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i Paper IF Citations

237 uenomeUwideHassociationHstudyHidentifiesHtumorHanatomicalHsiteUspecificHriskHvariantsHforHcolorectalH
cancerHsurvivalVVHScientificeReportsTH2022THYZTHYZe 4.9 2

236 wmpactHofHmicrosatelliteHstatusHinHearlyUonsetHcolonicHcancerVVHBritisheJournaleofeSurgeryTH2022TH 5.3 1

235
peyondHuWoSHofHqolorectalHqancerhHsvidenceHofHwnteractionHwithHolcoholHqonsumptionHandH
PutativeHqausalHVariantHforHtheHYXqZbVZHRegionVVHCancereEpidemiologyeBiomarkerseandePreventionTH
2022THOtYUOtYa

4 0

234
qrossUqancerHuenomeUWideHossociationHStudyHofHsndometrialHqancerHandHspithelialHOvarianHqancerH
wdentifiesHueneticHRiskHRegionsHossociatedHwithHRiskHofHpothHqancersVHCancereEpidemiologye
BiomarkerseandePreventionTH2021THaXTHZYeUZZf

4 7

233
oHqombinedHProteomicsHandHMendelianHRandomizationHopproachHtoHwnvestigateHtheHsffectsHofH
ospirinUTargetedHProteinsHonHqolorectalHqancerVHCancereEpidemiologyeBiomarkerseandePreventionTH
2021THaXTHcdbUcec

4 2

232 MolecularHandHPathologyHteaturesHofHqolorectalHTumorsHandHPatientHOutcomesHoreHossociatedHwithH
andHwtsHSubspeciesVHCancereEpidemiologyeBiomarkerseandePreventionTH2021TH 4 1

231 SalicylicHocidHandHRiskHofHqolorectalHqancerhHoHTwoUSampleHMendelianHRandomizationHStudyVH
NutrientsTH2021THYaTH 6.7 1

230 RareHgermlineHvariantsHinHtheHoXwNZHgeneHinHfamiliesHwithHcolonicHpolyposisHandHcolorectalHcancerVH
FamilialeCancerTH2021THY 3 0

229 oHgenomeUwideHsearchHforHdeterminantsHofHsurvivalHinHYgZdHpatientsHwithHadvancedHcolorectalH
cancerHwithHfollowUupHinHoverHZZTXXXHpatientsVHEuropeaneJournaleofeCancerTH2021THYcgTHZbeUZcf 7.5 1

228 JzeftHinHlimboJhHsxploringHhowHpatientsHwithHcolorectalHcancerHinterpretHandHrespondHtoHaHsuspectedH
zynchHsyndromeHdiagnosisVHHereditaryeCancereineClinicalePracticeTH2021THYgTHba 2.3 0

227 piologicalHogingHMeasuresHpasedHonHploodHrNoHMethylationHandHRiskHofHqancerhHoHProspectiveH
StudyVHJNCIeCancereSpectrumTH2021THcTHpkaaYXg 4.6 11

226 uermlineHandHTumorHSequencingHasHaHriagnosticHToolHToHResolveHSuspectedHzynchHSyndromeVH
JournaleofeMoleculareDiagnosticsTH2021THZaTHacfUaeY 5.1 1

225 ResponseHtoHziHandHvopperVHAmericaneJournaleofeHumaneGeneticsTH2021THYXfTHcZeUcZg 11 1

224 ossessmentHofHaHPolygenicHRiskHScoreHforHqolorectalHqancerHtoHPredictHRiskHofHzynchHSyndromeH
qolorectalHqancerVHJNCIeCancereSpectrumTH2021THcTHpkabXZZ 4.6 2

223 spigeneticHrriftHossociationHwithHqancerHRiskHandHSurvivalTHandHModificationHbyHSexVHCancersTH2021TH
YaTH 6.6 4

222 ossociationsHbetweenHueneticallyHPredictedHqirculatingHProteinHqoncentrationsHandHsndometrialH
qancerHRiskVHCancersTH2021THYaTH 6.6 3

221 rNoHMethylationHSignaturesHandHtheHqontributionHofHogeUossociatedHMethylomicHrriftHtoH
qarcinogenesisHinHsarlyUOnsetHqolorectalHqancerVHCancersTH2021THYaTH 6.6 3
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220
ueneticallyHPredictedHqirculatingHqUReactiveHProteinHqoncentrationHandHqolorectalHqancerHSurvivalhH
oHMendelianHRandomizationHqonsortiumHStudyVHCancereEpidemiologyeBiomarkerseandePreventionTH
2021THaXTHYabgUYacf

4 1

219 ossociationHpetweenHSmokingHandHMolecularHSubtypesHofHqolorectalHqancerVHJNCIeCancereSpectrumTH
2021THcTHpkabXcd 4.6 2

218
NoHrifferenceHinHPenetranceHbetweenHTruncatingHandHMissenseWoberrantHSplicingHPathogenicH
VariantsHinHandHhHoHProspectiveHzynchHSyndromeHratabaseHStudyVHJournaleofeClinicaleMedicineTH2021TH
YXTH

