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453  eferenceImaterialsIforI’·WbasedIuntargetedImetabolomicsIandIlipidomicsjIaIreviewIbyItheI
metabolomicsIqualityIassuranceIandIqualityIcontrolIconsortiumIRm—qssSXXIMetabolomicsVI2022VIahVIbd 4.7 4

452 ·imultaneousI amanIandIynfraredI·pectroscopyIofI·tableIysotopeI‘abelledIuscherichiaIcoliXISensorsVI
2022VIbbVIcibh 3.8 1

451 βntargetedImetabolomicsIofIs”VytWaiIpatientIserumIrevealsIpotentialIprognosticImarkersIofIbothI
severityIandIoutcomeXXIMetabolomicsVI2021VIahVIf 4.7 18

450 rreathIandIplasmaImetabolomicsItoIassessIinflammationIinIacuteIstrokeXIScientificYReportsVI2021VI
aaVIbaidi 4.9 1

449 ’etabolomicsIofIsebumIrevealsIlipidIdysregulationIinI–arkinsonQsIdiseaseXINatureYCommunicationsVI
2021VIabVIaeib 17.4 27

448 βntargetedI’olecularIqnalysisIofIuxhaledIrreathIasIaItiagnosticIαestIforIVentilatorWqssociatedI
‘owerI espiratoryIαractIynfectionsIRrreathtxSXIThoraxVI2021VI 7.3 1

447 αheI oleIofI amanI·pectroscopyIWithinI—uantitativeI’etabolomicsXIAnnualYReviewYofYAnalyticalY
ChemistryVI2021VIadVIcbcWcde 12.5 5

446
qssessmentIofIαransdermalIteliveryIofIαopicalIsompoundsIinI·kinI·carringIβsingIaI“ovelI
sombinedIqpproachIofI amanI·pectroscopyIandIxighW–erformanceI‘iquidIshromatographyXI
AdvancesYinYWoundYCareVI2021VIaZVIaWab

4.8 0

445 tiscriminationIofIbacteriaIusingIwholeIorganismIfingerprintingjItheIutilityIofImodernI
physicochemicalItechniquesIforIbacterialItypingXIAnalystlYTheVI2021VIadfVIggZWghh 5 12

444 tetectionIandIquantificationIofIexhaledIvolatileIorganicIcompoundsIinImechanicallyIventilatedI
patientsIWIcomparisonIofItwoIsamplingImethodsXIAnalystlYTheVI2021VIadfVIbbbWbca 5 2

443 ’etabolismIinIactionjIstableIisotopeIprobingIusingIvibrationalIspectroscopyIandI·y’·IrevealsI
kineticIandImetabolicIfluxIofIkeyIsubstratesXIAnalystlYTheVI2021VIadfVIagcdWagdf 5 2

442 ymagingIysotopicallyI‘abeledIracteriaIatItheI·ingleWsellI‘evelIβsingIxighW esolutionI”pticalI
ynfraredI–hotothermalI·pectroscopyXIAnalyticalYChemistryVI2021VIicVIcZhbWcZhh 7.8 13

441  apidI·pectroscopicI‘iquidIriopsyIforItheIβniversalItetectionIofIrrainIαumoursXICancersVI2021VIacVI 6.6 7

440
qssessingItheIimpactIofInitrogenIsupplementationIinIoatsIacrossImultipleIgrowthIlocationsIandI
yearsIwithItargetedIphenotypingIandIhighWresolutionImetaboliteIprofilingIapproachesXIFoodY
ChemistryVI2021VIceeVIabiehe

8.5 3

439 –ortableIthroughIrottleI·” ·IforItheIquthenticationIofIuxtraIVirginI”liveI”ilXIAppliedYSciencesY
gSwitzerlandhVI2021VIaaVIhcdg 2.6 4

438 somparingIrootIexudateIcollectionItechniquesjIqnIimprovedIhybridImethodXISoilYBiologyYandY
BiochemistryVI2021VIafaVIaZhcia 7.5 6

437 ·pectralIartefactsIinducedIbyImovingItargetsIinIliveIhyperspectralIstimulatedI amanIspectroscopyjI
αheIcaseIofIlipidIdropletsIinIyeastIcellsXIClinicalYSpectroscopyVI2021VIcVIaZZZad 16 0
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436 uffectsIofIhighIrelativeIhumidityIandIdryIpurgingIonIV”ssIobtainedIduringIbreathIsamplingIonI
commonIsorbentItubesXIJournalYofYBreathYResearchVI2020VIadVIZdfZZf 3.1 6

435  amanI·pectroscopyItoI’onitorI–ostWαranslationalI’odificationsIandItegradationIinI’onoclonalI
qntibodyIαherapeuticsXIAnalyticalYChemistryVI2020VIibVIaZchaWaZchi 7.8 13

434 qImicrobiomeIandImetabolomicIsignatureIofIphasesIofIcutaneousIhealingIidentifiedIbyIprofilingI
sequentialIacuteIwoundsIofIhumanIskinjIqnIexploratoryIstudyXIPLoSYONEVI2020VIaeVIeZbbiede 3.7 6

433 ·urfaceIunhancedI amanI·pectroscopyIforI—uantitativeIqnalysisjI esultsIofIaI‘argeW·caleI
uuropeanI’ultiWynstrumentIynterlaboratoryI·tudyXIAnalyticalYChemistryVI2020VIibVIdZecWdZfd 7.8 25

432  adiationIαoleranceIofIVIaIsyanobacteriumI elevantItoItheIvirstIwenerationI’agnoxI·torageI–ondXI
FrontiersYinYMicrobiologyVI2020VIaaVIeae 5.7 6

431 —uantificationIofIproteinIglycationIusingIvibrationalIspectroscopyXIAnalystlYTheVI2020VIadeVIcfhfWcfif 5 5

430 αheIroleIofImetabolomicsIinIpersonalizedImedicineI2020VIbbgWbdd

429 tevelopmentIofIaIsensorIdeviceIwithIpolymerWcoatedIpiezoelectricImicroWcantileversIforIdetectionI
ofIvolatileIorganicIcompoundsXIMeasurementYScienceYandYTechnologyVI2020VIcaVIZceaZc 2 3

428 ”ptimizationIofIXs’·IparametersIforI‘sW’·ImetabolomicsjIanIassessmentIofIautomatedIversusI
manualItuningIandIitsIeffectIonItheIfinalIresultsXIMetabolomicsVI2020VIafVIad 4.7 16

427  apidIdifferentiationIofIsampylobacterIjejuniIcellIwallImutantsIusingI amanIspectroscopyVI·u ·I
andImassIspectrometryIcombinedIwithIchemometricsXIAnalystlYTheVI2020VIadeVIabcfWabdi 5 11

426 uvaluationIofI·ampleI–reparationI’ethodsIforIynterW‘aboratoryI’etabolomicsIynvestigationIofI
α†bdXIMetabolitesVI2020VIaZVI 5.6 1

425 αargetingI’ethionineI·ynthaseIinIaIvungalI–athogenIsausesIaI’etabolicIymbalanceIαhatIympactsI
sellIunergeticsVIwrowthVIandIVirulenceXIMBioVI2020VIaaVI 7.8 4

424 somparabilityIofI amanI·pectroscopicIsonfigurationsjIqI‘argeI·caleIsrossW‘aboratoryI·tudyXI
AnalyticalYChemistryVI2020VIibVIaegdeWaegef 7.8 22

423
–hospholipidomicsIofIperipheralIbloodImononuclearIcellsIR–r’ssSjItheItrickyIcaseIofIchildrenIwithI
autismIspectrumIdisorderIRq·tSIandItheirIhealthyIsiblingsXIAnalyticalYandYBioanalyticalYChemistryVI
2020VIdabVIfheiWfhgd

4.4 3

422 ·ensitiveIandIselectiveIdetectionIofIt“qIfragmentsIassociatedIwithIwanodermaIboninenseIbyI
t“qWnanoparticleIconjugateIhybridisationXIJournalYofYMaterialsYScienceVI2020VIeeVIadifeWadigi 4.3 1

421 somparisonIofIliverIandIplasmaImetabolicIprofilesIinIpigletsIofIdifferentIagesIasIanimalImodelsIforI
paediatricIpopulationXIAnalystlYTheVI2020VIadeVIfheiWfhfg 5 2

420 –resentIandIvutureIofI·urfaceWunhancedI amanI·catteringXIACSYNanoVI2020VIadVIbhWaag 16.7 1000

419 somparativeI’etabolomicsIandI’olecularI–hylogeneticsIofI’elonIRVIsucurbitaceaeSIriodiversityXI
MetabolitesVI2020VIaZVI 5.6 19

(2020-2020)
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418 tetectionIofItheIadulterationIofIfreshIcoconutIwaterIviaI“’ IspectroscopyIandIchemometricsXI
AnalystlYTheVI2019VIaddVIadZaWadZh 5 11

417 sentralI’etabolismIysIαunedItoItheIqvailabilityIofI”xygenIinItevelopingI’elonIvruitXIFrontiersYinY
PlantYScienceVI2019VIaZVIeid 6.2 5

416 αheIblindImenIandItheIelephantjIchallengesIinItheIanalysisIofIcomplexInaturalImixturesXIFaradayY
DiscussionsVI2019VIbahVIebdWeci 3.6 3

415 sircadianIrhythmIofIexhaledIbiomarkersIinIhealthIandIasthmaXIEuropeanYRespiratoryYJournalVI2019VI
edVI 13.6 24

414  apidItetectionIandI—uantificationIofI“ovelI–sychoactiveI·ubstancesIR“–·SIβsingI amanI
·pectroscopyIandI·urfaceWunhancedI amanI·catteringXIFrontiersYinYChemistryVI2019VIgVIdab 5 16

413 –olymerI–enI‘ithographyWvabricatedIt“qIqrraysIforIxighlyI·ensitiveIandI·electiveItetectionIofI
βnamplifiedIt“qXIPolymersVI2019VIaaVI 4.5 8

412 tiscoveryIofIVolatileIriomarkersIofI–arkinsonQsItiseaseIfromI·ebumXIACSYCentralYScienceVI2019VIeVIeiiWfZf16.8 44

411 qpplicationIofIx–‘sW–tqW’·ImetaboliteIprofilingItoIinvestigateItheIeffectIofIgrowthItemperatureI
andIdayIlengthIonIblackcurrantIfruitXIMetabolomicsVI2019VIaeVIab 4.7 18

410 unhancingItiseaseItiagnosisjIriomedicalIqpplicationsIofI·urfaceWunhancedI amanI·catteringXI
AppliedYSciencesYgSwitzerlandhVI2019VIiVIaafc 2.6 32

409  apidIβx–‘sW’·ImetaboliteIprofilingIandIphenotypicIassaysIrevealIgenotypicIimpactsIofInitrogenI
supplementationIinIoatsXIMetabolomicsVI2019VIaeVIdb 4.7 11

408  apidIquantificationIofItheIadulterationIofIfreshIcoconutIwaterIbyIdilutionIandIsugarsIusingI amanI
spectroscopyIandIchemometricsXIFoodYChemistryVI2019VIbgbVIaegWafd 8.5 26

