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l Paper IF Citations

117
HalomonasOsaccharevitansOspdOnovdbOHalomonasOarcisOspdOnovdOandOHalomonasOsubterraneaOspdOnovdbO
halophilicObacteriaOisolatedOfromOhypersalineOenvironmentsOofOyhinadOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2007bOkmbOglgocglhj

2.2 98

116
IsolationOandOyompleteOGenomeOSequenceOofOwlgibacterOalginolyticaOspdOnovdbOaONovelO
SeaweedczegradingOxacteroidetesOxacteriumOwithOziverseOPutativeOPolysaccharideOUtilizationOLocidO
AppliedhandhEnvironmentalhMicrobiologybO2016bOnhbOhomkchonm

4.8 61

115 ParabacteroidesOchartaeOspdOnovdbOanOobligatelyOanaerobicOspeciesOfromOwastewaterOofOaOpaperOmilldO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2012bOlhbOhlgichlgm 2.2 60

114
PelagibacteriumOhalotoleransOgendOnovdbOspdOnovdOandOPelagibacteriumOluteolumOspdOnovdbOnovelO
membersOofOtheOfamilyOHyphomicrobiaceaedOInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologybO2011bOlgbOgngmcgnhh

2.2 59

113 HaloferaxOlarseniiOspdOnovdbOanOextremelyOhalophilicOarchaeonOfromOaOsolarOsalterndOInternationalh
JournalhofhSystematichandhEvolutionaryhMicrobiologybO2007bOkmbOmgmcmhf 2.2 59

112 IdentificationOandOcharacterizationOofOnovelOesterasesOfromOaOdeepcseaOsedimentOmetagenomedO
ArchiveshofhMicrobiologybO2012bOgojbOhfmcgj 3 44

111 xrassicibacterOmesophilusOgendOnovdbOspdOnovdbOaOstrictlyOanaerobicObacteriumOisolatedOfromOfoodO
industryOwastewaterdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2012bOlhbOifgncifhi2.2 40

110
NatrinemaOaltunenseOspdOnovdbOanOextremelyOhalophilicOarchaeonOisolatedOfromOaOsaltOlakeOinOwltunO
MountainOinOXinjiangbOyhinadOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2005bO
kkbOgiggcgigj

2.2 40

109 yloningbOexpressionOandOcharacterizationOofOaOhalotolerantOesteraseOfromOaOmarineObacteriumO
PelagibacteriumOhalotoleransOxhTdOExtremophilesbO2012bOglbOjhmcik 3 38

108 wmphibacillusOjilinensisOspdOnovdbOaOfacultativelyOanaerobicbOalkaliphilicObacillusOfromOaOsodaOlakedO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2010bOlfbOhkjfchkji 2.2 36

107 ThermusOarciformisOspdOnovdbOaOthermophilicOspeciesOfromOaOgeothermalOareadOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2010bOlfbOnijcnio 2.2 35

106 GracilibacillusOureilyticusOspdOnovdbOaOhalotolerantObacteriumOfromOaOsalinecalkalineOsoildOInternationalh
JournalhofhSystematichandhEvolutionaryhMicrobiologybO2010bOlfbOginicginl 2.2 34

105 ParacoccusOsediminisOspdOnovdbOisolatedOfromOPacificOOceanOmarineOsedimentdOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2014bOljbOhkghchkgl 2.2 31

104
HalolaminaOsalifodinaeOspdOnovdOandOHalolaminaOsalinaOspdOnovdbOtwoOextremelyOhalophilicOarchaeaO
isolatedOfromOaOsaltOminedOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2013bO
libOjinfcjink

2.2 30

103 MuricaudaOantarcticaOspdOnovdbOaOmarineOmemberOofOtheOFlavobacteriaceaeOisolatedOfromOwntarcticO
seawaterdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2013bOlibOijkgcijkl 2.2 26