5.1 1

217 MendelianHrandomizationHanalysesHsuggestHaHroleHforHcholesterolHinHtheHdevelopmentHofH
endometrialHcancerVHInternationaleJournaleofeCancerTH2021THYbfTHaXeUaYg 7.5 13

216 onHintegratedHmassHspectrometryHimagingHandHdigitalHpathologyHworkflowHforHobjectiveHdetectionH
ofHcolorectalHtumoursHbyHuniqueHatomicHsignaturesVHChemicaleScienceTH2021THYZTHYXaZYUYXaaa 9.4 5

215 svaluatingHtheHutilityHofHtumourHmutationalHsignaturesHforHidentifyingHhereditaryHcolorectalHcancerH
andHpolyposisHsyndromeHcarriersVHGutTH2021THeXTHZYafUZYbg 19.2 6

214 ueneticHarchitecturesHofHproximalHandHdistalHcolorectalHcancerHareHpartlyHdistinctVHGutTH2021THeXTHYaZcUYaab19.2 7

213 RareHVariantsHinHtheHrNoHRepairHPathwayHandHtheHRiskHofHqolorectalHqancerVHCancereEpidemiologye
BiomarkerseandePreventionTH2021THaXTHfgcUgXa 4 1

212
ueneticHanalysesHofHgynecologicalHdiseaseHidentifyHgeneticHrelationshipsHbetweenHuterineHfibroidsH
andHendometrialHcancerTHandHaHnovelHendometrialHcancerHgeneticHriskHregionHatHtheHWNTbHYpadVYZH
locusVHHumaneGeneticsTH2021THYbXTHYacaUYadc

6.3 5

211 VariationHinHtheHriskHofHcolorectalHcancerHinHfamiliesHwithHzynchHsyndromehHaHretrospectiveHcohortH
studyVHLanceteOncologyreTheTH2021THZZTHYXYbUYXZZ 21.7 5

210 wnformedHchoiceHandHattitudesHregardingHaHgenomicHtestHtoHpredictHriskHofHcolorectalHcancerHinH
generalHpracticeVHPatienteEducationeandeCounselingTH2021TH 3.1 1

209 qharacteristicsHofHsarlyUOnsetHvsHzateUOnsetHqolorectalHqancerhHoHReviewVHJAMAeSurgeryTH2021THYcdTHfdcUfeb5.4 15

208 rNoHmethylationUbasedHsignatureHofHqrfSHtumorUinfiltratingHlymphocytesHenablesHevaluationHofH
immuneHresponseHandHprognosisHinHcolorectalHcancerH2021THgTH 7

207 tunctionalHinformedHgenomeUwideHinteractionHanalysisHofHbodyHmassHindexTHdiabetesHandHcolorectalH
cancerHriskVHCancereMedicineTH2020THgTHacdaUacea 4.8 4

206 MedicallyHactionableHpathogenicHvariantsHinHaHpopulationHofHYaTYaYHhealthyHelderlyHindividualsVH
GeneticseineMedicineTH2020THZZTHYffaUYffd 8.1 10

205 TheHMzvYHpolymorphismHrsYfXXeabHandHriskHofHendometrialHcancerHwithHmicrosatelliteHinstabilityVH
ClinicaleEpigeneticsTH2020THYZTHYXZ 7.7 2

204 ossociationHpetweenHMolecularHSubtypesHofHqolorectalHTumorsHandHPatientHSurvivalTHpasedHonH
PooledHonalysisHofHeHwnternationalHStudiesVHGastroenterologyTH2020THYcfTHZYcfUZYdfVeb 13.3 17

203 SystematicHmetaUanalysesTHfieldHsynopsisHandHglobalHassessmentHofHtheHevidenceHofHgeneticH
associationHstudiesHinHcolorectalHcancerVHGutTH2020THdgTHYbdXUYbeY 19.2 11

(2020-2021)
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202 ueneticHVariantsHinHtheHRegulatoryHTHcellURelatedHPathwayHandHqolorectalHqancerHPrognosisVHCancere
EpidemiologyeBiomarkerseandePreventionTH2020THZgTHZeYgUZeZf 4

201 PhysicalHactivityHandHrisksHofHbreastHandHcolorectalHcancerhHaHMendelianHrandomisationHanalysisVH
NatureeCommunicationsTH2020THYYTHcge 17.4 36

200 OverallHlackHofHreplicationHofHassociationsHbetweenHdietaryHintakeHofHfolateHandHvitaminHpUYZHandH
rNoHmethylationHinHperipheralHbloodVHAmericaneJournaleofeClinicaleNutritionTH2020THYYYTHZZfUZaX 7 2

199 rysfunctionalHepigeneticHagingHofHtheHnormalHcolonHandHcolorectalHcancerHriskVHClinicaleEpigeneticsTH
2020THYZTHc 7.7 27