407 ”micsI’ethodsIvorItheItetectionIofIvoodborneI–athogensI2019VIcfdWcgZ 3

406 tealingIwithIcomplexityjIgeneralIdiscussionXIFaradayYDiscussionsVI2019VIbahVIachWaef 3.6 1

405 xighIresolutionItechniquesjIgeneralIdiscussionXIFaradayYDiscussionsVI2019VIbahVIbdgWbfg 3.6 3

404 tataIminingIandIvisualisationjIgeneralIdiscussionXIFaradayYDiscussionsVI2019VIbahVIcedWcga 3.6 2

403 ’etabolicIdysregulationIinIvitamin´ uIandIcarnitineIshuttleIenergyImechanismsIassociateIwithI
humanIfrailtyXINatureYCommunicationsVI2019VIaZVIeZbg 17.4 35

402
uxhaledIbreathImetabolomicsIrevealsIaIpathogenWspecificIresponseIinIaIratIpneumoniaImodelIforI
twoIhumanIpathogenicIbacteriajIaIproofWofWconceptIstudyXIAmericanYJournalYofYPhysiologyYmYLungY
CellularYandYMolecularYPhysiologyVI2019VIcafVI‘geaW‘gef

5.8 5

401 wlobalImetaboliteIprofilesIofIriceIbrownIplanthopperWresistantItraitsIrevealIpotentialIsecondaryI
metabolitesIforIbothIconstitutiveIandIinducibleIdefensesXIMetabolomicsVI2019VIaeVIaea 4.7 7
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400 riochemicalIsignaturesIofIacclimationIbyIshlamydomonasIreinhardtiiItoIdifferentIionicIstressesXI
AlgalYResearchVI2019VIcgVIhcWia 5 6

399 βltrasensitiveIsolorimetricItetectionIofI’urineI“orovirusIβsingI“anoZymeIqptasensorXIAnalyticalY
ChemistryVI2019VIiaVIcbgZWcbgf 7.8 108

398  apidIthroughWcontainerIdetectionIofIfakeIspiritsIandImethanolIquantificationIwithIhandheldI
 amanIspectroscopyXIAnalystlYTheVI2018VIaddVIcbdWccZ 5 31

397 slinicalIapplicationsIofIinfraredIandI amanIspectroscopyjIstateIofIplayIandIfutureIchallengesXI
AnalystlYTheVI2018VIadcVIagceWageg 5 114

396 ymprovedItescriptorsIforItheI—uantitativeI·tructureWqctivityI elationshipI’odelingIofI–eptidesI
andI–roteinsXIJournalYofYChemicalYInformationYandYModelingVI2018VIehVIbcdWbdc 6.1 22

395 ·urfaceWunhancedI amanI·catteringIR·u ·SIinI’icrobiologyjIylluminationIandIunhancementIofItheI
’icrobialIWorldXIAppliedYSpectroscopyVI2018VIgbVIihgWaZZZ 3.1 43

394  ecentIdevelopmentsIinIquantitativeI·u ·jI’ovingItowardsIabsoluteIquantificationXITrACYmYTrendsY
inYAnalyticalYChemistryVI2018VIaZbVIceiWcfh 14.6 84

393 xeadspaceIvolatileIorganicIcompoundsIfromIbacteriaIimplicatedIinIventilatorWassociatedI
pneumoniaIanalysedIbyIαtWwsY’·XIJournalYofYBreathYResearchVI2018VIabVIZbfZZb 3.1 19

392 qI“ovelIqdaptationI’echanismIβnderpinningIqlgalIsolonizationIofIaI“uclearIvuelI·torageI–ondXI
MBioVI2018VIiVI 7.8 15

391 tevelopmentIofIanIadaptableIheadspaceIsamplingImethodIforImetabolicIprofilingIofItheIfungalI
volatomeXIAnalystlYTheVI2018VIadcVIdaeeWdafb 5 10

390 pxIplaysIaIroleIinItheImodeIofIactionIofItrimethoprimIonIuscherichiaIcoliXIPLoSYONEVI2018VIacVIeZbZZbgb3.7 9

389 αtYwsW’·IanalysisIofIvolatileImarkersIemittedIfromImonoWIandIcoWculturesIofIandIinIartificialI
sputumXIMetabolomicsVI2018VIadVIff 4.7 17

388 VolatileIorganicIcompoundIsignatureIfromIcoWcultureIofIlungIepithelialIcellIlineIwithI–seudomonasI
aeruginosaXIAnalystlYTheVI2018VIadcVIcadhWcaee 5 17

387 qnIautomatedItesignWruildWαestW‘earnIpipelineIforIenhancedImicrobialIproductionIofIfineI
chemicalsXICommunicationsYBiologyVI2018VIaVIff 6.7 97

386 –rogressIinIshemometricsIandIriostatisticsIforI–lantIqpplicationsVIorjIqIwoodI edIWineIisIaIradI
WhiteIWineI2018VIcagWcdb

385 ’ethodologicalIconsiderationsIforIlargeWscaleIbreathIanalysisIstudiesjIlessonsIfromItheIβWry”– utI
severeIasthmaIprojectXIJournalYofYBreathYResearchVI2018VIacVIZafZZa 3.1 13

384 ulevatedIluteinizingIhormoneIdespiteInormalItestosteroneIlevelsIinIolderImenWnaturalIhistoryVIriskI
factorsIandIclinicalIfeaturesXIClinicalYEndocrinologyVI2018VIhhVIdgiWdiZ 3.4 18

383
”nI·plittingIαrainingIandIValidationI·etjIqIsomparativeI·tudyIofIsrossWValidationVIrootstrapIandI
·ystematicI·amplingIforIustimatingItheIweneralizationI–erformanceIofI·upervisedI‘earningXI
JournalYofYAnalysisYandYTestingVI2018VIbVIbdiWbfb

3.2 160

(2018-2019)
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382 ’itochondrialIaconitaseIisIaIkeyIregulatorIofIenergyIproductionIforIgrowthIandIproteinIexpressionI
inIshineseIhamsterIovaryIcellsXIMetabolomicsVI2018VIadVIacf 4.7 9

381 αranslationI·tressI–ositivelyI egulatesI’sc‘WtependentIuxcretionIofIsytoplasmicI–roteinsXIMBioVI
2018VIiVI 7.8 14

380 wuidelinesIandIconsiderationsIforItheIuseIofIsystemIsuitabilityIandIqualityIcontrolIsamplesIinImassI
spectrometryIassaysIappliedIinIuntargetedIclinicalImetabolomicIstudiesXIMetabolomicsVI2018VIadVIgb 4.7 303

379 qbsoluteI—uantificationIofIβricIqcidIinIxumanIβrineIβsingI·urfaceIunhancedI amanI·catteringI
withItheI·tandardIqdditionI’ethodXIAnalyticalYChemistryVI2017VIhiVIbdgbWbdgg 7.8 67

378 somputationalItoolsIandIworkflowsIinImetabolomicsjIqnIinternationalIsurveyIhighlightsItheI
opportunityIforIharmonisationIthroughIwalaxyXIMetabolomicsVI2017VIacVIab 4.7 52

377 tetectionIofIglycosylationIandIironWbindingIproteinImodificationsIusingI amanIspectroscopyXI
AnalystlYTheVI2017VIadbVIhZhWhad 5 11

376 uthnicIdifferencesIinImaleIreproductiveIhormonesIandIrelationshipsIwithIadiposityIandIinsulinI
resistanceIinIolderImenXIClinicalYEndocrinologyVI2017VIhfVIffZWffh 3.4 5

375 —uantitativeIdetectionIofIcodeineIinIhumanIplasmaIusingIsurfaceWenhancedI amanIscatteringIviaI
adaptationIofItheIisotopicIlabellingIprincipleXIAnalystlYTheVI2017VIadbVIaZiiWaaZe 5 23

374 ·ystemsIbiologyIguidedIbyIXs’·I”nlineImetabolomicsXINatureYMethodsVI2017VIadVIdfaWdfb 21.6 120

373 –robingItheIactionIofIaInovelIantiWleukaemicIdrugItherapyIatItheIsingleIcellIlevelIusingImodernI
vibrationalIspectroscopyItechniquesXIScientificYReportsVI2017VIgVIbfdi 4.9 17

372 αwoIwlycerolWcW–hosphateItehydrogenasesIfromIxaveItistinctI olesIinI‘ipidI’etabolismXIPlantY
PhysiologyVI2017VIagdVIbZhcWbZig 6.6 26

371 ’etabolomicsIforItheImassesjIαheIfutureIofImetabolomicsIinIaIpersonalizedIworldXIEuropeanY
JournalYofYMolecularYandYClinicalYMedicineVI2017VIcVIbidWcZe 0.7 70

370 —uantitativeI”nlineI‘iquidIshromatographyW·urfaceWunhancedI amanI·catteringIR‘sW·u ·SIofI
’ethotrexateIandIitsI’ajorI’etabolitesXIAnalyticalYChemistryVI2017VIhiVIfgZbWfgZi 7.8 44

369 —uantitativeIdetectionIofIisotopicallyIenrichedIuXIcoliIcellsIbyI·u ·XIFaradayYDiscussionsVI2017VIbZeVIccaWcdc3.6 19

368  ecommendationsIonItheIymplementationIofIweneticIqlgorithmsIforItheItirectedIuvolutionIofI
unzymesIforIyndustrialI–urposesXIChemBioChemVI2017VIahVIaZhgWaZig 3.8 8

367  ealWαimeI’onitoringIofIunzymeWsatalysedI eactionsIusingIteepIβVI esonanceI amanI
·pectroscopyXIChemistryYmYAYEuropeanYJournalVI2017VIbcVIfihcWfihg 4.8 8

366 vromI’ultistepIunzymeI’onitoringItoIWholeWsellIriotransformationsjItevelopmentIofI ealWαimeI
βltravioletI esonanceI amanI·pectroscopyXIAnalyticalYChemistryVI2017VIhiVIabebgWabecb 7.8 4

365 ·u ·ItetectionIofI’ultipleIqntimicrobialW esistantI–athogensIβsingI“anosensorsXIAnalyticalY
ChemistryVI2017VIhiVIabfffWabfgc 7.8 122
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364 uxhaledIbreathIanalysisjIaIreviewIofIQbreathWtakingQImethodsIforIoffWlineIanalysisXIMetabolomicsVI
2017VIacVIaaZ 4.7 117

363 αhroughWcontainerVIextremelyIlowIconcentrationIdetectionIofImultipleIchemicalImarkersIofI
counterfeitIalcoholIusingIaIhandheldI·” ·IdeviceXIScientificYReportsVI2017VIgVIabZhb 4.9 42

362 uxhaledIVolatileI”rganicIsompoundsIofIynfectionjIqI·ystematicI eviewXIACSYInfectiousYDiseasesVI
2017VIcVIfieWgaZ 5.5 53

361 ”bjectiveIassessmentIofI·u ·IthinIfilmsjIcomparisonIofIsilverIonIcopperIviaIgalvanicIdisplacementI
withIcommerciallyIavailableIfabricatedIsubstratesXIAnalyticalYMethodsVI2017VIiVIdghcWdghi 3.2 12