102
PseudoroseovariusOzhejiangensisOgendOnovdbOspdOnovdbOaOnovelOalphacproteobacteriumOisolatedOfromO
theOchemicalOwastewaterbOandOreclassificationOofORoseovariusOcrassostreaeOasOPseudoroseovariusO
crassostreaeOcombdOnovdbORoseovariusOsediminilitorisOasOPseudoroseovariusOsediminilitorisOcombdO
novdOandORoseovariusOhalocynthiaeOasOPseudoroseovariusOhalocynthiaeOcombdOnovdOAntoniehVanh
LeeuwenhoekbO2015bOgfnbOhogco

2.1 25

101 KordiimonasOlacusOspdOnovdbOisolatedOfromOaOballastOwaterOtankbOandOemendedOdescriptionOofOtheO
genusOKordiimonasdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2011bOlgbOjhhcjhl 2.2 25

Min Wu

2



100 RuegeriaOmarinaOspdOnovdbOisolatedOfromOmarineOsedimentdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2011bOlgbOijmcikf 2.2 25

99 yharacterizationOofOalcoholOdehydrogenaseOfromOtheOhaloalkaliphilicOarchaeonONatronomonasO
pharaonisdOExtremophilesbO2008bOghbOjmgcl 3 25

98 HaloterrigenaOsaccharevitansOspdOnovdbOanOextremelyOhalophilicOarchaeonOfromOXincJiangbOyhinadO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2005bOkkbOhkiochkjh 2.2 25

97
MaribacterOthermophilusOspdOnovdbOisolatedOfromOanOalgalObloomOinOanOintertidalOzonebOandOemendedO
descriptionOofOtheOgenusOMaribacterdOInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologybO2015bOlkbOilcjg

2.2 24

96
HalorubrumOarcisOspdOnovdbOanOextremelyOhalophilicOarchaeonOisolatedOfromOaOsalineOlakeOonOtheO
QinghaicTibetOPlateaubOyhinadOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO
2007bOkmbOgflocgfmh

2.2 24

95 ThalassomonasOeurythermaOspdOnovdbOaOmarineOproteobacteriumdOInternationalhJournalhofhSystematich
andhEvolutionaryhMicrobiologybO2014bOljbOhfmochfni 2.2 24

94 PseudoalteromonasOlipolyticaOspdOnovdbOisolatedOfromOtheOYangtzeORiverOestuarydOInternationalh
JournalhofhSystematichandhEvolutionaryhMicrobiologybO2010bOlfbOhgmlchgng 2.2 23

93 OceanobacillusOneutriphilusOspdOnovdbOisolatedOfromOactivatedOsludgeOinOaObioreactordOInternationalh
JournalhofhSystematichandhEvolutionaryhMicrobiologybO2010bOlfbOhjfochjgj 2.2 23

92 xacterialOandOarchaealOcommunitiesOinOtheOsurfaceOsedimentOfromOtheOnorthernOslopeOofOtheOSouthO
yhinaOSeadOJournalhofhZhejianghUniversity:hSciencehBbO2009bOgfbOnofcofg 4.5 22

91 HalobiformaOlacisalsiOspdOnovdbOisolatedOfromOaOsaltOlakeOinOyhinadOInternationalhJournalhofhSystematich
andhEvolutionaryhMicrobiologybO2005bOkkbOgojocgokh 2.2 22

90
MaripseudobacterOaurantiacusOgendOnovdbOspdOnovdbOaOnovelOmemberOofOtheOfamilyOFlavobacteriaceaeO
isolatedOfromOaOsedimentationObasindOInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologybO2017bOlmbOmmncmni

2.2 22

89 SinimarinibacteriumOflocculansOgendOnovdbOspdOnovdbOaOgammaproteobacteriumOfromOoffshoreOsurfaceO
seawaterdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2015bOlkbOikjgcikjl 2.2 21

88 GemmobacterOmegateriumOspdOnovdbOisolatedOfromOcoastalOplanktonicOseaweedsdOInternationalh
JournalhofhSystematichandhEvolutionaryhMicrobiologybO2014bOljbOllcmg 2.2 20

87
wequorivitaOviscosaOspdOnovdbOisolatedOfromOanOintertidalOzonebOandOemendedOdescriptionsOofO
wequorivitaOantarcticaOandOwequorivitaOcapsosiphonisdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2013bOlibOigohcigol