198 qumulativeHpurdenHofHqolorectalHqancerUossociatedHueneticHVariantsHwsHMoreHStronglyHossociatedH
WithHsarlyUOnsetHvsHzateUOnsetHqancerVHGastroenterologyTH2020THYcfTHYZebUYZfdVeYZ 13.3 47

197
qirculatingHzevelsHofHwnsulinUlikeHurowthHtactorHYHandHwnsulinUlikeHurowthHtactorHpindingHProteinHaH
ossociateHWithHRiskHofHqolorectalHqancerHpasedHonHSerologicHandHMendelianHRandomizationH
onalysesVHGastroenterologyTH2020THYcfTHYaXXUYaYZVeZX

13.3 45

196 PostmenopausalHvormoneHTherapyHandHqolorectalHqancerHRiskHbyHMolecularlyHrefinedHSubtypesH
andHTumorHzocationVHJNCIeCancereSpectrumTH2020THbTHpkaaXbZ 4.6 2

195 zandscapeHofHsomaticHsingleHnucleotideHvariantsHandHindelsHinHcolorectalHcancerHandHimpactHonH
survivalVHNatureeCommunicationsTH2020THYYTHadbb 17.4 16

194 uenomeUwideHModelingHofHPolygenicHRiskHScoreHinHqolorectalHqancerHRiskVHAmericaneJournaleofe
HumaneGeneticsTH2020THYXeTHbaZUbbb 11 31

193 StochasticHspigeneticHMutationsHoreHossociatedHwithHRiskHofHpreastHqancerTHzungHqancerTHandH
MatureHpUcellHNeoplasmsVHCancereEpidemiologyeBiomarkerseandePreventionTH2020THZgTHZXZdUZXae 4 6

192 oHuenomicHTestHforHqolorectalHqancerHRiskhHwsHThisHocceptableHandHteasibleHinHPrimaryHqaremVHPublice
HealtheGenomicsTH2020THZaTHYYXUYZY 1.9 3

191 MonoallelicHNTvzYHzossUofUtunctionHVariantsHandHRiskHofHPolyposisHandHqolorectalHqancerVH
GastroenterologyTH2020THYcgTHZZbYUZZbaVed 13.3 10

190 wntakeHofHrietaryHtruitTHVegetablesTHandHtiberHandHRiskHofHqolorectalHqancerHoccordingHtoHMolecularH
SubtypeshHoHPooledHonalysisHofHgHStudiesVHCancereResearchTH2020THfXTHbcefUbcgX 10.1 8

189 odiposityTHmetabolitesTHandHcolorectalHcancerHriskhHMendelianHrandomizationHstudyVHBMCeMedicineTH
2020THYfTHagd 11.4 17

188 PotentialHimpactHofHfamilyHhistoryUbasedHscreeningHguidelinesHonHtheHdetectionHofHearlyUonsetH
colorectalHcancerVHCancerTH2020THYZdTHaXYaUaXZX 6.4 23

187 viUPlexZhHaHsimpleHandHrobustHapproachHtoHtargetedHsequencingUbasedHgeneticHscreeningVH
BioTechniquesTH2019THdeTHYYfUYZZ 2.5 6

186 TypeHZHdiabetesHmellitusTHbloodHcholesterolTHtriglycerideHandHcolorectalHcancerHriskHinHzynchH
syndromeVHBritisheJournaleofeCancerTH2019THYZYTHfdgUfed 8.7 4

185 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNatureeCommunicationsTH2019
THYXTHbaY 17.4 45
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184 PhenotypicHconfirmationHofHoligodontiaTHcolorectalHpolyposisHandHcancerHinHaHfamilyHcarryingHanHexonH
eHnonsenseHvariantHinHtheHoXwNZHgeneVHFamilialeCancerTH2019THYfTHaYYUaYc 3 11

183 obilityHofHknownHsusceptibilityHSNPsHtoHpredictHcolorectalHcancerHriskHforHpersonsHwithHandHwithoutHaH
familyHhistoryVHFamilialeCancerTH2019THYfTHafgUage 3 17

182 TumorHmutationalHsignaturesHinHsebaceousHskinHlesionsHfromHindividualsHwithHzynchHsyndromeVH
MoleculareGeneticselamp;eGenomiceMedicineTH2019THeTHeXXefY 2.3 6

181 ossociationHanalysesHidentifyHaYHnewHriskHlociHforHcolorectalHcancerHsusceptibilityVHNaturee
CommunicationsTH2019THYXTHZYcb 17.4 81

180
qirculatingHZcUvydroxyvitaminHrHqoncentrationHandHRiskHofHpreastTHProstateTHandHqolorectalH
qancershHTheHMelbourneHqollaborativeHqohortHStudyVHCancereEpidemiologyeBiomarkerseande
PreventionTH2019THZfTHgXXUgXf

4 14

179 MutationalHSignatureHonalysisHRevealsHNTvzYHreficiencyHtoHqauseHaHMultiUtumorHPhenotypeVHCancere
CellTH2019THacTHZcdUZddVec 24.3 72

