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78 TheOlimitsOofOhumanOmicroRNwOannotationOhaveObeenOmetddORnabO2022bO 5.8 3

77 sRNwbenchOandOsRNwtoolboxOhfhhOupdatepOaccurateOmiRNwOandOsncRNwOprofilingOforOmodelOandO
noncmodelOorganismsddONucleicgAcidsgResearchbO2022bO 20.1 2

76 MirGenezxOhdgpOtowardOaOcompleteOsamplingOofOallOmajorOanimalOphyladONucleicgAcidsgResearchbO2021bO 20.1 9

75 genomypOwOzatabaseOtoO–xploreOtheOwssociationObetweenOGeneticOVariationOWSNPsYOandOypGO
MethylationOinOtheOHumanOGenomedOJournalgofgMoleculargBiologybO2021bOjiibOgllmfo 6.5 0

74 InOSilicoOwnalysisOofOMicrocRNwOSequencingOzatadOMethodsgingMoleculargBiologybO2021bOhhnjbOhigchkg 1.4

73 –xtracellularOvesicleOmiRNwOpredictOFzGcP–TOstatusOinOpatientsOwithOclassicalOHodgkinOLymphomadO
JournalgofgExtracellulargVesiclesbO2021bOgfbOeghghg 16.4 5

72 mirnaQypOaOwebserverOforOcomparativeOqualityOcontrolOofOmiRNwcseqOdatadONucleicgAcidsgResearchbO
2020bOjnbOWhlhcWhlm 20.1 6

71 TranscriptionalOzynamicsOandOyandidateOGenesOInvolvedOinOPodOMaturationOofOyommonOxeanOWOLdYdO
PlantsbO2020bOobO 4.5 1

70 UnificationOofOmiRNwOandOisomiROresearchpOtheOmirGFFiOformatOandOtheOmirtopOwPIdOBioinformaticsbO
2020bOilbOloncmfi 7.2 23

69 MirGenezxOhdfpOtheOmetazoanOmicroRNwOcomplementdONucleicgAcidsgResearchbO2020bOjnbOzgihczgjg 20.1 105

68 –mergingOrolesOofOnonccodingORNwsOinOvectorcborneOinfectionsdOJournalgofgCellgSciencebO2020bOgijbO 5.3 1

67 OnOtheONeedOofOInterpretabilityOforOxiomedicalOwpplicationspOUsingOFuzzyOModelsOforOLungOyancerO
PredictionOwithOLiquidOxiopsyO2019bO 5

66 sRNwbenchOandOsRNwtoolboxOhfgopOintuitiveOfastOsmallORNwOprofilingOandOdifferentialOexpressiondO
NucleicgAcidsgResearchbO2019bOjmbOWkifcWkik 20.1 71

65 NoncodingORNwsOinOParasitecVectorcHostOInteractionsdOTrendsgingParasitologybO2019bOikbOmgkcmhj 6.4 13

64 G–N–clfdOTH–O–PITRwNSyRIPTOMIyOyOz–OINOLGGpOM–TwxOLIywLLYOR–PROGRwMM–zO
IzHcMUTwNTOGLIOMwSOwLT–ROtRNwOMOzIFIywTIONOLwNzSywP–dONeurowOncologybO2019bOhgbOviggfcviggg1 78

63 liqzxpOaOsmallcRNwseqOknowledgeOdiscoveryOdatabaseOforOliquidObiopsyOstudiesdONucleicgAcidsg
ResearchbO2019bOjmbOzggiczghf 20.1 6

62 IdentificationOandOcharacterisationOofOaOpreviouslyOunknownOdroughtOtolerancecassociatedO
microRNwOinObarleydOPlantgJournalbO2018bOokbOgincgjo 6.9 16
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61 –xosomecMediatedOPathogenOTransmissionObyOwrthropodOVectorsdOTrendsgingParasitologybO2018bOijbOkjockkh6.4 16

60 MesenchymalOstemOcellVsOsecretomeOpromotesOselectiveOenrichmentOofOcancerOstemclikeOcellsOwithO
specificOcytogeneticOprofiledOCancergLettersbO2018bOjhobOmncnn 9.9 18

59 PredictionOofOypGOIslandsOasOanOIntrinsicOylusteringOPropertyOFoundOinOManyO–ukaryoticOzNwO
SequencesOandOItsORelationOtoOzNwOMethylationdOMethodsgingMoleculargBiologybO2018bOgmllbOigcjm 1.4 5