2.2 18

86 zevosiaOpacificaOspdOnovdbOisolatedOfromOdeepcseaOsedimentdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2014bOljbOhlimchljg 2.2 17

85 ParvularculaOflavaOspdOnovdbOanOalphaproteobacteriumOisolatedOfromOsurfaceOseawaterOofOtheOSouthO
yhinaOSeadOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2016bOllbOijoncikfh 2.2 17

84 yloningbOexpressionOandOcharacterizationOofOaOnewOenantioselectiveOesteraseOfromOaOmarineO
bacteriumOPelagibacteriumOhalotoleransOxhTdOJournalhofhMolecularhCatalysishB:hEnzymaticbO2013bOombOhmfchmm 16

83 MicrobulbiferOmarinusOspdOnovdOandOMicrobulbiferOyueqingensisOspdOnovdbOisolatedOfromOmarineO
sedimentdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2012bOlhbOkfkckgf 2.2 16
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82 MeiothermusOcateniformansOspdOnovdbOaOslightlyOthermophilicOspeciesOfromOnorthceasternOyhinadO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2010bOlfbOnjfcnjj 2.2 16

81
PseudooceanicolaOlipolyticusOspdOnovdbOaOmarineOalphaproteobacteriumbOreclassificationOofO
OceanicolaOflagellatusOasOPseudooceanicolaOflagellatusOcombdOnovdOandOemendedOdescriptionOofOtheO
genusOPseudooceanicoladOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2018bO
lnbOjfocjgk

2.2 16

80
EcologicalOfunctionsOofOunculturedOmicroorganismsOinOtheOcobaltcrichOferromanganeseOcrustOofOaO
seamountOinOtheOcentralOPacificOareOelucidatedObyOfosmidOsequencingdOActahOceanologicahSinicabO2015
bOijbOohcggi

1 15

79 ImagecbasedOpromoterOpredictionpOaOpromoterOpredictionOmethodObasedOonOevolutionarilyO
generatedOpatternsdOScientifichReportsbO2018bOnbOgmlok 4.9 15

78 zraftOGenomeOSequenceOofOMicrobacteriumOprofundiOShhjoTbOanOwctinobacteriumOIsolatedOfromO
zeepcSeaOSedimentOofOaOPolymetallicONoduleOEnvironmentdOGenomehAnnouncementsbO2015bOibO 14

77
zraftOgenomeOsequenceOofOMicrobulbiferOelongatusOstrainOHZggbOaObrownOseaweedcdegradingO
bacteriumOwithOpotentialOabilityOtoOproduceObioethanolOfromOalginatedOMarinehGenomicsbO2014bOgnOPtO
xbOnick

1.9 14

76 RoseivivaxOpacificusOspdOnovdbOisolatedOfromOdeepcseaOsedimentdOInternationalhJournalhofhSystematich
andhEvolutionaryhMicrobiologybO2013bOlibOjkmjcjkmo 2.2 14

75
TerasakiellaObrassicaeOspdOnovdbOisolatedOfromOtheOwastewaterOofOaOpicklecprocessingOfactorybOandO
emendedOdescriptionsOofOTerasakiellaOpusillaOandOtheOgenusOTerasakielladOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2016bOllbOgnfmcgngh

2.2 14

74 PseudohongiellanitratireducensOspdOnovdbOisolatedOfromOseawaterbOandOemendedOdescriptionOofOtheO
genusOPseudohongielladOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2016bOllbOkgkkckglf2.2 14

73 ExtensimonasOvulgarisOgendOnovdbOspdOnovdbOaOmemberOofOtheOfamilyOyomamonadaceaedOInternationalh
JournalhofhSystematichandhEvolutionaryhMicrobiologybO2013bOlibOhflhchfln 2.2 13

72 PectinatusObrassicaeOspdOnovdbOaOGramcnegativebOanaerobicObacteriumOisolatedOfromOsaltyO
wastewaterdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2012bOlhbOhgjkchgjo 2.2 13

71
wnoxybacillusOvitaminiphilusOspdOnovdbOaOstrictlyOaerobicOandOmoderatelyOthermophilicObacteriumO
isolatedOfromOaOhotOspringdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2013bO
libOjfljcjfmg