178 NovelHqommonHueneticHSusceptibilityHzociHforHqolorectalHqancerVHJournaleofetheeNationaleCancere
InstituteTH2019THYYYTHYbdUYce 9.7 67

177 ueneticHvariantHpredictorsHofHgeneHexpressionHprovideHnewHinsightHintoHriskHofHcolorectalHcancerVH
HumaneGeneticsTH2019THYafTHaXeUaZd 6.3 17

176 MendelianHrandomizationHanalysisHofHqUreactiveHproteinHonHcolorectalHcancerHriskVHInternationale
JournaleofeEpidemiologyTH2019THbfTHedeUefX 7.8 18

175 RisksHofHqolorectalHqancerHandHqancerURelatedHMortalityHinHtamilialHqolorectalHqancerHTypeHXHandH
zynchHSyndromeHtamiliesVHJournaleofetheeNationaleCancereInstituteTH2019THYYYTHdecUdfa 9.7 5

174
qlinicoUpathologicalHpredictorsHofHmismatchHrepairHdeficiencyHinHsebaceousHneoplasiahHoHlargeHcaseH
seriesHfromHaHsingleHoustralianHprivateHpathologyHserviceVHAustralasianeJournaleofeDermatologyTH2019TH
dXTHYZdUYaa

1.3 6

173 riscoveryHofHcommonHandHrareHgeneticHriskHvariantsHforHcolorectalHcancerVHNatureeGeneticsTH2019THcYTHedUfe36.3 177

172 ossessingHtheHProMqolHclassifierHasHaHprognosticHmarkerHforHnonUmetastaticHcolorectalHcancerHwithinH
theHMelbourneHqollaborativeHqohortHStudyVHGutTH2019THdfTHedYUedZ 19.2

171 qohortHProfilehHTheHqolonHqancerHtamilyHRegistryHqohortHPqqtRqQVHInternationaleJournaleofe
EpidemiologyTH2018THbeTHafeUaffi 7.8 23

170 reterminingHRiskHofHqolorectalHqancerHandHStartingHogeHofHScreeningHpasedHonHzifestyleTH
snvironmentalTHandHueneticHtactorsVHGastroenterologyTH2018THYcbTHZYcZUZYdbVeYg 13.3 131

169 qostsHandHoutcomesHofHzynchHsyndromeHscreeningHinHtheHoustralianHcolorectalHcancerHpopulationVH
JournaleofeGastroenterologyeandeHepatologyenAustraliaoTH2018THaaTHYeaeUYebb 4 8

168 UpdateHonHvereditaryHqolorectalHqancerhHwmprovingHtheHqlinicalHUtilityHofHMultigeneHPanelHTestingVH
ClinicaleColorectaleCancerTH2018THYeTHeZgaUeaXc 3.8 42

167 rUSPcHisHmethylatedHinHqwMPUhighHcolorectalHcancerHbutHisHnotHaHmajorHregulatorHofHintestinalHcellH
proliferationHandHtumorigenesisVHScientificeReportsTH2018THfTHYede 4.9 7

(2018-2019)
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166 NovelHassociationsHbetweenHbloodHrNoHmethylationHandHbodyHmassHindexHinHmiddleUagedHandHolderH
adultsVHInternationaleJournaleofeObesityTH2018THbZTHffeUfgd 5.5 25

165 SomaticHmutationsHofHtheHcodingHmicrosatellitesHwithinHtheHbetaUZUmicroglobulinHgeneHinHmismatchH
repairUdeficientHcolorectalHcancersHandHadenomasVHFamilialeCancerTH2018THYeTHgYUYXX 3 11

164 uenomeUwideHassociationHstudyHandHmetaUanalysisHinHNorthernHsuropeanHpopulationsHreplicateH
multipleHcolorectalHcancerHriskHlociVHInternationaleJournaleofeCancerTH2018THYbZTHcbXUcbd 7.5 21

163 ossociationHofHrNoHMethylationUpasedHpiologicalHogeHWithHvealthHRiskHtactorsHandHOverallHandH
qauseUSpecificHMortalityVHAmericaneJournaleofeEpidemiologyTH2018THYfeTHcZgUcaf 3.8 61

162
ossociationsHofHalcoholHintakeTHsmokingTHphysicalHactivityHandHobesityHwithHsurvivalHfollowingH
colorectalHcancerHdiagnosisHbyHstageTHanatomicHsiteHandHtumorHmolecularHsubtypeVHInternationale
JournaleofeCancerTH2018THYbZTHZafUZcX

7.5 53

161 sndometrialHcancerHriskHandHsurvivalHbyHtumorHMMRHstatusVHJournaleofeGynecologiceOncologyTH2018TH
ZgTHeag 4 19

160 UtilityHofHimmunohistochemistryHforHmismatchHrepairHproteinsHonHcolorectalHpolypsHinHtheHfamilialH
cancerHclinicVHInternaleMedicineeJournalTH2018THbfTHYaZcUYaaX 1.6 2

