN
nonhumanNprimatebNNaturedGenetics_N2017_Nhm_Nekehaekfe 36.3 43

86 uNnonahumanNprimateNsystemNforNlargeascaleNgeneticNstudiesNofNcomplexNtraitsbNHumandMoleculard
Genetics_N2012_Nfe_Nggdkaej 5.6 43

85  eneNdiscoveryNandNcomparativeNanalysisNofNXadegenerateNgenesNfromNtheNdomesticNcatNYN
chromosomebNGenomics_N2008_Nmf_Ngfmagl 4.3 43

(2008-2014)
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84 womparativeNgenomicNanalysisNofNsixN lossinaNgenomes_NvectorsNofNufricanNtrypanosomesbNGenomed
Biology_N2019_Nfd_Nelk 18.3 39

83 ProfilingNofNgenderaregulatedNgeneNtranscriptsNinNtheNfilarialNnematodeNvrugiaNmalayiNbyNcxNuN
oligonucleotideNarrayNanalysisbNMoleculardanddBiochemicaldParasitology_N2005_Nehg_Nhmaik 1.9 38

82 TowardsNcompleteNandNerrorafreeNgenomeNassembliesNofNallNvertebrateNspecies 38

81 JointNMiRNucmRNuNexpressionNprofilingNrevealsNchangesNconsistentNwithNdevelopmentNofN
dysfunctionalNcorpusNluteumNafterNweightNgainbNPLoSdONE_N2015_Ned_Nedegiejg 3.7 37

80
HumanaspecificNtandemNrepeatNexpansionNandNdifferentialNgeneNexpressionNduringNprimateN
evolutionbNProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmerica_N2019_N
eej_Nfgfhgafgfig

11.5 37

79 SequencingNstrategiesNandNcharacterizationNofNkfeNvervetNmonkeyNgenomesNforNfutureNgeneticN
analysesNofNmedicallyNrelevantNtraitsbNBMCdBiology_N2015_Neg_Nhe 7.3 36

78
ProteomicsNandNdeepNsequencingNcomparisonNofNseasonallyNactiveNvenomNglandsNinNtheNplatypusN
revealsNnovelNvenomNpeptidesNandNdistinctNexpressionNprofilesbNMoleculardanddCellulardProteomics_N
2012_Nee_Negihajh

7.6 35

77 TheNlandscapeNofNextremeNgenomicNvariationNinNtheNhighlyNadaptableNutlanticNkillifishbNGenomed
BiologydanddEvolution_N2017_Nm_Njimajkj 3.9 34

76 gxNgenomicsNacrossNtheNtreeNofNlifeNrevealsNcondensinNIINasNaNdeterminantNofNarchitectureNtypebN
Science_N2021_Ngkf_Nmlhamlm 33.3 33

75 OpsinNRepertoireNandNyxpressionNPatternsNinNHorseshoeNwrabsnNyvidenceNfromNtheN enomeNofN
LimulusNpolyphemusNWurthropodanNwhelicerataXbNGenomedBiologydanddEvolution_N2016_Nl_Neikealm 3.9 33

74
PhysicalNMappingNandNRefinementNofNtheNPaintedNTurtleN enomeNWwhrysemysNpictaXNInformNumnioteN
 enomeNyvolutionNandNwhallengeNTurtleavirdNwhromosomalNwonservationbNGenomedBiologydandd
Evolution_N2015_Nk_Nfdglaid

3.9 32

73 uNHighaResolutionNSNPNurrayavasedNLinkageNMapNunchorsNaNNewNxomesticNwatNxraftN enomeN
ussemblyNandNProvidesNxetailedNPatternsNofNRecombinationbNG3:dGenessdGenomessdGenetics_N2016_Nj_Nejdkaej3.2 32

72 TranscriptomeNanalysisNofNfemaleNandNmaleNXiphophorusNmaculatusNJpNejgNubNPLoSdONE_N2011_Nj_Neelgkm3.7 31

71 uNlimitedNroleNforNgeneNduplicationsNinNtheNevolutionNofNplatypusNvenombNMoleculardBiologydandd
Evolution_N2012_Nfm_Nejkakk 8.3 30