2.2 12

70 wldehydeOdehydrogenaseOofOtheOhaloalkaliphilicOarchaeonONatronomonasOpharaonisOandOitsOfunctionO
inOethanolOmetabolismdOExtremophilesbO2008bOghbOnjockj 3 12

69 spdOnovdOIsOaONovelOwctinobacteriumOIsolatedOFromOMangroveOSoilOandOExertsOaOPotentOwntitumorO
wctivitydOFrontiershinhMicrobiologybO2018bOobOgknm 5.7 11

68
wlkaliphilusOhalophilusOspdOnovdbOaOstrictlyOanaerobicOandOhalophilicObacteriumOisolatedOfromOaOsalineO
lakebOandOemendedOdescriptionOofOtheOgenusOwlkaliphilusdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2010bOlfbOhnonchofh

2.2 11

67 yitricoccusOzhacaiensisOspdOnovdbOisolatedOfromOaObioreactorOforOsalineOwastewaterOtreatmentdO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2010bOlfbOjokcjoo 2.2 11

66
TepidibacterOmesophilusOspdOnovdbOaOmesophilicOfermentativeOanaerobeOisolatedOfromOsoilOpollutedO
byOcrudeOoilbOandOemendedOdescriptionOofOtheOgenusOTepidibacterdOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2012bOlhbOllcmf

2.2 11

65 LuteolibacterOflavescensOspdOnovdbOisolatedOfromOdeepOseawaterdOInternationalhJournalhofhSystematich
andhEvolutionaryhMicrobiologybO2017bOlmbOmhocmik 2.2 11
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64 MesorhizobiumOoceanicumOspdOnovdbOisolatedOfromOdeepOseawaterdOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2017bOlmbOhmiochmjk 2.2 11

63 SphingomonasOrubraOspdOnovdbOisolatedOfromObioreactorOwastewaterdOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2011bOlgbOgfhncgfih 2.2 10

62
GilvimarinusOpolysaccharolyticusOspdOnovdbOanOagarcdigestingObacteriumOisolatedOfromOseaweedbOandO
emendedOdescriptionOofOtheOgenusOGilvimarinusdOInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologybO2015bOlkbOklhcklo

2.2 9

61 SalimesophilobacterOvulgarisOgendOnovdbOspdOnovdbOanOanaerobicObacteriumOisolatedOfromOpapercmillO
wastewaterdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2013bOlibOgigmcgihh 2.2 9

60 yulturableOhalophilicOarchaealOdiversityOofOwyakekumuOsaltOlakeOlocatedOinOXinjiangbOyhinadOActah
EcologicahSinicabO2007bOhmbOiggocighi 2.7 9

59 gendOnovdbOspdOnovdbOanOanaerobicObacteriumOisolatedOfromOpapercmillOwastewaterdOInternationalh
JournalhofhSystematichandhEvolutionaryhMicrobiologybO2016bOllbOlhnclih 2.2 9

58 HalomonasOendophyticaOspdOnovdbOisolatedOfromOliquidOinOtheOstemsOofOPopulusOeuphraticadO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2018bOlnbOgliicglin 2.2 9

57 ThreeONewOIsoflavonoidOGlycosidesOfromOtheOMangroveczerivedOwctinomyceteOggfxdOMarinehDrugsbO
2019bOgmbO 6 8

56 MicrobialOcommunityOstructureOandOnitrogenaseOgeneOdiversityOofOsedimentOfromOaOdeepcseaO
hydrothermalOventOfieldOonOtheOSouthwestOIndianORidgedOActahOceanologicahSinicabO2014bOiibOojcgfj 1 8

55 HalopigerOsalifodinaeOspdOnovdbOanOextremelyOhalophilicOarchaeonOisolatedOfromOaOsaltOminedO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2013bOlibOikliciklm 2.2 8

54 OceanirhabdusOsediminicolaOgendOnovdbOspdOnovdbOanOanaerobicObacteriumOisolatedOfromOseaOsedimentdO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2013bOlibOjhmmcjhni 2.2 8