159 tamilyHhistoryUbasedHcolorectalHcancerHscreeningHinHoustraliahHoHmodellingHstudyHofHtheHcostsTH
benefitsTHandHharmsHofHdifferentHparticipationHscenariosVHPLoSeMedicineTH2018THYcTHeYXXZdaX 11.6 2

158 wdentificationHofHnineHnewHsusceptibilityHlociHforHendometrialHcancerVHNatureeCommunicationsTH2018TH
gTHaYdd 17.4 70

157 rietaryHintakeHofHoneUcarbonHmetabolismHnutrientsHandHrNoHmethylationHinHperipheralHbloodVH
AmericaneJournaleofeClinicaleNutritionTH2018THYXfTHdYYUdZY 7 24

156 PhysicalHactivityHandHtheHriskHofHcolorectalHcancerHinHzynchHsyndromeVHInternationaleJournaleofeCancerTH
2018THYbaTHZZcXUZZdX 7.5 9

155 rNoHmismatchHrepairHproteinHdeficientHnonUneoplasticHcolonicHcryptshHaHnovelHindicatorHofHzynchH
syndromeVHModernePathologyTH2018THaYTHYdXfUYdYf 9.8 14

154 RNtbaHisHmutatedHlessHfrequentlyHinHzynchHSyndromeHcomparedHwithHsporadicHmicrosatelliteH
unstableHcolorectalHcancersVHFamilialeCancerTH2018THYeTHdaUdg 3 9

153 rNoHmethylationUbasedHbiologicalHagingHandHcancerHriskHandHsurvivalhHPooledHanalysisHofHsevenH
prospectiveHstudiesVHInternationaleJournaleofeCancerTH2018THYbZTHYdYYUYdYg 7.5 83

152 RiskHofHcolorectalHcancerHforHcarriersHofHaHgermUlineHmutationHinHPOzsHorHPOzrYVHGeneticseineMedicine
TH2018THZXTHfgXUfgc 8.1 34

151 qancerHRisksHforHPMSZUossociatedHzynchHSyndromeVHJournaleofeClinicaleOncologyTH2018THadTHZgdYUZgdf 2.2 102

150 RiskHandHprognosticHfactorsHforHendometrialHcarcinomaHafterHdiagnosisHofHbreastHorH
zynchUassociatedHcancersUoHpopulationUbasedHanalysisVHCancereMedicineTH2018THeTHdbYYUdbZZ 4.8 8

149
TheHprognosticHimpactHofHconsensusHmolecularHsubtypesHPqMSQHandHitsHpredictiveHeffectsHforH
bevacizumabHbenefitHinHmetastaticHcolorectalHcancerhHmolecularHanalysisHofHtheHouwTuHMoXHclinicalH
trialVHAnnalseofeOncologyTH2018THZgTHZZbXUZZbd

10.3 77
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148 qurrentHmismatchHrepairHdeficiencyHtumorHtestingHpracticesHandHcapabilitieshHoHsurveyHofHoustralianH
pathologyHprovidersVHAsiasPacificeJournaleofeClinicaleOncologyTH2018THYbTHbYeUbZc 1.9 6

147 MendelianHrandomisationHstudyHofHageHatHmenarcheHandHageHatHmenopauseHandHtheHriskHofH
colorectalHcancerVHBritisheJournaleofeCancerTH2018THYYfTHYdagUYdbe 8.7 7

146 TumorHtestingHtoHidentifyHlynchHsyndromeHinHtwoHoustralianHcolorectalHcancerHcohortsVHJournaleofe
GastroenterologyeandeHepatologyenAustraliaoTH2017THaZTHbZeUbaf 4 27

145 ModelingHofHsuccessiveHcancerHrisksHinHzynchHsyndromeHfamiliesHinHtheHpresenceHofHcompetingHrisksH
usingHcopulasVHBiometricsTH2017THeaTHZeYUZfZ 1.8 4

144 MendelianHrandomisationHimplicatesHhyperlipidaemiaHasHaHriskHfactorHforHcolorectalHcancerVH
InternationaleJournaleofeCancerTH2017THYbXTHZeXYUZeXf 7.5 50

143 PredictionHofHoverallHsurvivalHinHstageHwwHandHwwwHcolonHcancerHbeyondHTNMHsystemhHaHretrospectiveTH
pooledHbiomarkerHstudyVHAnnalseofeOncologyTH2017THZfTHYXZaUYXaY 10.3 116

142 zackHofHevidenceHforHgermlineHmutationsHinHpatientsHwithHserratedHpolyposisHsyndromeHfromHaHlargeH
multinationalHstudyVHGutTH2017THddTHYYeXUYYeZ 19.2 35

141 zifetimeHalcoholHintakeHisHassociatedHwithHanHincreasedHriskHofHyRoSSHandHpRotUWyRoSUHbutHnotH
pRotSHcolorectalHcancerVHInternationaleJournaleofeCancerTH2017THYbXTHYbfcUYbga 7.5 20