360 βltrasensitiveIandItowardsIsingleImoleculeI·u ·jIgeneralIdiscussionXIFaradayYDiscussionsVI2017VI
bZeVIbiaWccZ 3.6 9

359 ·u ·IinIbiologyYbiomedicalI·u ·jIgeneralIdiscussionXIFaradayYDiscussionsVI2017VIbZeVIdbiWdef 3.6 15

358 qnalyticalI·u ·jIgeneralIdiscussionXIFaradayYDiscussionsVI2017VIbZeVIefaWfZZ 3.6 9

357 αheoryIofI·u ·IenhancementjIgeneralIdiscussionXIFaradayYDiscussionsVI2017VIbZeVIagcWbaa 3.6 21

356 αowardsIimprovedIquantitativeIanalysisIusingIsurfaceWenhancedI amanIscatteringIincorporatingI
internalIisotopeIlabellingXIAnalyticalYMethodsVI2017VIiVIffcfWffdd 3.2 15

355 yncreasedIintracellularIproteolysisIreducesIdiseaseIseverityIinIanIu IstressWassociatedIdwarfismXI
JournalYofYClinicalYInvestigationVI2017VIabgVIchfaWchfe 15.9 38

354 vβ’bVIaIsytosolicIvumaraseVIysIussentialIforIqcclimationItoI‘owIαemperatureIinIqrabidopsisI
thalianaXIPlantYPhysiologyVI2016VIagbVIaahWbg 6.6 32

353  apidVIaccurateVIandIcomparativeIdifferentiationIofIclinicallyIandIindustriallyIrelevantI
microorganismsIviaImultipleIvibrationalIspectroscopicIfingerprintingXIAnalystlYTheVI2016VIadaVIeabgWcf 5 35

352 qIflavourIofIomicsIapproachesIforItheIdetectionIofIfoodIfraudXICurrentYOpinionYinYFoodYScienceVI
2016VIaZVIgWae 9.8 47

351
·u ·IofImesoWdropletsIsupportedIonIsuperhydrophobicIwiresIallowsIexquisitelyIsensitiveIdetectionI
ofIdipicolinicIacidVIanIanthraxIbiomarkerVIconsiderablyIbelowItheIinfectiveIdoseXIChemicalY
CommunicationsVI2016VIebVIiibeWh

5.8 31

350  apidIdiscriminationIofIunterococcusIfaeciumIstrainsIusingIphenotypicIanalyticalItechniquesXI
AnalyticalYMethodsVI2016VIhVIgfZcWgfac 3.2 6

349 yntermittentIenergyIrestrictionIinducesIchangesIinIbreastIgeneIexpressionIandIsystemicI
metabolismXIBreastYCancerYResearchVI2016VIahVIeg 8.3 22

348 riofluidsIandIotherItechniquesjIgeneralIdiscussionXIFaradayYDiscussionsVI2016VIahgVIegeWfZa 3.6 10

347 ·pectralI–athologyjIgeneralIdiscussionXIFaradayYDiscussionsVI2016VIahgVIaeeWhf 3.6 4

(2016-2017)
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346 ·ingleIcellIanalysisYdataIhandlingjIgeneralIdiscussionXIFaradayYDiscussionsVI2016VIahgVIbiiWcbg 3.6 4

345 slinicalI·pectroscopyjIgeneralIdiscussionXIFaradayYDiscussionsVI2016VIahgVIdbiWfZ 3.6 6

344  apidVIhighWthroughputVIandIquantitativeIdeterminationIofIorangeIjuiceIadulterationIbyI
vourierWtransformIinfraredIspectroscopyXIAnalyticalYMethodsVI2016VIhVIeehaWeehf 3.2 23

343 ulectronicIcigaretteIexposureItriggersIneutrophilIinflammatoryIresponsesXIRespiratoryYResearchVI
2016VIagVIef 7.3 80

342 ’etabolicIanalysisIofItheIresponseIofIt”αWαauIstrainsItoItolueneIusingIvourierItransformIinfraredI
spectroscopyIandIgasIchromatographyImassIspectrometryXIMetabolomicsVI2016VIabVIaab 4.7 7

341 tataIstandardsIcanIboostImetabolomicsIresearchVIandIifIthereIisIaIwillVIthereIisIaIwayXIMetabolomics
VI2016VIabVIad 4.7 85

340
uvaluationIofImetabolomicsIprofilesIofIgrainIfromImaizeIhybridsIderivedIfromInearWisogenicIw’I
positiveIandInegativeIsegregantIinbredsIdemonstratesIthatIobservedIdifferencesIcannotIbeI
attributedIunequivocallyItoItheIw’ItraitXIMetabolomicsVI2016VIabVIhb

4.7 17

339 ’etabolomicsIrevealsItheIphysiologicalIresponseIofI–seudomonasIputidaI†αbddZIRβWsaSIafterI
pharmaceuticalIexposureXIMolecularYBioSystemsVI2016VIabVIacfgWgg 5

338 ’eatVItheImetabolitesjIanIintegratedImetaboliteIprofilingIandIlipidomicsIapproachIforItheI
detectionIofItheIadulterationIofIbeefIwithIporkXIAnalystlYTheVI2016VIadaVIbaeeWfd 5 69

337 tetectionIofI–roteinIwlycosylationIβsingIαipWunhancedI amanI·catteringXIAnalyticalYChemistryVI
2016VIhhVIbaZeWab 7.8 34

336 xighWthroughputImetabolicIscreeningIofImicroalgaeIgeneticIvariationIinIresponseItoInutrientI
limitationXIMetabolomicsVI2016VIabVIi 4.7 28

335 ’etabolomicIanalysisIofIriboswitchIcontainingIuXIcoliIrecombinantIexpressionIsystemXIMolecularY
BioSystemsVI2016VIabVIceZWfa 8

334 shickenVIbeamsVIandIsampylobacterjIrapidIdifferentiationIofIfoodborneIbacteriaIviaIvibrationalI
spectroscopyIandI’q‘tyWmassIspectrometryXIAnalystlYTheVI2016VIadaVIaaaWbb 5 31

333 αowardsIymprovingI–ointWofWsareItiagnosisIofI“onWmalariaIvebrileIyllnessjIqI’etabolomicsI
qpproachXIPLoSYNeglectedYTropicalYDiseasesVI2016VIaZVIeZZZddhZ 4.8 11

332 riochemicalIqnalysesIofI·orghumIVarietiesI evealItifferentialI esponsesItoItroughtXIPLoSYONEVI
2016VIaaVIeZaeddbc 3.7 36

331 ’etabolomicsIqnalysisI evealsItheI–articipationIofIuffluxI–umpsIandI”rnithineIinItheI esponseIofI
–seudomonasIputidaIt”αWαauIsellsItoIshallengeIwithI–ropranololXIPLoSYONEVI2016VIaaVIeZaefeZi 3.7 8

330 –artialI‘eastI·quaresIwithI·tructuredI”utputIforI’odellingItheI’etabolomicsItataI”btainedIfromI
somplexIuxperimentalItesignsjIqI·tudyIintoItheIYWrlockIsodingXIMetabolitesVI2016VIfVI 5.6 6

329 vractionalIvactorialItesignIofI’q‘tyWα”vW’·I·ampleI–reparationsIforItheI”ptimizedItetectionIofI
–hospholipidsIandIqcylglycerolsXIAnalyticalYChemistryVI2016VIhhVIfcZaWh 7.8 8
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328 ‘abelWvreeI·urfaceIunhancedI amanI·catteringIqpproachIforIxighWαhroughputI·creeningIofI
riocatalystsXIAnalyticalYChemistryVI2016VIhhVIehihWiZc 7.8 24

327  everseIandI’ultipleI·tableIysotopeI–robingItoI·tudyIracterialI’etabolismIandIynteractionsIatItheI
·ingleIsellI‘evelXIAnalyticalYChemistryVI2016VIhhVIiddcWideZ 7.8 52

326 slassificationIofIracillusIandIrrevibacillusIspeciesIusingIrapidIanalysisIofIlipidsIbyImassI
spectrometryXIAnalyticalYandYBioanalyticalYChemistryVI2016VIdZhVIghfeWghgh 4.4 14

325 ·Y“ry”sxu’WaI·ynrioIfoundryIforItheIbiosynthesisIandIsustainableIproductionIofIfineIandI
specialityIchemicalsXIBiochemicalYSocietyYTransactionsVI2016VIddVIfgeWg 5.1 5

324
αheIandrogenIreceptorIgeneIsqwIrepeatIoinIrelationItoIdWyearIchangesIinIoandrogenWsensitiveI
endpointsIinIocommunityWdwellingIolderIuuropeanImenXIEuropeanYJournalYofYEndocrinologyVI2016VI
ageVIehcWeic

6.5 9

323  apidVIqccurateVIandI—uantitativeItetectionIofI–ropranololIinI’ultipleIxumanIriofluidsIviaI
·urfaceWunhancedI amanI·catteringXIAnalyticalYChemistryVI2016VIhhVIaZhhdWaZhib 7.8 35

322 qchievingIoptimalI·u ·IthroughIenhancedIexperimentalIdesignXIJournalYofYRamanYSpectroscopyVI
2016VIdgVIeiWff 2.3 36

321 vunctionalIuxchangeabilityIofI”xidaseIandItehydrogenaseI eactionsIinItheIriosynthesisIofI
xydroxyphenylglycineVIaI“onribosomalI–eptideIruildingIrlockXIACSYSyntheticYBiologyVI2015VIdVIgifWhZg 5.7 5

320 βbiXIisIaIflavinIprenyltransferaseIrequiredIforIbacterialIubiquinoneIbiosynthesisXINatureVI2015VIebbVIeZbWf50.4 136

319 “ewIcofactorIsupportsI˛–V˛†WunsaturatedIacidIdecarboxylationIviaIaVcWdipolarIcycloadditionXINatureVI
2015VIebbVIdigWeZa 50.4 156

318 ’etabolicIresponsesIofIeukaryoticImicroalgaeItoIenvironmentalIstressIlimitItheIabilityIofIvαWy I
spectroscopyIforIspeciesIidentificationXIAlgalYResearchVI2015VIaaVIadhWaee 5 57

317 tetectionIandIquantificationIofItheIopioidItramadolIinIurineIusingIsurfaceIenhancedI amanI
scatteringXIAnalystlYTheVI2015VIadZVIeifeWgZ 5 23

316 –rofilingIofIspatialImetaboliteIdistributionsIinIwheatIleavesIunderInormalIandInitrateIlimitingI
conditionsXIPhytochemistryVI2015VIaaeVIiiWaaa 4 18

315 ”xidizedIphosphatidylcholinesIsuggestIoxidativeIstressIinIpatientsIwithImediumWchainIacylWsoqI
dehydrogenaseIdeficiencyXITalantaVI2015VIaciVIfbWf 6.2 29

314 ’olecularIphenotypingIofIaIβ†IpopulationjIdefiningItheIhumanIserumImetabolomeXIMetabolomicsVI
2015VIaaVIiWbf 4.7 167