53 MarinobacteriumOzhoushanenseOspdOnovdbOisolatedOfromOsurfaceOseawaterdOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2016bOllbOijimcijjh 2.2 8

52 RoseivirgaOmarinaOspdOnovdbOisolatedOfromOseawaterdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2015bOlkbOjhiocjhji 2.2 7

51 SaccharospirillumOmangroviOspdOnovdbOaObacteriumOisolatedOfromOmangroveOsedimentdOInternationalh
JournalhofhSystematichandhEvolutionaryhMicrobiologybO2018bOlnbOhngichngn 2.2 7

50 wlgicoccusOmarinusOgendOnovdOspdOnovdbOaOmarineObacteriumOisolatedOfromOtheOsurfaceOofObrownO
seaweedOLaminariaOjaponicadOArchiveshofhMicrobiologybO2019bOhfgbOojicokf 3 6

49 GallaecimonasOmangroviOspdOnovdbOaOnovelObacteriumOisolatedOfromOmangroveOsedimentdOAntoniehVanh
LeeuwenhoekbO2018bOgggbOgnkkcgnlh 2.1 6

48
HalopelagiusOlongusOspdOnovdbOaOmemberOofOtheOfamilyOHalobacteriaceaeOisolatedOfromOaOsaltOminebO
andOemendedOdescriptionOofOtheOgenusOHalopelagiusdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2013bOlibOiknkcikof

2.2 6

47 PseudomonasOmangroviOspdOnovdbOisolatedOfromOmangroveOsoildOInternationalhJournalhofhSystematich
andhEvolutionaryhMicrobiologybO2019bOlobOimmcini 2.2 6

(2019-2017)
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46 zescriptionOofOErythrobacterOmangroviOspdOnovdbOanOaerobicObacteriumOfromOrhizosphereOsoilOofO
mangroveOplantOXKandeliaOcandelYdOAntoniehVanhLeeuwenhoekbO2020bOggibOgjhkcgjik 2.1 6

45 PolyphasicOtaxonomicOcharacterisationOofOaOnovelOstrainOasOPararhizobiumOhaloflavumOspdOnovdbO
isolatedOfromOsoilOsamplesOnearOaOsewageOtreatmentOtankdOAntoniehVanhLeeuwenhoekbO2018bOgggbOjnkcjog2.1 6

44 MuriicolaOmarianensisOspdOnovdbOisolatedOfromOseawaterdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2015bOlkbOjfmcjgg 2.2 5

43 wquibacillusOsalifodinaeOspdOnovdbOaOnovelObacteriumOisolatedOfromOaOsaltOmineOinOXinjiangOprovincebO
yhinadOAntoniehVanhLeeuwenhoekbO2015bOgfmbOilmcmj 2.1 5

42 ThalassobaculumOfulvumOspdOnovdbOisolatedOfromOdeepOseawaterdOInternationalhJournalhofhSystematich
andhEvolutionaryhMicrobiologybO2016bOllbOhgnlchgog 2.2 5

41 wctibacteriumOpelagiumOspdOnovdbOaOnovelOalphaproteobacteriumbOandOemendedOdescriptionOofOtheO
genusOwctibacteriumdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2017bOlmbOkfnfckfnl2.2 5

40 westuariumOzhoushanenseOgendOnovdbOspdOnovdbOIsolatedOfromOtheOTidalOFlatdOCurrenthMicrobiologybO
2017bOmjbOgjlocgjml 2.4 4

39 xacillusOsalitoleransOspdOnovdbOaOnovelObacteriumOisolatedOfromOaOsaltOmineOinOXinjiangOprovincebOyhinadO
AntoniehVanhLeeuwenhoekbO2015bOgfnbOjjickg 2.1 4

38 PseudomonasOpharmafabricaeOspdOnovdbOIsolatedOFromOPharmaceuticalOWastewaterdOCurrenth
MicrobiologybO2018bOmkbOgggocgghk 2.4 4

37 yhryseobacteriumOlineareOspdOnovdbOisolatedOfromOaOlimpidOstreamdOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2017bOlmbOnffcnfk 2.2 4