140 RiskHfactorsHforHmetachronousHcolorectalHcancerHorHpolyphHoHsystematicHreviewHandHmetaUanalysisVH
JournaleofeGastroenterologyeandeHepatologyenAustraliaoTH2017THaZTHaXYUaZd 4 8

139 TargetedHsequencingHofHestablishedHandHcandidateHcolorectalHcancerHgenesHinHtheHqolonHqancerH
tamilyHRegistryHqohortVHOncotargetTH2017THfTHgabcXUgabda 3.3 18

138 tamilyHhistoryHofHcancerHpredictsHendometrialHcancerHriskHindependentlyHofHzynchHSyndromehH
wmplicationsHforHgeneticHcounsellingVHGynecologiceOncologyTH2017THYbeTHafYUafe 4.9 21

137 ProUinflammatoryHfattyHacidHprofileHandHcolorectalHcancerHriskhHoHMendelianHrandomisationHanalysisVH
EuropeaneJournaleofeCancerTH2017THfbTHZZfUZaf 7.5 56

136 TargetedHsequencingHofHadHknownHorHputativeHcolorectalHcancerHsusceptibilityHgenesVHMoleculare
Geneticselamp;eGenomiceMedicineTH2017THcTHccaUcdg 2.3 20

135 olcoholHqonsumptionHandHtheHRiskHofHqolorectalHqancerHforHMismatchHRepairHueneHMutationH
qarriersVHCancereEpidemiologyeBiomarkerseandePreventionTH2017THZdTHaddUaec 4 28

134 PrevalenceHandHPenetranceHofHMajorHuenesHandHPolygenesHforHqolorectalHqancerVHCancere
EpidemiologyeBiomarkerseandePreventionTH2017THZdTHbXbUbYZ 4 185

133 uermlineHmiRNoHrNoHvariantsHandHtheHriskHofHcolorectalHcancerHbyHsubtypeVHGeneseChromosomeseande
CancerTH2017THcdTHYeeUYfb 5 6

132 ReducingHtheHpolypHburdenHinHserratedHpolyposisHbyHserialHcolonoscopyhHtheHimpactHofHnationallyH
coordinatedHcommunityHsurveillanceVHNeweZealandeMedicaleJournalTH2017THYaXTHceUde 0.8 4

131 PromoterHmethylationHofHwTtZTHbutHnotHoPqTHisHassociatedHwithHmicrosatelliteHinstabilityHinHtwoH
populationsHofHcolorectalHcancerHpatientsVHBMCeCancerTH2016THYdTHYYa 4.8 6

(2016-2018)
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130
SNPHrsYdgXdZcZqlTHwsHanHsxpressionHandHMethylationHQuantitativeHTraitHzocusHossociatedHwithHanH
wncreasedHRiskHofHrevelopingHMuMTUMethylatedHqolorectalHqancerVHClinicaleCancereResearchTH2016TH
ZZTHdZddUdZee

12.9 18

129 RiskHofHextracolonicHcancersHforHpeopleHwithHbiallelicHandHmonoallelicHmutationsHinHMUTYvVH
InternationaleJournaleofeCancerTH2016THYagTHYcceUda 7.5 67

128 reterminingHtheHfamilialHriskHdistributionHofHcolorectalHcancerhHaHdataHminingHapproachVHFamiliale
CancerTH2016THYcTHZbYUcY 3 5

127 VariationHatHZqacHPPNyrHandHTMpwMYQHinfluencesHcolorectalHcancerHriskHandHidentifiesHaHpleiotropicH
effectHwithHinflammatoryHbowelHdiseaseVHHumaneMoleculareGeneticsTH2016THZcTHZabgUZacg 5.6 27

126 QuantifyingHtheHutilityHofHsingleHnucleotideHpolymorphismsHtoHguideHcolorectalHcancerHscreeningVH
FutureeOncologyTH2016THYZTHcXaUYa 3.6 30

125 uermlineHmutationsHinHPMSZHandHMzvYHinHindividualsHwithHsolitaryHlossHofHPMSZHexpressionHinH
colorectalHcarcinomasHfromHtheHqolonHqancerHtamilyHRegistryHqohortVHBMJeOpenTH2016THdTHeXYXZga 3 24

124 uWoSeqhHtargetedHreUsequencingHfollowHupHtoHuWoSVHBMCeGenomicsTH2016THYeTHYed 4.5 7

123 qomparisonHofHPredictionHModelsHforHzynchHSyndromeHomongHwndividualsHWithHqolorectalHqancerVH
JournaleofetheeNationaleCancereInstituteTH2016THYXfTH 9.7 24

122 qlinicopathologicHRiskHtactorHristributionsHforHMzvYHPromoterHRegionHMethylationHinH
qwMPUPositiveHTumorsVHCancereEpidemiologyeBiomarkerseandePreventionTH2016THZcTHdfUec 4 16