313 qpplicationIofIsurfaceIenhancedI amanIscatteringItoItheIsolutionIbasedIdetectionIofIaIpopularI
legalIhighVIeVfWmethylenedioxyWbWaminoindaneIR’tqySXIAnalystlYTheVI2015VIadZVIdciiWdZf 5 20

312 ’β·s‘ujIautomatedImultiWobjectiveIevolutionaryIoptimizationIofItargetedI‘sW’·Y’·IanalysisXI
BioinformaticsVI2015VIcaVIigeWg 7.2 9

311 sombiningI amanIandIvαWy IspectroscopyIwithIquantitativeIisotopicIlabelingIforIdifferentiationIofI
uXIcoliIcellsIatIcommunityIandIsingleIcellIlevelsXIAnalyticalYChemistryVI2015VIhgVIdeghWhf 7.8 59

(2015-2016)
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310
·imultaneousIquantificationIofItheIboarWtaintIcompoundsIskatoleIandIandrostenoneIbyI
surfaceWenhancedI amanIscatteringIR·u ·SIandImultivariateIdataIanalysisXIAnalyticalYandY
BioanalyticalYChemistryVI2015VIdZgVIgghgWie

4.4 10

309 ’akingIcolourfulIsenseIofI amanIimagesIofIsingleIcellsXIAnalystlYTheVI2015VIadZVIahebWh 5 16

308 qsepticI amanIspectroscopyIcanIdetectIchangesIassociatedIwithItheIcultureIofIhumanIdentalIpulpI
stromalIcellsIinIosteoinductiveIcultureXIAnalystlYTheVI2015VIadZVIgcdgWed 5 4

307 –ointWandWshootjIrapidIquantitativeIdetectionImethodsIforIonWsiteIfoodIfraudIanalysisIâ��ImovingIoutI
ofItheIlaboratoryIandIintoItheIfoodIsupplyIchainXIAnalyticalYMethodsVI2015VIgVIidZaWidad 3.2 149

306
·imultaneousImultiplexedIquantificationIofIcaffeineIandIitsImajorImetabolitesItheobromineIandI
paraxanthineIusingIsurfaceWenhancedI amanIscatteringXIAnalyticalYandYBioanalyticalYChemistryVI
2015VIdZgVIhbecWfa

4.4 30

305 βntargetedImetabolicIprofilingIidentifiesIalteredIserumImetabolitesIofItypeIbIdiabetesImellitusIinIaI
prospectiveVInestedIcaseIcontrolIstudyXIClinicalYChemistryVI2015VIfaVIdhgWig 5.5 94

304 βVIresonanceI amanIspectroscopyjIaIprocessIanalyticalItoolIforIhostIcellIt“qIandI “qIdynamicsIinI
mammalianIcellIlinesXIJournalYofYChemicalYTechnologyYandYBiotechnologyVI2015VIiZVIbcgWbdc 3.5 14

303 αheIinfluenceIofIscalingImetabolomicsIdataIonImodelIclassificationIaccuracyXIMetabolomicsVI2015VI
aaVIfhdWfie 4.7 48

302 qIworkflowIforIbacterialImetabolicIfingerprintingIandIlipidIprofilingjIapplicationItoIsiprofloxacinI
challengedIuscherichiaIcoliXIMetabolomicsVI2015VIaaVIdchWdec 4.7 6

301 qcclimationIofImetabolismItoIlightIinIqrabidopsisIthalianajItheIglucoseIfWphosphateYphosphateI
translocatorIw–αbIdirectsImetabolicIacclimationXIPlantlYCellYandYEnvironmentVI2015VIchVIadZdWag 8.4 51

300
tetectionIofIearlyIstageIchangesIassociatedIwithIadipogenesisIusingI amanIspectroscopyIunderI
asepticIconditionsXICytometryYPartYA:YtheYJournalYofYtheYInternationalYSocietyYforYAnalyticalYCytologyVI
2015VIhgVIaZabWi

4.6 9

299 ’etabolicIprofilingIrevealsIpotentialImetabolicImarkersIassociatedIwithIxypoxiaIynducibleI
vactorWmediatedIsignallingIinIhypoxicIcancerIcellsXIScientificYReportsVI2015VIeVIaefdi 4.9 23

298 –WuWaiiI’etabolomicIprofilingIinIacuteIpancreatitiskIinIsearchIofInewIbiomarkersXIGutVI2015VIfdVIqbiiXbWqcZZ19.2

297 –WuWbZZI’etabolomicIprofilingIinIpancreaticIcancerkIinIsearchIofInewIbiomarkersXIGutVI2015VIfdVIqcZZXaWqcZZ19.2

296 ’etabolomicsIinvestigationIofIrecombinantImα“v˛–IproductionIinI·treptomycesIlividansXIMicrobialY
CellYFactoriesVI2015VIadVIaeg 6.4 15

295 ’etaboliteIprofilingIofIsx”IcellsjI’olecularIreflectionsIofIbioprocessingIeffectivenessXI
BiotechnologyYJournalVI2015VIaZVIadcdWde 5.6 33

294
qIsystematicIanalysisIofIαsqIuscherichiaIcoliImutantsIrevealsIsuitableIgeneticIbackgroundsIforI
enhancedIhydrogenIandIethanolIproductionIusingIglycerolIasImainIcarbonIsourceXIBiotechnologyY
JournalVI2015VIaZVIageZWfa

5.6 11

293 ’etabolicI–rofilingIofIweobacterIsulfurreducensIduringIyndustrialIrioprocessI·caleWβpXIAppliedYandY
EnvironmentalYMicrobiologyVI2015VIhaVIcbhhWih 4.8 21
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292 ·urveillanceIforIlowerIairwayIpathogensIinImechanicallyIventilatedIpatientsIbyImetabolomicI
analysisIofIexhaledIbreathjIaIcaseWcontrolIstudyXIThoraxVI2015VIgZVIcbZWe 7.3 43

291 s”ordinationIofI·tandardsIinI’etab”lomic·IRs”·’”·SjIfacilitatingIintegratedImetabolomicsIdataI
accessXIMetabolomicsVI2015VIaaVIaehgWaeig 4.7 109

290 uxploringItheImodeIofIactionIofIdithranolItherapyIforIpsoriasisjIaImetabolomicIanalysisIusingI
xasaαIcellsXIMolecularYBioSystemsVI2015VIaaVIbaihWbZi 14

289 –αβWZicI’etabolomicIprofilingIinIinflammatoryIbowelIdiseaseXIGutVI2015VIfdVIqaZbXaWqaZb 19.2

288 qItutorialIreviewjI’etabolomicsIandIpartialIleastIsquaresWdiscriminantIanalysisWWaImarriageIofI
convenienceIorIaIshotgunIweddingXIAnalyticaYChimicaYActaVI2015VIhgiVIaZWbc 6.6 478

287 –henotypicIsharacterisationIofI·hewanellaIoneidensisI’ WaIuxposedItoIXW adiationXIPLoSYONEVI
2015VIaZVIeZacabdi 3.7 5

286 qIcomparativeIinvestigationIofImodernIfeatureIselectionIandIclassificationIapproachesIforItheI
analysisIofImassIspectrometryIdataXIAnalyticaYChimicaYActaVI2014VIhbiVIaWh 6.6 81

285 ulectrochemicalImodulationIofI·u ·IatItheIliquidYliquidIinterfaceXIChemicalYCommunicationsVI2014VI
eZVIddhbWd 5.8 17

284 ’etabolomicsIinImelonjIaInewIopportunityIforIaromaIanalysisXIPhytochemistryVI2014VIiiVIfaWgb 4 51

283 qIcomparisonIofIdifferentIchemometricsIapproachesIforItheIrobustIclassificationIofIelectronicInoseI
dataXIAnalyticalYandYBioanalyticalYChemistryVI2014VIdZfVIgehaWiZ 4.4 50

282 ·imultaneousImultiplexedIquantificationIofInicotineIandIitsImetabolitesIusingIsurfaceIenhancedI
 amanIscatteringXIAnalystlYTheVI2014VIaciVIdhbZWg 5 36

281 ’ultipleImetabolomicsIofIuropathogenicIuXIcoliIrevealIdifferentIinformationIcontentIinItermsIofI
metabolicIpotentialIcomparedItoIvirulenceIfactorsXIAnalystlYTheVI2014VIaciVIdaicWi 5 14

280 ·imultaneousIdetectionIandIquantificationIofIthreeIbacterialImeningitisIpathogensIbyI·u ·XI
ChemicalYScienceVI2014VIeVIaZcZWaZdZ 9.4 114

279 qImetabolomicsIinvestigationIintoItheIeffectsIofIxyVIproteaseIinhibitorsIonIx–VafIufIexpressingI
cervicalIcarcinomaIcellsXIMolecularYBioSystemsVI2014VIaZVIcihWdaa 6

278
sompositionalIequivalenceIofIgrainIfromImultiWtraitIdroughtWtolerantImaizeIhybridsItoIaI
conventionalIcomparatorjIunivariateIandImultivariateIassessmentsXIJournalYofYAgriculturalYandYFoodY
ChemistryVI2014VIfbVIieigWfZh

5.7 8

277
”ptimizationIofImatrixIassistedIdesorptionYionizationItimeIofIflightImassIspectrometryI
R’q‘tyWα”vW’·SIforItheIcharacterizationIofIracillusIandIrrevibacillusIspeciesXIAnalyticaYChimicaY
ActaVI2014VIhdZVIdiWeg

6.6 25

276 αakingIyourIbreathIawayjImetabolomicsIbreathesIlifeIinItoIpersonalizedImedicineXITrendsYinY
BiotechnologyVI2014VIcbVIechWdh 15.1 98

275 —uantitativeIonlineIliquidIchromatographyWsurfaceWenhancedI amanIscatteringIofIpurineIbasesXI
AnalyticalYChemistryVI2014VIhfVIiiggWhd 7.8 28

(2014-2015)
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274 ynfluenceIofImissingIvaluesIsubstitutesIonImultivariateIanalysisIofImetabolomicsIdataXIMetabolitesVI
2014VIdVIdccWeb 5.6 115

273 ·electiveIinductionIandIsubcellularIdistributionIofIqs”“yαq·uIcIrevealItheIimportanceIofIcytosolicI
citrateImetabolismIduringIlipidImobilizationIinIqrabidopsisXIBiochemicalYJournalVI2014VIdfcVIcZiWag 3.8 20

272 ’onitoringIantibodyIaggregationIinIearlyIdrugIdevelopmentIusingI amanIspectroscopyIandI
perturbationWcorrelationImovingIwindowsXIAnalyticalYChemistryVI2014VIhfVIaaaccWdZ 7.8 17

271 ’etabolomicsIandIsystemsIpharmacologyjIwhyIandIhowItoImodelItheIhumanImetabolicInetworkI
forIdrugIdiscoveryXIDrugYDiscoveryYTodayVI2014VIaiVIagaWhb 8.8 122

270 ymplementationIofIvourierItransformIinfraredIspectroscopyIforItheIrapidItypingIofIuropathogenicI
uscherichiaIcoliXIEuropeanYJournalYofYClinicalYMicrobiologyYandYInfectiousYDiseasesVI2014VIccVIihcWh 5.3 18