58 HerpesOsimplexOvirusOgOmiRNwOsequenceOvariationsOinOlatentlyOinfectedOhumanOtrigeminalOgangliadO
VirusgResearchbO2018bOhklbOofcok 6.4 2

57 IdentificationOofOtomatoOmiRNwsOresponsiveOtoOrootOcolonizationObyOendophyticOPochoniaO
chlamydosporiadOAppliedgMicrobiologygandgBiotechnologybO2018bOgfhbOofmcogo 5.7 11

56
InOsilicoOtargetOnetworkOanalysisOofOdeOnovocdiscoveredbOtickOsalivacspecificOmicroRNwsOrevealsO
importantOcombinatorialOeffectsOinOtheirOinterferenceOwithOvertebrateOhostOphysiologydORnabO2017bO
hibOghkocghlo

5.8 29

55 sRNwtoolboxVMpOSmallORNwOwnalysisOinOaOVirtualOMachinedOMethodsgingMoleculargBiologybO2017bOgknfbOgjocgmj1.4 2

54 ThioureaOprimingOenhancesOsaltOtoleranceOthroughOcocordinatedOregulationOofOmicroRNwsOandO
hormonesOinOxrassicaOjunceadOScientificgReportsbO2017bOmbOjkjof 4.9 28

53 NGSmethzxOhfgmpOenhancedOmethylomesOandOdifferentialOmethylationdONucleicgAcidsgResearchbO
2017bOjkbOzomczgfi 20.1 11

52 OnOtheOpresenceOandOimmunoregulatoryOfunctionsOofOextracellularOmicroRNwsOinOtheOtrematodeO
FasciolaOhepaticadOParasitegImmunologybO2017bOiobOeghioo 2.2 31

51 ViralOUbiquitinOLigaseOStimulatesOSelectiveOHostOMicroRNwO–xpressionObyOTargetingOZ–xO
TranscriptionalORepressorsdOVirusesbO2017bOobO 6.2 7

50 –rrorOyorrectionOinOMethylationOProfilingOFromONGSOxisulfiteOProtocolsO2017bOglmcgni 1

49 GenerationOofOdifferentOsizesOandOclassesOofOsmallORNwsOinObarleyOisOlocusbOchromosomeOandeorO
cultivarcdependentdOBMCgGenomicsbO2016bOgmbOmik 4.5 6

48 SensingOofOlatentO–xVOinfectionOthroughOexosomalOtransferOofOkVpppRNwdOProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericabO2016bOggibO–knmcol 11.5 99

47 NoncinvasiveOprostateOcancerOdetectionObyOmeasuringOmiRNwOvariantsOWisomiRsYOinOurineO
extracellularOvesiclesdOOncotargetbO2016bOmbOhhkllcmn 3.3 85

46
TheOrevisedOmicroRNwOcomplementOofOFasciolaOhepaticaOrevealsOaOplethoraOofOoverlookedO
microRNwsOandOevidenceOforOenrichmentOofOimmunocregulatoryOmicroRNwsOinOextracellularOvesiclesdO
InternationalgJournalgforgParasitologybO2015bOjkbOlomcmfh

4.3 44

45 sRNwtoolboxpOanOintegratedOcollectionOofOsmallORNwOresearchOtoolsdONucleicgAcidsgResearchbO2015bO
jibOWjlmcmi 20.1 161

44 zifferentialOexpressionOofOmicroRNwsOandOotherOsmallORNwsOinObarleyObetweenOwaterOandOdroughtO
conditionsdOPlantgBiotechnologygJournalbO2015bOgibOhcgi 11.6 107
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43
IntegratedOmicroRNwbOmRNwbOandOproteinOexpressionOprofilingOrevealsOmicroRNwOregulatoryO
networksOinOratOkidneyOtreatedOwithOaOcarcinogenicOdoseOofOaristolochicOaciddOBMCgGenomicsbO2015bO
glbOilk

4.5 24

42
wOsystemsOlevelOanalysisOrevealsOtranscriptomicOandOproteomicOcomplexityOinOIxodesOricinusOmidgutO
andOsalivaryOglandsOduringOearlyOattachmentOandOfeedingdOMoleculargandgCellulargProteomicsbO2014bO
gibOhmhkcik