121 MethylationHofHpreastHqancerHPredispositionHuenesHinHsarlyUOnsetHpreastHqancerhHoustralianHpreastH
qancerHtamilyHRegistryVHPLoSeONETH2016THYYTHeXYdcbad 3.7 11

120 RiskHfactorsHforHmetachronousHcolorectalHcancerHfollowingHaHprimaryHcolorectalHcancerhHoH
prospectiveHcohortHstudyVHInternationaleJournaleofeCancerTH2016THYagTHYXfYUgX 7.5 19

119 MendelianHrandomisationHanalysisHstronglyHimplicatesHadiposityHwithHriskHofHdevelopingHcolorectalH
cancerVHBritisheJournaleofeCancerTH2016THYYcTHZddUeZ 8.7 39

118 qholecystectomyHandHtheHriskHofHcolorectalHcancerHbyHtumorHmismatchHrepairHdeficiencyHstatusVH
InternationaleJournaleofeColorectaleDiseaseTH2016THaYTHYbcYUe 3 5

117 MultivitaminTHcalciumHandHfolicHacidHsupplementsHandHtheHriskHofHcolorectalHcancerHinHzynchH
syndromeVHInternationaleJournaleofeEpidemiologyTH2016THbcTHgbXUca 7.8 21

116 qrossUqancerHuenomeUWideHonalysisHofHzungTHOvaryTHpreastTHProstateTHandHqolorectalHqancerH
RevealsHNovelHPleiotropicHossociationsVHCancereResearchTH2016THedTHcYXaUYb 10.1 66

115 RiskHofHcolorectalHcancerHforHpeopleHwithHaHmutationHinHbothHaHMUTYvHandHaHrNoHmismatchHrepairH
geneVHFamilialeCancerTH2015THYbTHcecUfa 3 8

114 ospirinTHwbuprofenTHandHtheHRiskHofHqolorectalHqancerHinHzynchHSyndromeVHJournaleofetheeNationale
CancereInstituteTH2015THYXeTH 9.7 66

113 uermlineHTPcaHMutationsHinHPatientsHWithHsarlyUOnsetHqolorectalHqancerHinHtheHqolonHqancerH
tamilyHRegistryVHJAMAeOncologyTH2015THYTHZYbUZY 13.4 68
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112 oHnewHuWoSHandHmetaUanalysisHwithHYXXXuenomesHimputationHidentifiesHnovelHriskHvariantsHforH
colorectalHcancerVHScientificeReportsTH2015THcTHYXbbZ 4.9 94

111 temaleHvormonalHtactorsHandHtheHRiskHofHsndometrialHqancerHinHzynchHSyndromeVHJAMAeseJournaleofe
theeAmericaneMedicaleAssociationTH2015THaYbTHdYUeY 27.4 53

110 qhildhoodHcancersHinHfamiliesHwithHandHwithoutHzynchHsyndromeVHFamilialeCancerTH2015THYbTHcbcUcY 3 4

109 ossociationHbetweenHmolecularHsubtypesHofHcolorectalHcancerHandHpatientHsurvivalVHGastroenterology
TH2015THYbfTHeeUfeVeZ 13.3 273

108 RoleHofHtumourHmolecularHandHpathologyHfeaturesHtoHestimateHcolorectalHcancerHriskHforHfirstUdegreeH
relativesVHGutTH2015THdbTHYXYUYX 19.2 31

107
qonsequencesHofHgermlineHvariationHdisruptingHtheHconstitutionalHtranslationalHinitiationHcodonH
startHsitesHofHMzvYHandHpRqoZhHUseHofHpotentialHalternativeHstartHsitesHandHimplicationsHforH
predictingHvariantHpathogenicityVHMoleculareCarcinogenesisTH2015THcbTHcYaUZZ

5 13

106 MetaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHcommonHsusceptibilityHpolymorphismsH
forHcolorectalHandHendometrialHcancerHnearHSvZpaHandHTSvZYVHScientificeReportsTH2015THcTHYeadg 4.9 27

105 zynchHsyndromeHandHcervicalHcancerVHInternationaleJournaleofeCancerTH2015THYaeTHZeceUdY 7.5 11

104 roHserratedHneoplasmsHofHtheHsmallHintestineHrepresentHaHdistinctHentitymHPathologicalHfindingsHandH
molecularHalterationsHinHaHseriesHofHYaHcasesVHHistopathologyTH2015THddTHaaaUbZ 7.3 18

103 PrediagnosticHPhysicalHoctivityHandHqolorectalHqancerHSurvivalhHOverallHandHStratifiedHbyHTumorH
qharacteristicsVHCancereEpidemiologyeBiomarkerseandePreventionTH2015THZbTHYYaXUe 4 25

102 ossociationHbetweenHbodyHmassHindexHandHmortalityHforHcolorectalHcancerHsurvivorshHoverallHandHbyH
tumorHmolecularHphenotypeVHCancereEpidemiologyeBiomarkerseandePreventionTH2015THZbTHYZZgUaf 4 38