269 shemometricsImodelsIforIovercomingIhighIbetweenIsubjectIvariabilityjIapplicationsIinIclinicalI
metabolicIprofilingIstudiesXIMetabolomicsVI2014VIaZVIcgeWche 4.7 11

268 uvidenceIthatImultipleIdefectsIinIlipidIregulationIoccurIbeforeIhyperglycemiaIduringItheIprodromeI
ofItypeWbIdiabetesXIPLoSYONEVI2014VIiVIeaZcbag 3.7 28

267 yntegratingImultipleIanalyticalIplatformsIandIchemometricsIforIcomprehensiveImetabolicIprofilingjI
applicationItoImeatIspoilageIdetectionXIAnalyticalYandYBioanalyticalYChemistryVI2013VIdZeVIeZfcWgd 4.4 20

266 ’etabolomicIanalysesIshowIthatIelectronIdonorIandIacceptorIratiosIcontrolIanaerobicIelectronI
transferIpathwaysIinI·hewanellaIoneidensisXIMetabolomicsVI2013VIiVIfdbWfef 4.7 10

265 ’assIappealjImetaboliteIidentificationIinImassIspectrometryWfocusedIuntargetedImetabolomicsXI
MetabolomicsVI2013VIiVIddWff 4.7 369

264 xighlyIsensitiveIdetectionIofInitroaromaticIexplosivesIatIdiscreteInanowireIarraysXIFaradayY
DiscussionsVI2013VIafdVIbhcWic 3.6 17

263 qInovelIuntargetedImetabolomicsIcorrelationWbasedInetworkIanalysisIincorporatingIhumanI
metabolicIreconstructionsXIBMCYSystemsYBiologyVI2013VIgVIaZg 3.5 49

262 αheIchallengeIofIapplyingI amanIspectroscopyItoImonitorIrecombinantIantibodyIproductionXI
AnalystlYTheVI2013VIachVIfiggWhe 5 28

261 xighWthroughputIphenotypingIofIuropathogenicIuXIcoliIisolatesIwithIvourierItransformIinfraredI
spectroscopyXIAnalystlYTheVI2013VIachVIacfcWi 5 23

260 qIcomparisonIofI amanIandIvαWy IspectroscopyIforItheIpredictionIofImeatIspoilageXIFoodYControlVI
2013VIbiVIdfaWdgZ 6.2 90

259 vαWy IspectroscopicIinvestigationIofIbacterialIcellIenvelopesIfromIZymomonasImobilisIwhichIhaveI
differentIsurfaceIhydrophobicitiesXIVibrationalYSpectroscopyVI2013VIfdVIeaWeg 2.1 9

258
”ptimizationIofIparametersIforItheIquantitativeIsurfaceWenhancedI amanIscatteringIdetectionIofI
mephedroneIusingIaIfractionalIfactorialIdesignIandIaIportableI amanIspectrometerXIAnalyticalY
ChemistryVI2013VIheVIibcWca

7.8 57

257 ynvestigatingIalginateIproductionIandIcarbonIutilizationIinI–seudomonasIfluorescensI·rWbeIusingI
massIspectrometryWbasedImetabolicIprofilingXIMetabolomicsVI2013VIiVIdZcWdag 4.7 13
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256 vlowIinfusionIelectrosprayIionisationImassIspectrometryIforIhighIthroughputVInonWtargetedI
metaboliteIfingerprintingjIaIreviewXIMetabolomicsVI2013VIiVIdWbi 4.7 104

255 bpIorInotIbpjItuppenceWbasedI·u ·IforItheIdetectionIofIillicitImaterialsXIAnalystlYTheVI2013VIachVIaahWbb 5 34

254 ’onitoringIguanidiniumWinducedIstructuralIchangesIinIribonucleaseIproteinsIusingI amanI
spectroscopyIandIbtIcorrelationIanalysisXIAnalyticalYChemistryVI2013VIheVIcegZWe 7.8 22

253 –ortableVIquantitativeIdetectionIofIracillusIbacterialIsporesIusingIsurfaceWenhancedI amanI
scatteringXIAnalyticalYChemistryVI2013VIheVIcbigWcZb 7.8 116

252 ylluminatingIdiseaseIandIenlighteningIbiomedicinejI amanIspectroscopyIasIaIdiagnosticItoolXI
AnalystlYTheVI2013VIachVIchgaWhd 5 130

251  amanIactivatedIcellIejectionIforIisolationIofIsingleIcellsXIAnalyticalYChemistryVI2013VIheVIaZfigWgZa 7.8 80

250 ’etabolomicsWassistedIsyntheticIbiologyXICurrentYOpinionYinYBiotechnologyVI2012VIbcVIbbWh 11.4 50

249 VibrationalI·pectroscopyIforIâ��voodIvorensicsâ��I2012VIehcWeib 1

248 tupuytrenQsIdiseaseImetaboliteIanalysesIrevealsIalterationsIfollowingIinitialIshortWtermIfibroblastI
culturingXIMolecularYBioSystemsVI2012VIhVIbbgdWhh 15

247 αheIoptimisationIofIfacileIsubstratesIforIsurfaceIenhancedI amanIscatteringIthroughIgalvanicI
replacementIofIsilverIontoIcopperXIAnalystlYTheVI2012VIacgVIbgiaWh 5 24

246 unhancingIsurfaceIenhancedI amanIscatteringIR·u ·SIdetectionIofIpropranololIwithImultiobjectiveI
evolutionaryIoptimizationXIAnalyticalYChemistryVI2012VIhdVIghiiWiZe 7.8 29

245 ’iniaturisedIfreeIflowIisotachophoresisIofIbacteriaIusingIanIinjectionImouldedIseparationIdeviceXI
JournalYofYChromatographyYB:YAnalyticalYTechnologiesYinYtheYBiomedicalYandYLifeYSciencesVI2012VIiZcVIecWi 3.2 17

244 ‘iquidIchromatographyWmassIspectrometryIcalibrationItransferIandImetabolomicsIdataIfusionXI
AnalyticalYChemistryVI2012VIhdVIihdhWeg 7.8 31

243 tetectionIandIquantificationIofIbacterialIspoilageIinImilkIandIporkImeatIusingI’q‘tyWα”vW’·IandI
multivariateIanalysisXIAnalyticalYChemistryVI2012VIhdVIeieaWh 7.8 52

242 vingerprintingIfoodjIcurrentItechnologiesIforItheIdetectionIofIfoodIadulterationIandI
contaminationXIChemicalYSocietyYReviewsVI2012VIdaVIegZfWbg 58.5 283

241 ’ultiblockIprincipalIcomponentIanalysisjIanIefficientItoolIforIanalyzingImetabolomicsIdataIwhichI
containItwoIinfluentialIfactorsXIMetabolomicsVI2012VIhVIcgWea 4.7 37

240
 apidIreagentlessIquantificationIofIalginateIbiosynthesisIinI–seudomonasIfluorescensIbacteriaI
mutantsIusingIvαWy IspectroscopyIcoupledItoImultivariateIpartialIleastIsquaresIregressionXI
AnalyticalYandYBioanalyticalYChemistryVI2012VIdZcVIbeiaWi

4.4 16

239 ·eparatingItheIinseparablejItheImetabolomicIanalysisIofIplantWpathogenIinteractionsXIMethodsYinY
MolecularYBiologyVI2012VIhfZVIcaWdi 1.4 12

(2012-2013)
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238 –roofWofWprincipleIstudyItoIdetectImetabolicIchangesIinIperitonealIdialysisIeffluentIinIpatientsIwhoI
developIencapsulatingIperitonealIsclerosisXINephrologyYDialysisYTransplantationVI2012VIbgVIbeZbWaZ 4.3 14

237 vourierIαransformIyonIsyclotronI esonanceImassIspectrometryIforIplantImetaboliteIprofilingIandI
metaboliteIidentificationXIMethodsYinYMolecularYBiologyVI2012VIhfZVIaegWgf 1.4 18

236 yntegrationIofImetabolomicsIinIheartIdiseaseIandIdiabetesIresearchjIcurrentIachievementsIandI
futureIoutlookXIBioanalysisVI2011VIcVIbbZeWbb 2.1 50

235 ·ystemsIlevelIstudiesIofImammalianImetabolomesjItheIrolesIofImassIspectrometryIandInuclearI
magneticIresonanceIspectroscopyXIChemicalYSocietyYReviewsVI2011VIdZVIchgWdbf 58.5 565

234 –roceduresIforIlargeWscaleImetabolicIprofilingIofIserumIandIplasmaIusingIgasIchromatographyIandI
liquidIchromatographyIcoupledItoImassIspectrometryXINatureYProtocolsVI2011VIfVIaZfZWhc 18.8 1527

233 –lantImetabolomicsIandIitsIpotentialIforIsystemsIbiologyIresearchIbackgroundIconceptsVI
technologyVIandImethodologyXIMethodsYinYEnzymologyVI2011VIeZZVIbiiWccf 1.7 63

232 ’onitoringItheIglycosylationIstatusIofIproteinsIusingI amanIspectroscopyXIAnalyticalYChemistryVI
2011VIhcVIfZgdWha 7.8 41

231 αheIimportanceIofIprotonationIinItheIinvestigationIofIproteinIphosphorylationIusingI amanI
spectroscopyIandI amanIopticalIactivityXIAnalyticalYChemistryVI2011VIhcVIgighWhc 7.8 42

230 ’etaboliteIextractionIfromIsuspensionWculturedImammalianIcellsIforIglobalImetaboliteIprofilingXI
NatureYProtocolsVI2011VIfVIabdaWi 18.8 142

229 ysIserumIorIplasmaImoreIappropriateIforIintersubjectIcomparisonsIinImetabolomicIstudiesoIqnI
assessmentIinIpatientsIwithIsmallWcellIlungIcancerXIAnalyticalYChemistryVI2011VIhcVIffhiWig 7.8 106

228 ·creeningIionicIliquidsIforIuseIinIbiotransformationsIwithIwholeImicrobialIcellsXIGreenYChemistryVI
2011VIacVIahdc 10 63

227 αq ty·WbasedImicrobialImetabolomicsjItimeIandIrelativeIdifferencesIinIsystemsXITrendsYinY
MicrobiologyVI2011VIaiVIcaeWbb 12.4 37

226 qα IRataxiaItelangiectasiaImutatedWIandI adcWrelatedIkinaseSIisIactivatedIbyImildIhypothermiaIinI
mammalianIcellsIandIsubsequentlyIactivatesIpecXIBiochemicalYJournalVI2011VIdceVIdiiWeZh 3.8 27

225 ’etabolomicIapproachesIrevealIthatIcellIwallImodificationsIplayIaImajorIroleIinIethyleneWmediatedI
resistanceIagainstIrotrytisIcinereaXIPlantYJournalVI2011VIfgVIhebWfh 6.9 69

224 uxtensiveImetabolicIcrossWtalkIinImelonIfruitIrevealedIbyIspatialIandIdevelopmentalIcombinatorialI
metabolomicsXINewYPhytologistVI2011VIaiZVIfhcWif 9.8 101