36 KordiimonasOpumilaOspdOnovdbOisolatedOfromOcoastalOsedimentdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2018bOlnbOgmjicgmjn 2.2 4

35 RhodohalobacterObarkolensisOspdOnovdbOisolatedOfromOaOsalineOlakeOandOemendedOdescriptionOofOtheO
genusORhodohalobacterdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2018bOlnbOgojocgokj2.2 4

34 MarinicaulisOflavusOgendOnovdbOspdOnovdbOaOnovelOstalkedObacteriumOofOtheOfamilyOParvularculaceaedO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2018bOlnbOhflgchflm 2.2 4

33 MicromonosporaOzhangzhouensisOspdOnovdbOaONovelOwctinobacteriumOIsolatedOfromOMangroveOSoilbO
ExertsOaOyytotoxicOwctivityOinOvitrodOScientifichReportsbO2020bOgfbOinno 4.9 3

32 wgromycesOmangroviOspdOnovdbOaONovelOwctinobacteriumOIsolatedOfromOMangroveOSoildOCurrenth
MicrobiologybO2018bOmkbOgfkkcgflg 2.4 3

31 MarinibaculumOpumilumOgendOnovdbOspdOnovdbOisolatedOfromOseawaterdOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2016bOllbOjnjjcjnjo 2.2 3

30 spdOnovdbOaOhalotolerantObacteriumOisolatedOfromOaOsalineOlakedOInternationalhJournalhofhSystematich
andhEvolutionaryhMicrobiologybO2018bOlnbOghfjcghfo 2.2 3

29 MeridianimarinicoccusOroseusOgendOnovdbOspdOnovdbOaOnovelOgenusOofOtheOfamilyORhodobacteraceaeO
isolatedOfromOseawaterdOInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2019bOlobOkfjckgf2.2 3
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28 yompleteOgenomeOsequenceOofOSalinigranumOrubrumOGXgfTbOanOextremelyOhalophilicOarchaeonO
isolatedOfromOaOmarineOsolarOsalterndOMarinehGenomicsbO2019bOjjbOkmclf 1.9 3

27 yhemicalOOxygenOzemandORemovalOinONahSOjOSaturatedOWastewaterObyOyultivableOHalotolerantO
xacterialOyommunitydOCleanhvhSoiluhAiruhWaterbO2016bOjjbOkoickon 1.6 2

26 zraftOgenomeOsequenceOofOHalopigerOsalifodinaeOKyYfmcxhXTYbOanOextremlyOhalophilicOarchaeonO
isolatedOfromOaOsaltOminedOStandardshinhGenomichSciencesbO2015bOgfbOghj 2

25 IsolationOandOPhylogeneticOwnalysisOofOHalophilicOwrchaeonOwJldOFrontiershofhBiologyhinhChina:h
SelectedhPublicationshFromhChinesehUniversitiesbO2006bOgbOhocij 2

24 EmcibacterOcongregatusOspdOnovdbOisolatedOfromOsedimentOculturedOinOsitudOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2018bOlnbOhnjlchnkf 2.2 2

23 wlkalilacustrisObrevisOgendOnovdbOspdOnovdbOisolatedOfromOaOsodaOlakedOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2019bOlobOgllocglmk 2.2 2

22 spdOnovdbOspdOnovdOandOspdOnovdbOthreeOmarineObacteriaOisolatedOfromOseawaterdOInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologybO2020bOmfbOlhjfclhkf 2.2 2

21 zescriptionOofOWenzhouxiangellaOsalilacusOspdOnovdbOaOmoderateOhalophilicObacteriumOisolatedOfromOaO
saltOlakeOinOXinjiangOProvincebOyhinadOAntoniehVanhLeeuwenhoekbO2019bOgghbOnjmcnkk 2.1 2

20 MarinobacterOcaseinilyticusOspdOnovdbOIsolatedOfromOSalineOSoildOCurrenthMicrobiologybO2021bOmnbOgfjkcgfkh2.4 2

19 NitratireductorOmangroviOspdOnovdbOaONitratecReducingOxacteriumOIsolatedOfromOMangroveOSoildO
CurrenthMicrobiologybO2020bOmmbOgiijcgijf 2.4 1