7.6 61

41 zNwOclusteringOandOgenomeOcomplexitydOComputationalgBiologygandgChemistrybO2014bOkiOPtOwbOmgcn 3.6 6

40 SourcesOofOindividualOvariabilitypOmiRNwsOthatOpredisposeOtoOneuropathicOpainOidentifiedOusingO
genomecwideOsequencingdOMoleculargPainbO2014bOgfbOhh 3.4 37

39 –xpressionOofOherpesOsimplexOvirusOgOmicroRNwsOinOcellOcultureOmodelsOofOquiescentOandOlatentO
infectiondOJournalgofgVirologybO2014bOnnbOhiimco 6.6 27

38 NontemplatedOnucleotideOadditionsOdistinguishOtheOsmallORNwOcompositionOinOcellsOfromOexosomesdO
CellgReportsbO2014bOnbOgljocglkn 10.6 379

37 NGSmethzxpOanOupdatedOgenomeOresourceOforOhighOqualitybOsingleccytosineOresolutionOmethylomesdO
NucleicgAcidsgResearchbO2014bOjhbOzkico 20.1 18

36 sRNwbenchpOprofilingOofOsmallORNwsOandOitsOsequenceOvariantsOinOsingleOorOmulticspeciesO
highcthroughputOexperimentsO2014bOgbO 30

35 SurfaceOanalysisOofOzicrocoeliumOdendriticumdOTheOmolecularOcharacterizationOofOexosomesOrevealsO
theOpresenceOofOmiRNwsdOJournalgofgProteomicsbO2014bOgfkbOhihcjg 3.9 83

34 yharacterizationOofOphosphoruscregulatedOmiRiooOandOmiRnhmOandOtheirOisomirsOinObarleyOunderO
phosphoruscsufficientOandOphosphoruscdeficientOconditionsdOBMCgPlantgBiologybO2013bOgibOhgj 5.3 78

33 wOcomprehensiveOexpressionOprofileOofOmicroRNwsOandOotherOclassesOofOnonccodingOsmallORNwsOinO
barleyOunderOphosphorouscdeficientOandOcsufficientOconditionsdODNAgResearchbO2013bOhfbOgfochk 4.5 82

32 ypGisland–VOpOaOdatabaseOandOgenomeObrowserOforOcomparativeOevolutionaryOgenomicsOofOypGO
islandsdOBioMedgResearchgInternationalbO2013bOhfgibOmfofjh 3 4

31 Methyl–xtractpOHighcQualityOmethylationOmapsOandOSNVOcallingOfromOwholeOgenomeObisulfiteO
sequencingOdatadOF1000ResearchbO2013bOhbOhgm 3.6 25

30 Methyl–xtractpOHighcQualityOmethylationOmapsOandOSNVOcallingOfromOwholeOgenomeObisulfiteO
sequencingOdatadOF1000ResearchbO2013bOhbOhgm 3.6 20

29 ylusteringOofOzNwOwordsOandObiologicalOfunctionpOaOproofOofOprincipledOJournalgofgTheoreticalgBiologybO
2012bOhombOghmcil 2.3 19

28 SegmentationOofOtimeOseriesOwithOlongcrangeOfractalOcorrelationsdOEuropeangPhysicalgJournalgBbO2012bO
nkbOg 1.2 19

27 WholeOtranscriptomeOanalysisOofOaOreversibleOneurodegenerativeOprocessOinOzrosophilaOrevealsO
potentialOneuroprotectiveOgenesdOBMCgGenomicsbO2012bOgibOjni 4.5 10

26 xioinformaticsOforOHighOThroughputOSequencingO2012bO 9
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25 ziscoveryOofOnovelOmicroRNwsOinOratOkidneyOusingOnextOgenerationOsequencingOandOmicroarrayO
validationdOPLoSgONEbO2012bOmbOeijioj 3.7 17

24 MicroRNwO–xpressionOProfilingOandOziscoveryO2012bOgogchfn

23 wOtransgenicOtranscriptionOfactorOWTazR–xiYOinObarleyOaffectsOtheOexpressionOofOmicroRNwsOandO
otherOsmallOnonccodingORNwsdOPLoSgONEbO2012bOmbOejhfif 3.7 26