70 uNnewNdomesticNcatNgenomeNassemblyNbasedNonNlongNsequenceNreadsNempowersNfelineNgenomicN
medicineNandNidentifiesNaNnovelNgeneNforNdwarfismbNPLoSdGenetics_N2020_Nej_Needdlmfj 6 29

69 SequenceNdiversityNanalysesNofNanNimprovedNrhesusNmacaqueNgenomeNenhanceNitsNbiomedicalNutilitybN
Science_N2020_Ngkd_N 33.3 28

68 TheNNovelNyvolutionNofNtheNSpermNWhaleN enomebNGenomedBiologydanddEvolution_N2017_Nm_Ngfjdagfjh 3.9 27

67 upplicationsNandNefficienciesNofNtheNfirstNcatNjgKNxNuNarraybNScientificdReports_N2018_Nl_Nkdfh 4.9 26
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66 ToNtheNRootNofNtheNwurlnNuNSignatureNofNaNRecentNSelectiveNSweepNIdentifiesNaNMutationNThatNxefinesN
theNwornishNRexNwatNvreedbNPLoSdONE_N2013_Nl_Nejkedi 3.7 26

65 uNproposalNtoNsequenceNtheNgenomeNofNaNgarterNsnakeNWThamnophisNsirtalisXbNStandardsdindGenomicd
Sciences_N2011_Nh_Nfikakd 24

64 PhysicalNmapaassistedNwholeagenomeNshotgunNsequenceNassembliesbNGenomedResearch_N2006_Nej_Nkjlaki9.7 24

63  enomeNsequenceNofNtheNbasalNhaplorrhineNprimateNTarsiusNsyrichtaNrevealsNunusualNinsertionsbN
NaturedCommunications_N2016_Nk_Nefmmk 17.4 22

62 zosmidabasedNphysicalNmappingNofNtheNHistoplasmaNcapsulatumNgenomebNGenomedResearch_N2004_N
eh_Nejdgam 9.7 20

61 TheNquailNgenomenNinsightsNintoNsocialNbehaviour_NseasonalNbiologyNandNinfectiousNdiseaseNresponsebN
BMCdBiology_N2020_Nel_Neh 7.3 19

60 TheNrolesNofNplasticityNandNevolutionaryNchangeNinNshapingNgeneNexpressionNvariationNinNnaturalN
populationsNofNextremophileNfishbNMoleculardEcology_N2017_Nfj_Njglhajgmm 5.7 18

59 TheNwyprinodonNvariegatusNgenomeNrevealsNgeneNexpressionNchangesNunderlyingNdifferencesNinN
skullNmorphologyNamongNcloselyNrelatedNspeciesbNBMCdGenomics_N2017_Nel_Nhfh 4.5 18

58 HigheraorderNgenomeNorganizationNinNplatypusNandNchickenNspermNandNrepositioningNofNsexN
chromosomesNduringNmammalianNevolutionbNChromosoma_N2009_Neel_Nigajm 2.8 18

57 XbNcouchianusNandNXbNhelleriiNgenomeNmodelsNprovideNgenomicNvariationNinsightNamongNXiphophorusN
speciesbNBMCdGenomics_N2016_Nek_Ngk 4.5 18

56 TheN enomeNandNudultNSomaticNTranscriptomeNofNtheNMormyridNylectricNzishNParamormyropsN
kingsleyaebNGenomedBiologydanddEvolution_N2017_Nm_Ngifiagigd 3.9 16

55 uNgawayNhybridNapproachNtoNgenerateNaNnewNhighaqualityNchimpanzeeNreferenceNgenomeN
WPan_tro_gbdXbNGigaScience_N2017_Nj_Neaj 7.6 16

54 womplexitiesNofNgeneNexpressionNpatternsNinNnaturalNpopulationsNofNanNextremophileNfishNWPoeciliaN
mexicana_NPoeciliidaeXbNMoleculardEcology_N2017_Nfj_Nhfeeahffi 5.7 15