223 αheIroleIofImetabolitesIandImetabolomicsIinIclinicallyIapplicableIbiomarkersIofIdiseaseXIArchivesYofY
ToxicologyVI2011VIheVIeWag 5.8 233

222 ’etabolicIfingerprintingIasIaItoolItoImonitorIwholeWcellIbiotransformationsXIAnalyticalYandY
BioanalyticalYChemistryVI2011VIciiVIchgWdZa 4.4 18

221 ’q‘tyW’·IandImultivariateIanalysisIforItheIdetectionIandIquantificationIofIdifferentImilkIspeciesXI
AnalyticalYandYBioanalyticalYChemistryVI2011VIciiVIcdiaWeZb 4.4 63
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220
qIgeneticIalgorithmWrayesianInetworkIapproachIforItheIanalysisIofImetabolomicsIandI
spectroscopicIdatajIapplicationItoItheIrapidIidentificationIofIracillusIsporesIandIclassificationIofI
racillusIspeciesXIBMCYBioinformaticsVI2011VIabVIcc

3.6 24

219 –rogressIinIshemometricsIandIriostatisticsIforI–lantIqpplicationsVIorjIqIwoodI edIWineIisIaIradI
WhiteIWineI2011VIcagWcdb 4

218 ’etaboliteIprofilingIofIrecombinantIsx”IcellsjIdesigningItailoredIfeedingIregimesIthatIenhanceI
recombinantIantibodyIproductionXIBiotechnologyYandYBioengineeringVI2011VIaZhVIcZbeWca 4.9 92

217 ’etabolicIprofilingIofImeatjIassessmentIofIporkIhygieneIandIcontaminationIwithI·almonellaI
typhimuriumXIAnalystlYTheVI2011VIacfVIeZhWad 5 13

216 tupuytrenQsjIaIsystemsIbiologyIdiseaseXIArthritisYResearchYandYTherapyVI2011VIacVIbch 5.7 31

215 ·tructuralVIspectroscopicIandIredoxIpropertiesIofIuranylIcomplexesIwithIaImaleonitrileIcontainingI
ligandXIDaltonYTransactionsVI2011VIdZVIeiciWeb 4.3 43

214
vourierItransformIinfraredIandI amanIspectroscopiesIforItheIrapidIdetectionVIenumerationVIandI
growthIinteractionIofItheIbacteriaI·taphylococcusIaureusIandI‘actococcusIlactisIsspXIcremorisIinI
milkXIAnalyticalYChemistryVI2011VIhcVIefhaWg

7.8 59

213 qutomatedIworkflowsIforIaccurateImassWbasedIputativeImetaboliteIidentificationIinI‘sY’·WderivedI
metabolomicIdatasetsXIBioinformaticsVI2011VIbgVIaaZhWab 7.2 156

212  amanIspectroscopyjIlightingIupItheIfutureIofImicrobialIidentificationXIFutureYMicrobiologyVI2011VIfVIiiaWg2.9 46

211
vourierItransformIinfraredIspectroscopyIasIaImetaboliteIfingerprintingItoolIforImonitoringItheI
phenotypicIchangesIinIcomplexIbacterialIcommunitiesIcapableIofIdegradingIphenolXIEnvironmentalY
MicrobiologyVI2010VIabVIcbecWfc

5.2 24

210 –αβWZccI·erumImetaboliteIprofilesIdifferentiateIsrohnQsIdiseaseIfromIulcerativeIcolitisIandIfromI
healthyIcontrolsXIGutVI2010VIeiVIqfaXbWqfa 19.2

209 rq·Yr·s cI–artialIreconstructionIofImyocardialImetabolicIpathwaysIfollowingIanalysisIofI
peripheralIserumIusingImetabolomicsIinIearlyIcardiacIischaemiaXIHeartVI2010VIifVIeacWeac 5.1 1

208
–henotypicIcharacterizationIofI·hewanellaIoneidensisI’ WaIunderIaerobicIandIanaerobicIgrowthI
conditionsIbyIusingIfourierItransformIinfraredIspectroscopyIandIhighWperformanceIliquidI
chromatographyIanalysesXIAppliedYandYEnvironmentalYMicrobiologyVI2010VIgfVIfbffWgf

4.8 34

207 ympactIofIsilverRySIonItheImetabolismIofI·hewanellaIoneidensisXIJournalYofYBacteriologyVI2010VIaibVIaadcWeZ3.5 39

206 “onWinvasiveImetabolomicIanalysisIofIbreathIusingIdifferentialImobilityIspectrometryIinIpatientsI
withIchronicIobstructiveIpulmonaryIdiseaseIandIhealthyIsmokersXIAnalystlYTheVI2010VIaceVIcaeWbZ 5 106

205 vourierItransformIinfraredIspectroscopyIandImultivariateIanalysisIforItheIdetectionIandI
quantificationIofIdifferentImilkIspeciesXIJournalYofYDairyYScienceVI2010VIicVIefeaWfZ 4 88

204 ·hiningIlightIonItheImicrobialIworldItheIapplicationIofI amanImicrospectroscopyXIAdvancesYinY
AppliedYMicrobiologyVI2010VIgZVIaecWhf 4.9 141

203 ’onitoringItheIeffectsIofIchiralIpharmaceuticalsIonIaquaticImicroorganismsIbyImetabolicI
fingerprintingXIAppliedYandYEnvironmentalYMicrobiologyVI2010VIgfVIbZgeWhe 4.8 16

(2010-2011)

15



202 ’onitoringItheI·uccinateItehydrogenaseIqctivityIysolatedIfromI’itochondriaIbyI·urfaceIunhancedI
 amanI·catteringâ� XIJournalYofYPhysicalYChemistryYCVI2010VIaadVIgcZhWgcac 3.8 21

201 —uantitativeIqnalysisIofItheIrannedIvoodItyeI·udanWaIβsingI·urfaceIunhancedI amanI·catteringI
withI’ultivariateIshemometricsâ� XIJournalYofYPhysicalYChemistryYCVI2010VIaadVIgbheWgbiZ 3.8 109

200 ’etabolicIacclimationItoIhypoxiaIrevealedIbyImetaboliteIgradientsIinImelonIfruitXIJournalYofYPlantY
PhysiologyVI2010VIafgVIbdbWe 3.6 61

199
sombiningImetabolicIfingerprintingIandIfootprintingItoIunderstandItheIphenotypicIresponseIofI
x–VafIufIexpressingIcervicalIcarcinomaIcellsIexposedItoItheIxyVIantiWviralIdrugIlopinavirXIAnalystlY
TheVI2010VIaceVIabceWdd

5 30

198
qssessmentIofIadaptiveIfocusedIacousticsIversusImanualIvortexYfreezeWthawIforIintracellularI
metaboliteIextractionIfromI·treptomycesIlividansIproducingIrecombinantIproteinsIusingIwsW’·I
andImultiWblockIprincipalIcomponentIanalysisXIAnalystlYTheVI2010VIaceVIicdWdb

5 23

197 ’ultiobjectiveIevolutionaryIoptimisationIforIsurfaceWenhancedI amanIscatteringXIAnalyticalYandY
BioanalyticalYChemistryVI2010VIcigVIahicWiZa 4.4 16

196 V”sWbasedImetabolicIprofilingIforIfoodIspoilageIdetectionIwithItheIapplicationItoIdetectingI
·almonellaItyphimuriumWcontaminatedIporkXIAnalyticalYandYBioanalyticalYChemistryVI2010VIcigVIbdciWdi 4.4 39

195  amanIchemicalImappingIrevealsIsiteIofIactionIofIxyVIproteaseIinhibitorsIinIx–VafIufIexpressingI
cervicalIcarcinomaIcellsXIAnalyticalYandYBioanalyticalYChemistryVI2010VIcihVIcZeaWfa 4.4 22

194 –henotypicIprofilingIofIkeloidIscarsIusingIvαWy ImicrospectroscopyIrevealsIaIuniqueIspectralI
signatureXIArchivesYofYDermatologicalYResearchVI2010VIcZbVIgZeWae 3.3 12

193 uvaluationIofIextractionIprocessesIforIintracellularImetaboliteIprofilingIofImammalianIcellsjI
matchingIextractionIapproachesItoIcellItypeIandImetaboliteItargetsXIMetabolomicsVI2010VIfVIdbgWdch 4.7 82

192  apidImonitoringIofIrecombinantIantibodyIproductionIbyImammalianIcellIculturesIusingIfourierI
transformIinfraredIspectroscopyIandIchemometricsXIBiotechnologyYandYBioengineeringVI2010VIaZfVIdcbWdb4.9 42

191  apidIcharacterizationIofI“WlinkedIglycansIfromIsecretedIandIgelWpurifiedImonoclonalIantibodiesI
usingI’q‘tyWαovImassIspectrometryXIBiotechnologyYandYBioengineeringVI2010VIaZgVIiZbWh 4.9 16

190 tualImetabolomicsjIaInovelIapproachItoIunderstandingIplantWpathogenIinteractionsXI
PhytochemistryVI2010VIgaVIeiZWg 4 71

189 qnIintroductionItoIliquidIchromatographyWmassIspectrometryIinstrumentationIappliedIinIplantI
metabolomicIanalysesXIPhytochemicalYAnalysisVI2010VIbaVIccWdg 3.4 182

188 “ovelInoninvasiveIidentificationIofIbiomarkersIbyIanalyticalIprofilingIofIchronicIwoundsIusingI
volatileIorganicIcompoundsXIWoundYRepairYandYRegenerationVI2010VIahVIciaWdZZ 3.6 58

187 riomarkersIofIdietaryIenergyIrestrictionIinIwomenIatIincreasedIriskIofIbreastIcancerXICancerY
PreventionYResearchVI2009VIbVIgbZWca 3.2 36

186 ’etabolomicIanalysisIofItheIinteractionIbetweenIplantsIandIherbivoresXIMetabolomicsVI2009VIeVIaeZWafa4.7 117

185 ynterWlaboratoryIreproducibilityIofIfastIgasIchromatographyWelectronIimpactWtimeIofIflightImassI
spectrometryIRwsWuyWα”vY’·SIbasedIplantImetabolomicsXIMetabolomicsVI2009VIeVIdgiWdif 4.7 107
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184 —uantitativeIanalysisIofImethylIgreenIusingIsurfaceWenhancedIresonanceI amanIscatteringXI
AnalyticalYandYBioanalyticalYChemistryVI2009VIcidVIahccWh 4.4 14

183 tevelopmentIandIperformanceIofIaIgasIchromatographyWtimeWofWflightImassIspectrometryIanalysisI
forIlargeWscaleInontargetedImetabolomicIstudiesIofIhumanIserumXIAnalyticalYChemistryVI2009VIhaVIgZchWdf7.8 152

182 ’assIspectrometryItoolsIandImetaboliteWspecificIdatabasesIforImolecularIidentificationIinI
metabolomicsXIAnalystlYTheVI2009VIacdVIacbbWcb 5 215

181 uffectiveIquenchingIprocessesIforIphysiologicallyIvalidImetaboliteIprofilingIofIsuspensionIculturedI
’ammalianIcellsXIAnalyticalYChemistryVI2009VIhaVIagdWhc 7.8 125