18 HighOqualityOdraftOgenomeOsequenceOofOanOextremelyOhalophilicOarchaeonOstrainOwJhdOStandardshinh
GenomichSciencesbO2017bOghbOhk 1

17 zraftOgenomicOzNwOsequenceOofOstrainOHalomonasOspdOFScNjOexhibitingOhighOcatalaseOactivitydO
MarinehGenomicsbO2014bOgnOPtOxbOggochg 1.9 1

16 spdOnovdbOaOnovelOactinobacteriumOisolatedOfromOsapOofdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2020bOmfbOgnnncgnoj 2.2 1

15 IdiomarinaOmangroviOspdOnovdbOisolatedOfromOrhizosphereOsoilOofOaOmangroveOwvicenniaOmarinaOforestdO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2019bOlobOgllhcglln 2.2 1

14 SeohaeicolaOzhoushanensisOspdOnovdbOisolatedOfromOseawaterdOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2016bOllbOifhocifii 2.2 1

13 ziscoveryOofOThreeOhhcMemberedOMacrolidesObyOzecipheringOtheOStreamlinedOGenomeOofO
MangroveczerivedOspdOHMgofdOFrontiershinhMicrobiologybO2020bOggbOgjlj 5.7 1

12 TheOyompleteOGenomeOofOEmcibacterOcongregatusOZYLbOaOMarineOxacteriumOEncodingOaOyRISPRcyasO
oOImmuneOSystemdOCurrenthMicrobiologybO2020bOmmbOmlhcmln 2.4 0

11 zraftOGenomeOSequenceOofOwmphibacillusOjilinensisOYgXTYbOaOFacultativelyOwnaerobicbOwlkaliphilicOandO
HalotolerantOxacteriumdOStandardshinhGenomichSciencesbO2013bOnbOjogco 0

(2013-2019)
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10 spdOnovdbOisolatedOfromOrhizosphereOsoilOofOinOaOmangrovedOInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologybO2020bOmfbOknlgcknlm 2.2 0

9 MarortusOluteolusOgendOnovdbOspdOnovdbOisolatedOfromOsurfaceOseawaterOofOtheOEastOSeaOinOyhinadO
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologybO2019bOlobOgjofcgjok 2.2 0

8 wnaerophilusOnitritogenesOgendOnovdbOspdOnovdbOisolatedOfromOsaltOlakeOsedimentOinOXinjiangOProvincebO
yhinadOAntoniehVanhLeeuwenhoekbO2020bOggibOjgmcjhk 2.1 0

7 yompleteOgenomeOsequenceOofOmarineORoseobacterOlineageOmemberOMonaibacteriumOspdOwLGnO
withOsixOplasmidsOisolatedOfromOseawaterOaroundObrownOalgaedOMarinehGenomicsbO2021bOlfbOgffnmn 1.9 0

6 PseudomonasOlopnurensisOspdOnovdbOanOendophyticObacteriumOisolatedOfromOPopulusOeuphraticaOatO
theOancientOUganOriverdOAntoniehVanhLeeuwenhoekbO2021bOggjbOioocjgf 2.1 0

5 NesterenkoniaOebinurensisOspdOnovdbOaONovelOwctinobacteriumOIsolatedOFromOPopulusOeuphraticadO
CurrenthMicrobiologybO2021bOmnbOinfjcingf 2.4 0

4 HalomonasOpopuliOspdOnovdOisolatedOfromOPopulusOeuphraticaddOArchiveshofhMicrobiologybO2021bOhfjbOnl 3 0

3 yonfluentibacterOflavumOspdOnovdbOIsolatedOfromOtheOSalineOLakedOCurrenthMicrobiologybO2018bOmkbOgjjmcgjkh2.4

2 GenomeOsequenceOofOfacultativelyOanaerobicOmarineObacteriumOMaribacterOthermophilusOstrainO
HTmchXTYdOMarinehGenomicsbO2015bOhjOPtOibOhlkcn 1.9

1 HalopelagiusO2016bOgcn

Min Wu
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