53 yvolutionNofNgeneNregulationNinNruminantsNdiffersNbetweenNevolutionaryNbreakpointNregionsNandN
homologousNsyntenyNblocksbNGenomedResearch_N2019_Nfm_Nikjailm 9.7 15

52 MutationsNinNtheNKinesinafNMotorNKIzgvNwauseNanNuutosomalaxominantNwiliopathybNAmericandJournald
ofdHumandGenetics_N2020_Nedj_Nlmgamdh 11 14

51 ychidnaNvenomNglandNtranscriptomeNprovidesNinsightsNintoNtheNevolutionNofNmonotremeNvenombN
PLoSdONE_N2013_Nl_Nekmdmf 3.7 14

50
TheNgenomicsNofNecologicalNflexibility_NlargeNbrains_NandNlongNlivesNinNcapuchinNmonkeysNrevealedN
withNfecalzuwSbNProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmerica_N
2021_Neel_N

11.5 14

49 LongatermNexperimentalNhybridisationNresultsNinNtheNevolutionNofNaNnewNsexNchromosomeNinN
swordtailNfishbNNaturedCommunications_N2018_Nm_Niegj 17.4 14

(2018-2013)
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48 WholeNvodyNMelanomaNTranscriptomeNResponseNinNMedakabNPLoSdONE_N2015_Ned_Nedehgdik 3.7 13

47 wharacterizingNtheNchromosomesNofNtheNplatypusNWOrnithorhynchusNanatinusXbNChromosomed
Research_N2007_Nei_Nmjeakh 4.4 13

46 IncreasedNproductionNofNpeptideNdeformylaseNeliminatesNretentionNofNformylmethionineNinNbovineN
somatotropinNoverproducedNinNyscherichiaNcolibNGene_N1996_Nekh_Nfgial 3.8 13

45 uNchromosomealevelNgenomeNofNustyanaxNmexicanusNsurfaceNfishNforNcomparingNpopulationaspecificN
geneticNdifferencesNcontributingNtoNtraitNevolutionbNNaturedCommunications_N2021_Nef_Nehhk 17.4 13

44 uNguineaNfowlNgenomeNassemblyNprovidesNnewNevidenceNonNevolutionNfollowingNdomesticationNandN
selectionNinNgalliformesbNMoleculardEcologydResources_N2019_Nem_Nmmkaedeh 8.4 11

43 IdentificationNandNanalysisNofNdivergentNimmuneNgeneNfamiliesNwithinNtheNTasmanianNdevilNgenomebN
BMCdGenomics_N2015_Nej_Nedek 4.5 10

42 ResponseNtoNHronNetNalbNGenomedBiology_N2015_Nej_Neji 18.3 10

41 TheNxevelopmentalNandN eneticNurchitectureNofNtheNSexuallyNSelectedNMaleNOrnamentNofN
SwordtailsbNCurrentdBiology_N2021_Nge_Nmeeamffbeh 6.3 10

40 MolecularNgeneticNanalysisNofNtheNmelanomaNregulatoryNlocusNinNXiphophorusNinterspeciesNhybridsbN
MoleculardCarcinogenesis_N2017_Nij_Nemgiaemhh 5 9

39 TheNgenomeNofNtheNstableNfly_NStomoxysNcalcitrans_NrevealsNpotentialNmechanismsNunderlyingN
reproduction_NhostNinteractions_NandNnovelNtargetsNforNpestNcontrolbNBMCdBiology_N2021_Nem_Nhe 7.3 9

38 PatternsNofN enomeaWideNVariationNinN lossinaNfuscipesNfuscipesNTsetseNzliesNfromNUgandabNG3:d
GenessdGenomessdGenetics_N2016_Nj_Neikgalh 3.2 9

37  ermNcellNandNtumorNassociatedNpiRNusNinNtheNmedakaNandNXiphophorusNmelanomaNmodelsbNBMCd
Genomics_N2016_Nek_Ngik 4.5 9

36 uNproteinaceousNorganicNmatrixNregulatesNcarbonateNmineralNproductionNinNtheNmarineNteleostN
intestinebNScientificdReports_N2016_Nj_Nghhmh 4.9 8