180 axI“’ VIwsWuyWα”v’·VIandIdataIsetIcorrelationIforIfruitImetabolomicsjIapplicationItoIspatialI
metaboliteIanalysisIinImelonXIAnalyticalYChemistryVI2009VIhaVIbhhdWid 7.8 131

179 tiscriminationIofIbacteriaIusingIpyrolysisWgasIchromatographyWdifferentialImobilityIspectrometryI
R–yWwsWt’·SIandIchemometricsXIAnalystlYTheVI2009VIacdVIeegWfc 5 32

178 uxplanatoryImultivariateIanalysisIofIαovW·y’·IspectraIforItheIdiscriminationIofIbacterialIisolatesXI
AnalystlYTheVI2009VIacdVIbcebWfZ 5 8

177 ymagingImassIspectrometryIusingIchemicalIinkjetIprintingIrevealsIdifferentialIproteinIexpressionIinI
humanIoralIsquamousIcellIcarcinomaXIAnalystlYTheVI2009VIacdVIcZaWg 5 28

176 sharacterisationIandIidentificationIofIbacteriaIusingI·u ·XIChemicalYSocietyYReviewsVI2008VIcgVIicaWf 58.5 307

175 ·ubsurfaceIbiomolecularIimagingIofI·treptomycesIcoelicolorIusingIsecondaryIionImassI
spectrometryXIAnalyticalYChemistryVI2008VIhZVIaidbWea 7.8 51

174 ’ultiplexedIdetectionIofIsixIlabelledIoligonucleotidesIusingIsurfaceIenhancedIresonanceI amanI
scatteringIR·u  ·SXIAnalystlYTheVI2008VIaccVIaeZeWab 5 108

173 wlobalImetabolicIprofilingIofIuscherichiaIcoliIculturesjIanIevaluationIofImethodsIforIquenchingIandI
extractionIofIintracellularImetabolitesXIAnalyticalYChemistryVI2008VIhZVIbiciWdh 7.8 251

172 ·urfaceWenhancedI amanIscatteringIfromIintracellularIandIextracellularIbacterialIlocationsXI
AnalyticalYChemistryVI2008VIhZVIfgdaWf 7.8 102

171 αowardsIquantitativelyIreproducibleIsubstratesIforI·u ·XIAnalystlYTheVI2008VIaccVIaddiWeb 5 24

170  apidIandIquantitativeIdetectionIofItheImicrobialIspoilageIinImilkIusingIvourierItransformIinfraredI
spectroscopyIandIchemometricsXIAnalystlYTheVI2008VIaccVIadbdWca 5 81

169 qccumulationIofIionicIliquidsIinIuscherichiaIcolicellsXIGreenYChemistryVI2008VIaZVIhcf 10 74

168 ·patialImetabolicIfingerprintingIusingIvαWy IspectroscopyjIinvestigatingIabioticIstressesIonI
’icrasteriasIhardyiXIAnalystlYTheVI2008VIaccVIagZgWac 5 32

167 βsingIaIbiphasicIionicIliquidYwaterIreactionIsystemItoIimproveIoxygenaseWcatalysedI
biotransformationIwithIwholeIcellsXIGreenYChemistryVI2008VIaZVIfhe 10 62

(2008-2009)

17



166 ’etabolomicItechnologiesIandItheirIapplicationItoItheIstudyIofIplantsIandIplantWhostIinteractionsXI
PhysiologiaYPlantarumVI2008VIacbVIaagWce 4.6 165

165  elatednessIofImedicallyIimportantIstrainsIofI·accharomycesIcerevisiaeIasIrevealedIbyI
phylogeneticsIandImetabolomicsXIYeastVI2008VIbeVIeZaWab 3.4 38

164 —uantificationIofIcaseinIphosphorylationIwithIconformationalIinterpretationIusingI amanI
spectroscopyXIAnalystlYTheVI2007VIacbVIaZecWfZ 5 23

163 ’etabolicIfootprintingIasIaItoolIforIdiscriminatingIbetweenIbrewingIyeastsXIYeastVI2007VIbdVIffgWgi 3.4 96

162
—uantitativeIdetectionIofImetabolitesIusingImatrixWassistedIlaserIdesorptionYionizationImassI
spectrometryIwithIiWaminoacridineIasItheImatrixXIRapidYCommunicationsYinYMassYSpectrometryVI2007
VIbaVIbZgbWh

2.2 41

161 ‘aserIdesorptionYionizationImassIspectrometryIonIporousIsiliconIforImetabolomeIanalysesjI
influenceIofIsurfaceIoxidationXIRapidYCommunicationsYinYMassYSpectrometryVI2007VIbaVIbaegWff 2.2 24

160 somparisonIofIfiveIxylanIsynthesisImutantsIrevealsInewIinsightIintoItheImechanismsIofIxylanI
synthesisXIPlantYJournalVI2007VIebVIaaedWfh 6.9 271

159 αheImetabolomicsIstandardsIinitiativeXINatureYBiotechnologyVI2007VIbeVIhdfWh 44.5 253

158 vromIphenotypeItoIgenotypejIwholeItissueIprofilingIforIplantIbreedingXIMetabolomicsVI2007VIcVIdhiWeZa 4.7 12

157 αheImetabolomicsIstandardsIinitiativeIR’·ySXIMetabolomicsVI2007VIcVIageWagh 4.7 304

156 –roposedIminimumIreportingIstandardsIforIdataIanalysisIinImetabolomicsXIMetabolomicsVI2007VIcVIbcaWbda4.7 317

155 –roposedIminimumIreportingIstandardsIforIchemicalIanalysisIshemicalIqnalysisIWorkingIwroupI
RsqWwSI’etabolomicsI·tandardsIynitiativeIR’·ySXIMetabolomicsVI2007VIcVIbaaWbba 4.7 2472

154 ’etabolomicsIofIaIsuperorganismXIJournalYofYNutritionVI2007VIacgVIbei·Wbff· 4.1 188

153 ’etabolicIfingerprintingIasIaIdiagnosticItoolXIPharmacogenomicsVI2007VIhVIabdcWff 2.6 313

152 –redictingIhumanIembryoIviabilityjItheIroadItoInonWinvasiveIanalysisIofItheIsecretomeIusingI
metabolicIfootprintingXIReproductiveYBioMedicineYOnlineVI2007VIaeVIbifWcZb 4 44

151 ’etabonomicIevaluationIofIidiosyncrasyWlikeIliverIinjuryIinIratsIcotreatedIwithIranitidineIandI
lipopolysaccharideXIToxicologyYandYAppliedYPharmacologyVI2006VIbabVIceWdd 4.6 27

150 xighWαhroughputI’icrobialIsharacterizationsIβsingIulectrosprayIyonizationI’assI·pectrometryIandI
ytsI oleIinIvunctionalIwenomicsI2006VIbbiWbef

149 tiscriminationIandIydentificationIofI’icroorganismsIbyI–yrolysisI’assI·pectrometryjIvromIrurningI
qmbitionsItoIsoolingIumbersâ��qIxistoricalI–erspectiveI2006VIcaiWcdc
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148  apidIqnalysisIofI’icrobiologicalI·ystemsIβsingI·u ·I2006VIcigWdZh 10

147 —uantitativeIdetectionIandIidentificationImethodsIforImicrobialIspoilageI2006VIcWbg 4

146 –Ysxu’jIaImultivariateIanalysisIpackageIforIpythonXIBioinformaticsVI2006VIbbVIbefeWf 7.2 63

145 ’etabolicIfingerprintsIofI’ycobacteriumIbovisIclusterIwithImolecularItypejIimplicationsIforI
genotypeWphenotypeIlinksXIMicrobiologyYgUnitedYKingdomhVI2006VIaebVIbgegWbgfe 2.9 51

144 qnIimprovedIfluorescentIamplifiedIfragmentIlengthIpolymorphismImethodIforItypingI
’ycobacteriumItuberculosisXIJournalYofYClinicalYMicrobiologyVI2006VIddVIbhhWi 9.7 1

143 tifferentiationIofI–eatsIβsedIinItheI–reparationIofI’altIforI·cotchIWhiskyI–roductionIβsingI
vourierIαransformIynfraredI·pectroscopyXIJournalYofYtheYInstituteYofYBrewingVI2006VIaabVIcccWcci 2 13

142 ·urfaceWenhancedI amanIscatteringIforItheIrapidIdiscriminationIofIbacteriaXIFaradayYDiscussionsVI
2006VIacbVIbhaWibkIdiscussionIcZiWai 3.6 196

141
’etabolomicIapproachesIrevealIthatIphosphatidicIandIphosphatidylIglycerolIphospholipidsIareI
majorIdiscriminatoryInonWpolarImetabolitesIinIresponsesIbyIrrachypodiumIdistachyonItoIchallengeI
byI’agnaportheIgriseaXIPlantYJournalVI2006VIdfVIceaWfh

6.9 110

140 ’etabolicIfingerprintingIinIdiseaseIdiagnosisjIbiomedicalIapplicationsIofIinfraredIandI amanI
spectroscopyXIAnalystlYTheVI2006VIacaVIhgeWhe 5 458

139  apidIcharacterizationIofImicrobialIbiodegradationIpathwaysIbyIvαWy IspectroscopyXIJournalYofY
MicrobiologicalYMethodsVI2006VIfgVIbgcWhZ 2.8 35

138
tirectIinfusionIelectrosprayIionizationImassIspectraIofIcrudeIcellIextractsIforImicrobialI
characterizationsjIinfluenceIofIsolventIconditionsIonItheIdetectionIofIproteinsXIRapidY
CommunicationsYinYMassYSpectrometryVI2006VIbZVIbaWcZ

2.2 5

137 ’atrixWsuppressedIlaserIdesorptionYionisationImassIspectrometryIandIitsIsuitabilityIforI
metabolomeIanalysesXIRapidYCommunicationsYinYMassYSpectrometryVI2006VIbZVIaaibWh 2.2 61

136 ’etabolomicsjIcurrentItechnologiesIandIfutureItrendsXIProteomicsVI2006VIfVIdgafWbc 4.8 402

135 βsingImetabolicIfingerprintingIofIplantsIforIevaluatingInitrogenIdepositionIimpactsIonItheI
landscapeIlevelXIGlobalYChangeYBiologyVI2006VIabVIadfZWadfe 11.4 21

134  apidIdiscriminationIofItheIcausalIagentsIofIurinaryItractIinfectionIusingIαovW·y’·IwithI
chemometricIclusterIanalysisXIAppliedYSurfaceYScienceVI2006VIbebVIfhfiWfhgd 6.7 24

133 αheIrapidIdifferentiationIofI·treptomycesIisolatesIusingIvourierItransformIinfraredIspectroscopyXI
VibrationalYSpectroscopyVI2006VIdZVIbacWbah 2.1 31

132 αovW·y’·IstudiesIofIracillusIusingImultivariateIanalysisIwithIpossibleIidentificationIandItaxonomicI
applicationsXIAppliedYSurfaceYScienceVI2006VIbebVIfgaiWfgbb 6.7 17