22 HighclevelOorganizationOofOisochoresOintoOgiganticOsuperstructuresOinOtheOhumanOgenomedOPhysicalg
ReviewgEbO2011bOnibOfigofn 2.4 18

21 WordylusterpOdetectingOclustersOofOzNwOwordsOandOgenomicOelementsdOAlgorithmsgforgMolecularg
BiologybO2011bOlbOh 1.8 13

20 NGSmethzxpOaOdatabaseOforOnextcgenerationOsequencingOsingleccytosinecresolutionOzNwO
methylationOdatadONucleicgAcidsgResearchbO2011bOiobOzmkco 20.1 45

19 miRanalyzerpOanOupdateOonOtheOdetectionOandOanalysisOofOmicroRNwsOinOhighcthroughputOsequencingO
experimentsdONucleicgAcidsgResearchbO2011bOiobOWgihcn 20.1 222

18 TargetSpypOaOsupervisedOmachineOlearningOapproachOforOmicroRNwOtargetOpredictiondOBMCg
BioinformaticsbO2010bOggbOhoh 3.6 117

17 PredictionOofOypGcislandOfunctionpOypGOclusteringOvsdOslidingcwindowOmethodsdOBMCgGenomicsbO2010bO
ggbOihm 4.5 35

16 wlgorithmsOandOmethodsOforOcorrelatingOexperimentalOresultsOwithOannotationOdatabasesdOMethodsg
ingMoleculargBiologybO2010bOkoibOigkcjf 1.4 2

15 yontzistpOaOtoolOforOtheOanalysisOofOquantitativeOgeneOandOpromoterOpropertiesdOBMCgBioinformaticsbO
2009bOgfbOm 3.6 6

14 LevelOstatisticsOofOwordspOfindingOkeywordsOinOliteraryOtextsOandOsymbolicOsequencesdOPhysicalgReviewg
EbO2009bOmobOfikgfh 2.4 55

13 miRanalyzerpOaOmicroRNwOdetectionOandOanalysisOtoolOforOnextcgenerationOsequencingOexperimentsdO
NucleicgAcidsgResearchbO2009bOimbOWlncml 20.1 244

12 PhylogeneticOdistributionOofOlargecscaleOgenomeOpatchinessdOBMCgEvolutionarygBiologybO2008bOnbOgfm 3 7

11 wnnotationcModulespOaOtoolOforOfindingOsignificantOcombinationsOofOmultisourceOannotationsOforO
geneOlistsdOBioinformaticsbO2008bOhjbOginlcoi 7.2 25

10 IdentifyingOcharacteristicOscalesOinOtheOhumanOgenomedOPhysicalgReviewgEbO2007bOmkbOfihofi 2.4 39

9 ypGclusterpOaOdistancecbasedOalgorithmOforOypGcislandOdetectiondOBMCgBioinformaticsbO2006bOmbOjjl 3.6 124

8 TheObiasedOdistributionOofOwlusOinOhumanOisochoresOmightObeOdrivenObyOrecombinationdOJournalgofg
MoleculargEvolutionbO2005bOlfbOilkcmm 3.1 37
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7 IsoFinderpOcomputationalOpredictionOofOisochoresOinOgenomeOsequencesdONucleicgAcidsgResearchbO
2004bOihbOWhnmcoh 20.1 64

6 IsochoreOchromosomeOmapsOofOtheOhumanOgenomedOGenebO2002bOiffbOggmchm 3.8 48

5 InterplayOofOdisorderOandOtunnelingOinOcoupledOquantumOwellOstructuresOâ��OtuningOtheOintersubbandO
lineOshapeObyOanOelectricOfielddOPhysicagE:gLowwDimensionalgSystemsgandgNanostructuresbO2000bOmbOmhhcmhk 3 1

4 IntersubbandOtransitionsOinOcoupledOwellsOwithOdisorderdOPhysicagE:gLowwDimensionalgSystemsgandg
NanostructuresbO2000bOlbOlflclgf 3 1

3 SubbandOselectiveOdisorderOinOaOquasichzOsystemOandOitsOeffectOonOtheOintersubbandOspectrumdO
PhysicagE:gLowwDimensionalgSystemsgandgNanostructuresbO2000bOmbOhglchgo 3

2 zNwOMethylationOProfilingOfromOHighcThroughputOSequencingOzata 3

1 MirGenezxOhdfpOTheOmetazoanOmicroRNwOcomplement 7
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