35 VenkateshNetNalbNreplybNNature_N2014_Niee_Nymaed 50.4 8

34 yxpressionNsignaturesNofNearlyastageNandNadvancedNmedakaNmelanomasbNComparativedBiochemistryd
anddPhysiologydPartdtdC:dToxicologydanddPharmacology_N2018_Nfdl_Nfdafl 3.2 8

33 TsetseNflyNW lossinaNpallidipesXNmidgutNresponsesNtoNTrypanosomaNbruceiNchallengebNParasitesdandd
Vectors_N2017_Ned_Njeh 4 7

32 womparisonNofNXiphophorusNandNhumanNmelanomaNtranscriptomesNrevealsNconservedNpathwayN
interactionsbNPigmentdCelldanddMelanomadResearch_N2018_Nge_Nhmjaidl 4.5 7

31 TheNPiranhaN enomeNProvidesNMolecularNInsightNussociatedNtoNItsNUniqueNzeedingNvehaviorbN
GenomedBiologydanddEvolution_N2019_Nee_Nfdmmafedj 3.9 7
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30
xramaticNchangesNinNgeneNexpressionNinNdifferentNformsNofNwrithidiaNfasciculataNrevealNpotentialN
mechanismsNforNinsectaspecificNadhesionNinNkinetoplastidNparasitesbNPLoSdNeglecteddTropicaldDiseases
_N2019_Neg_Nedddkikd

4.8 7

29 uNResourceNofN enomeaWideNSingleNNucleotideNPolymorphismsNWSnpsXNforNtheNwonservationNandN
ManagementNofN oldenNyaglesbNJournaldofdRaptordResearch_N2017_Nie_Ngjlagkk 0.9 6

28 SequenceNanalysisNinNrevealsNpervasivenessNofNXaYNarmsNracesNinNmammalianNlineagesbNGenomed
Research_N2020_Ngd_Nekejaekfj 9.7 6

27 yxpressionNSignaturesNofNwisplatinaNandNTrametinibaTreatedNyarlyaStageNMedakaNMelanomasbNG3:d
GenessdGenomessdGenetics_N2019_Nm_Nffjkaffkj 3.2 5

26 xiversityNofNImmunoglobulinNLightNwhainN enesNinNNonaTeleostNRayazinnedNzishNUncoversNIgLN
SubdivisionNintoNziveNuncientNIsotypesbNFrontiersdindImmunology_N2018_Nm_Nedkm 8.4 5

25 wloningNofNtheNcxNusNcodingNforNcatNgrowthNhormoneNandNprolactinbNGene_N1996_Nejl_Nfhkam 3.8 5

24 UltracontinuousNSingleNHaplotypeN enomeNussembliesNforNtheNxomesticNwatNWzelisNcatusXNandNusianN
LeopardNwatNWPrionailurusNbengalensisXbNJournaldofdHeredity_N2021_Neef_Nejiaekg 2.4 5

23 vuildingNandNImprovingNReferenceN enomeNussembliesbNProceedingsdofdthedIEEE_N2017_Neaeh 14.3 4

22 vasalNvertebratesNclarifyNtheNevolutionaryNhistoryNofNciliopathyaassociatedNgenesNTmemeglNandN
TmemfejbNMoleculardBiologydanddEvolution_N2013_Ngd_Njfai 8.3 4

21 uNidKNSNPNarrayNrevealsNgeneticNstructureNforNbaldNeaglesNWHaliaeetusNleucocephalusXbNConservationd
Genetics_N2020_Nfe_Njiakj 2.6 4

20 whromosomeascaleNgenomeNassemblyNofNtheNseaNlouseNwaligusNrogercresseyiNbyNSMRTNsequencingN
andNHiawNanalysisbNScientificdData_N2021_Nl_Njd 8.2 4

19  eneNexpressionNvariationNandNparentalNalleleNinheritanceNinNaNXiphophorusNinterspeciesN
hybridizationNmodelbNPLoSdGenetics_N2018_Neh_Needdklki 6 4