131 αheIuseIofIchemicalIprofilingIforImonitoringImetabolicIchangesIinIartificialIsoilIslurriesIcausedIbyI
horizontalIgeneItransferXIMetabolomicsVI2006VIaVIcZeWcae 4.7 3

(2006-2006)

19



130  apidIidentificationIofIcloselyIrelatedImuscleIfoodsIbyIvibrationalIspectroscopyIandImachineI
learningXIAnalystlYTheVI2005VIacZVIafdhWed 5 94

129  apidImonitoringIofIantibioticsIusingI amanIandIsurfaceIenhancedI amanIspectroscopyXIAnalystlY
TheVI2005VIacZVIaZaiWbf 5 68

128 ydentificationIofInovelIgenesIinIqrabidopsisIinvolvedIinIsecondaryIcellIwallIformationIusingI
expressionIprofilingIandIreverseIgeneticsXIPlantYCellVI2005VIagVIbbhaWie 11.6 598

127 ’onitoringItheImodeIofIactionIofIantibioticsIusingI amanIspectroscopyjIinvestigatingIsubinhibitoryI
effectsIofIamikacinIonI–seudomonasIaeruginosaXIAnalyticalYChemistryVI2005VIggVIbiZaWf 7.8 74

126 ’akingIsenseIofItheImetabolomeIusingIevolutionaryIcomputationjIseeingItheIwoodIwithItheItreesXI
JournalYofYExperimentalYBotanyVI2005VIefVIbdeWed 7 60

125 qpplyingImetabolicIfingerprintingItoIecologyjIαheIuseIofIvourierWtransformIinfraredIspectroscopyI
forItheIrapidIscreeningIofIplantIresponsesItoI“IdepositionXIWaterlYAirYandYSoilYPollutionVI2005VIdVIbeaWbeh 2

124 ’etabolicIfingerprintingIforIbioWindicationIofInitrogenIresponsesIinIsallunaIvulgarisIheathI
communitiesXIMetabolomicsVI2005VIaVIbgiWbhe 4.7 10

123 qIlaserIdesorptionIionisationImassIspectrometryIapproachIforIhighIthroughputImetabolomicsXI
MetabolomicsVI2005VIaVIbdcWbeZ 4.7 27

122 “uWIy“IbZZeKXIMetabolomicsVI2005VIaVIbhgWbhg 4.7

121 qImetabolomeIpipelinejIfromIconceptItoIdataItoIknowledgeXIMetabolomicsVI2005VIaVIciWea 4.7 138

120 ’etabolomicsIâ��ItheIwayIforwardXIMetabolomicsVI2005VIaVIaWb 4.7 41

119 βnderstandingItheIbehaviourIofIpathogenicIcellsjIproteomeIandImetabolomeIanalysesI2005VIcWeb

118 weneticIalgorithmIoptimizationIforIpreWprocessingIandIvariableIselectionIofIspectroscopicIdataXI
BioinformaticsVI2005VIbaVIhfZWh 7.2 132

117 αheI·tructuralIandIshemicalIqnalyserIâ��IqI“ewIqnalyticalIαechniqueIforI·u’XIMicroscopyYTodayVI
2004VIabVIchWdZ 0.4 8

116
tifferentiationIofI’icromonosporaIisolatesIfromIaIcoastalIsedimentIinIWalesIonItheIbasisIofI
vourierItransformIinfraredIspectroscopyVIaf·Ir “qIsequenceIanalysisVIandItheIamplifiedIfragmentI
lengthIpolymorphismItechniqueXIAppliedYandYEnvironmentalYMicrobiologyVI2004VIgZVIffaiWbg

4.8 41

115 qIproposedIframeworkIforItheIdescriptionIofIplantImetabolomicsIexperimentsIandItheirIresultsXI
NatureYBiotechnologyVI2004VIbbVIafZaWf 44.5 260

114 ’etabolomicsIbyInumbersjIacquiringIandIunderstandingIglobalImetaboliteIdataXITrendsYinY
BiotechnologyVI2004VIbbVIbdeWeb 15.1 1001

113 ’etabolicIprofilingjIpathwaysIinIdiscoveryXIDrugYDiscoveryYTodayVI2004VIiVIbfZWa 8.8 11
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112 WholeWorganismIfingerprintingIofItheIgenusIsarnobacteriumIusingIvourierItransformIinfraredI
spectroscopyIRvαWy SXISystematicYandYAppliedYMicrobiologyVI2004VIbgVIahfWia 4.2 17

111 qpplyingI’etabolicIvingerprintingItoIucologyjIαheIβseIofIvourierWαransformIynfraredI·pectroscopyI
forItheI apidI·creeningIofI–lantI esponsesItoI“ItepositionXIWaterlYAirYandYSoilYPollutionVI2004VIdVIbeaWbeh 6

110 βltraWvioletIresonanceI amanIspectroscopyIforItheIrapidIdiscriminationIofIurinaryItractIinfectionI
bacteriaXIFEMSYMicrobiologyYLettersVI2004VIbcbVIabgWcb 2.9 81

109 αheIrapidIidentificationIofIqcinetobacterIspeciesIusingIvourierItransformIinfraredIspectroscopyXI
JournalYofYAppliedYMicrobiologyVI2004VIifVIcbhWci 4.7 44

108  apidIandIquantitativeIdetectionIofItheImicrobialIspoilageIofIbeefIbyIvourierItransformIinfraredI
spectroscopyIandImachineIlearningXIAnalyticaYChimicaYActaVI2004VIeadVIaicWbZa 6.6 105

107 somparisonIofIdiffuseWreflectanceIabsorbanceIandIattenuatedItotalIreflectanceIvαWy IforItheI
discriminationIofIbacteriaXIAnalystlYTheVI2004VIabiVIaaahWbb 5 49

106 ·electiveIdetectionIofIproteinsIinImixturesIusingIelectrosprayIionizationImassIspectrometryjI
influenceIofIinstrumentalIsettingsIandIimplicationsIforIproteomicsXIAnalyticalYChemistryVI2004VIgfVIeZbdWcb7.8 20

105 sharacterizationIofImicroorganismsIusingIβVIresonanceI amanIspectroscopyIandIchemometricsXI
AnalyticalYChemistryVI2004VIgfVIeheWia 7.8 118

104 ·urfaceWenhancedI amanIspectroscopyIforIbacterialIdiscriminationIutilizingIaIscanningIelectronI
microscopeIwithIaI amanIspectroscopyIinterfaceXIAnalyticalYChemistryVI2004VIgfVIeaihWbZb 7.8 201

103 tiscriminationIofIbacteriaIusingIsurfaceWenhancedI amanIspectroscopyXIAnalyticalYChemistryVI2004VI
gfVIdZWg 7.8 528

102
qpplicationIofIhighWthroughputIvourierWtransformIinfraredIspectroscopyIinItoxicologyIstudiesjI
contributionItoIaIstudyIonItheIdevelopmentIofIanIanimalImodelIforIidiosyncraticItoxicityXIToxicologyY
LettersVI2004VIadfVIaigWbZe

4.4 69

101 unhancingI amanI·pectroscopyIforItheI apidIsharacterisationIofI’icroorganismsXIMicroscopyYandY
MicroanalysisVI2004VIaZVIacaZWacaa 0.5

100 qI·tructuralIandIshemicalIqnalyserIR·sqSIydentificationIofIracteriaI‘abelledIbyI’etallicI
“anoparticlesXIMicroscopyYandYMicroanalysisVI2004VIaZVIicbWicc 0.5 2

99
βseIofIearthwormIcastsItoIvalidateIvαWy IspectroscopyIasIaIâ��sentinelâ��ItechnologyIforI
highWthroughputImonitoringIofIglobalIchangesIinImicrobialIecologyαheIgthIinternationalI
symposiumIonIearthwormIecologyI´•IsardiffI´•IWalesI´•IbZZbXIPedobiologiaVI2003VIdgVIddZWddf

1.7 12

98
βVWrIradiationIinducedIchangesIinIlitterIqualityIaffectsIearthwormIgrowthIandIcastIcharacteristicsI
asIdeterminedIbyImetabolicIfingerprintingαheIgthIinternationalIsymposiumIonIearthwormIecologyI
´•IsardiffI´•IWalesI´•IbZZbXIPedobiologiaVI2003VIdgVIghdWghg

1.7 3

97
voodIqualityIandImicrobialIsuccessionIinIageingIearthwormIcastsjIstandardImicrobialIindicesIandI
metabolicIfingerprintingjIαheIgthIinternationalIsymposiumIonIearthwormIecologyI´•IsardiffI´•IWalesI´•I
bZZbXIPedobiologiaVI2003VIdgVIhhhWhid

1.7 12

96
vunctionalIgenomicsIviaImetabolicIfootprintingjImonitoringImetaboliteIsecretionIbyIuscherichiaI
coliItryptophanImetabolismImutantsIusingIvαWy IandIdirectIinjectionIelectrosprayImassI
spectrometryXIComparativeYandYFunctionalYGenomicsVI2003VIdVIcgfWia

104

95 shemometricIdiscriminationIofIunfractionatedIplantIextractsIanalyzedIbyIelectrosprayImassI
spectrometryXIPhytochemistryVI2003VIfbVIheiWfc 4 121

(2003-2004)

21



94 ’etabolicIfingerprintingIofIsaltWstressedItomatoesXIPhytochemistryVI2003VIfbVIiaiWbh 4 194

93 ynvestigatingIplantWplantIinterferenceIbyImetabolicIfingerprintingXIPhytochemistryVI2003VIfcVIgZeWaZ 4 62

92 uxplanatoryIanalysisIofIspectroscopicIdataIusingImachineIlearningIofIsimpleVIinterpretableIrulesXI
VibrationalYSpectroscopyVI2003VIcbVIccWde 2.1 72

91 ’etabolicIvingerprintingIwithIvourierIαransformIynfraredI·pectroscopyI2003VIaaaWabd 16

90  apidIquantitativeIassessmentIofItheIadulterationIofIvirginIoliveIoilsIwithIhazelnutIoilsIusingI
 amanIspectroscopyIandIchemometricsXIJournalYofYAgriculturalYandYFoodYChemistryVI2003VIeaVIfadeWeZ 5.7 139

89 uxplanatoryIoptimizationIofIproteinImassIspectrometryIviaIgeneticIsearchXIAnalyticalYChemistryVI
2003VIgeVIffgiWhf 7.8 37

88 βseIofIearthwormIcastsItoIvalidateIvαWy IspectroscopyIasIaIâ��sentinelâ��ItechnologyIforI
highWthroughputImonitoringIofIglobalIchangesIinImicrobialIecologyXIPedobiologiaVI2003VIdgVIddZWddf 1.7 2

87 βVWrIradiationIinducedIchangesIinIlitterIqualityIaffectsIearthwormIgrowthIandIcastIcharacteristicsI
asIdeterminedIbyImetabolicIfingerprintingXIPedobiologiaVI2003VIdgVIghdWghg 1.7 6

86 voodIqualityIandImicrobialIsuccessionIinIageingIearthwormIcastsjIstandardImicrobialIindicesIandI
metabolicIfingerprintingXIPedobiologiaVI2003VIdgVIhhhWhid 1.7
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