18 OnNtheNoriginNofNSwPPNgenesbNEvolutiondldDevelopment_N2014_Nej_Nefiaj 2.6 3

17 MiningNtheNmmNLivesNwatN enomeNSequencingNwonsortiumNdatabaseNimplicatesNgenesNandNvariantsN
forNtheNTickedNlocusNinNdomesticNcatsNWzelis´ catusXbNAnimaldGenetics_N2021_Nif_Ngfeaggf 2.5 3

16 uNdomesticNcatNwholeNexomeNsequencingNresourceNforNtraitNdiscoverybNScientificdReports_N2021_Nee_Nkeim 4.9 3

15 ypigeneticNRegulationNofNwancerNImmuneNwellsbNSeminarsdindCancerdBiology_N2021_N 12.7 3

14 zixationNofNallelicNgeneNexpressionNlandscapesNandNexpressionNbiasNpatternNshapeNtheNtranscriptomeN
ofNtheNclonalNumazonNmollybNGenomedResearch_N2021_Nge_Ngkfagkm 9.7 3

13 NeuronalNweroidNLipofuscinosisNinNaNxomesticNwatNussociatedNwithNaNxNuNSequenceNVariantNThatN
wreatesNaNPrematureNStopNwodonNinbNG3:dGenessdGenomessdGenetics_N2020_Ned_Nfkheafkie 3.2 2

(2020-2019)
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12 TheNenigmaNofNtheNplatypusNgenomebNAustraliandJournaldofdZoology_N2009_Nik_Neik 0.5 2

11 TheNevolutionNofNecologicalNflexibility_NlargeNbrains_NandNlongNlivesnNcapuchinNmonkeyNgenomicsN
revealedNwithNfecalzuwS 2

10 TheNpracticalNuseNofNgenomeNsequencingNdataNinNtheNmanagementNofNaNfelineNcolonyNpedigreebNBMCd
VeterinarydResearch_N2017_Neg_Nffi 2.7 1

9 NoNbullnNupholdingNcommunityNstandardsNinNpublicNsharingNofNbiologicalNdatasetsbNProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmerica_N2013_Need_Nyhfkk 11.5 1

8 SingleNwirculatingaTumorawellaTargetedNSequencingNtoNIdentifyNSomaticNVariantsNinNLiquidNviopsiesN
inNNonaSmallawellNLungNwancerNPatientsbNCurrentdIssuesdindMoleculardBiology_N2022_Nhh_Nkidakjg 2.9 1

7 TumorigenicNcirculatingNtumorNcellsNfromNxenograftNmouseNmodelsNofNnonametastaticNNSwLwN
patientsNrevealNdistinctNsingleNcellNheterogeneityNandNdrugNresponsesbbNMoleculardCancer_N2022_Nfe_Nkg 42.1 1

6 TheNyvolutionNofNViviparityNinNVertebratesbNAdvancesdindAnatomysdEmbryologydanddCelldBiology_N2021_N
fgh_Nkaem 1.2 0

5 yxplainableNartificialNintelligenceNinNhighathroughputNdrugNrepositioningNforNsubgroupNstratificationsN
withNinterventionableNpotentialbNJournaldofdBiomedicaldInformatics_N2021_Neel_Nedgkmf 10.2 0

4  enomeNussembliesNacrossNtheNxiverseNyvolutionaryNSpectrumNofNProtozoanNParasitesbNMicrobiologyd
ResourcedAnnouncements_N2021_Ned_Neddihife 1.3 0

3 uvianNgenomicsN2022_Nkaej

2 womparativeNanalysisNofNcancerNdriverNgenesNbetweenNhumanNandNsixNnonahumanNprimatesNWLvelfXbN
FASEBdJournal_N2014_Nfl_NLvelf 0.9

1  lobalNassessmentNofNorganNspecificNbasalNgeneNexpressionNoverNaNdiurnalNcycleNwithNanalysesNofN
geneNcopiesNexhibitingNcyclicNexpressionNpatternsbNBMCdGenomics_N2020_Nfe_Nklk 4.5
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