101 ossociationHofHtheHcolorectalHqpuHislandHmethylatorHphenotypeHwithHmolecularHfeaturesTHriskH
factorsTHandHfamilyHhistoryVHCancereEpidemiologyeBiomarkerseandePreventionTH2015THZbTHcYZUcYg 4 59

100 ueneticHvariantsHwithinHtheHhTsRTHgeneHandHtheHriskHofHcolorectalHcancerHinHzynchHsyndromeVHGenese
andeCancerTH2015THdTHbbcUcY 2.9 5

99 RiskHofHcolorectalHcancerHforHcarriersHofHmutationsHinHMUTYvTHwithHandHwithoutHaHfamilyHhistoryHofH
cancerVHGastroenterologyTH2014THYbdTHYZXfUYYVeYUc 13.3 128

98 PooledHanalysisHofHironUrelatedHgenesHinHParkinsonOsHdiseasehHassociationHwithHtransferrinVH
NeurobiologyeofeDiseaseTH2014THdZTHYeZUf 7.5 57

97 TumourHMzvYHpromoterHregionHmethylationHtestingHisHanHeffectiveHprescreenHforHzynchHSyndromeH
PvNPqqQVHJournaleofeMedicaleGeneticsTH2014THcYTHefgUgd 5.8 50

96
TumorHmismatchHrepairHimmunohistochemistryHandHrNoHMzvYHmethylationHtestingHofHpatientsHwithH
endometrialHcancerHdiagnosedHatHageHyoungerHthanHdXHyearsHoptimizesHtriageHforHpopulationUlevelH
germlineHmismatchHrepairHgeneHmutationHtestingVHJournaleofeClinicaleOncologyTH2014THaZTHgXUYXX

2.2 149

95 ShouldHtheHgradingHofHcolorectalHadenocarcinomaHincludeHmicrosatelliteHinstabilityHstatusmVHHumane
PathologyTH2014THbcTHZXeeUfb 3.7 39

(2014-2015)
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94 ossociationHbetweenHhypermethylationHofHrNoHrepetitiveHelementsHinHwhiteHbloodHcellHrNoHandH
pancreaticHcancerVHCancereEpidemiologyTH2014THafTHcedUfZ 2.8 14

93 qharacterisationHofHfamilialHcolorectalHcancerHTypeHXTHzynchHsyndromeTHandHnonUfamilialHcolorectalH
cancerVHBritisheJournaleofeCancerTH2014THYYYTHcgfUdXZ 8.7 33

92 wdentificationHofHsusceptibilityHlociHforHcolorectalHcancerHinHaHgenomeUwideHmetaUanalysisVHHumane
MoleculareGeneticsTH2014THZaTHbeZgUae 5.6 107

91 qolorectalHcancerHcellHlinesHareHrepresentativeHmodelsHofHtheHmainHmolecularHsubtypesHofHprimaryH
cancerVHCancereResearchTH2014THebTHaZafUbe 10.1 240

90
qlinicalHproblemsHofHcolorectalHcancerHandHendometrialHcancerHcasesHwithHunknownHcauseHofHtumorH
mismatchHrepairHdeficiencyHPsuspectedHzynchHsyndromeQVHTheeApplicationeofeClinicaleGeneticsTH2014TH
eTHYfaUga

3.1 53

89 oHnovelHcolorectalHcancerHriskHlocusHatHbqaZVZHidentifiedHfromHanHinternationalHgenomeUwideH
associationHstudyVHCarcinogenesisTH2014THacTHZcYZUg 4.6 25

88 vighHprevalenceHofHmismatchHrepairHdeficiencyHinHprostateHcancersHdiagnosedHinHmismatchHrepairH
geneHmutationHcarriersHfromHtheHcolonHcancerHfamilyHregistryVHFamilialeCancerTH2014THYaTHceaUfZ 3 40

87 ReplyHtoHxVHMolineHetHalVHJournaleofeClinicaleOncologyTH2014THaZTHZZefUg 2.2 3

86 RehHMicrosatelliteHinstabilityHandHpRotHmutationHtestingHinHcolorectalHcancerHprognosticationVH
JournaleofetheeNationaleCancereInstituteTH2014THYXdTH 9.7 6

85 TheHassociationHofHtelomereHlengthHwithHcolorectalHcancerHdiffersHbyHtheHageHofHcancerHonsetVH
ClinicaleandeTranslationaleGastroenterologyTH2014THcTHecZ 4.2 21

84
TheHintestinalHepithelialHcellHdifferentiationHmarkerHintestinalHalkalineHphosphataseHPozPiQHisH
selectivelyHinducedHbyHhistoneHdeacetylaseHinhibitorsHPvroqiQHinHcolonHcancerHcellsHinHaHyruppelUlikeH
factorHcHPyztcQUdependentHmannerVHJournaleofeBiologicaleChemistryTH2014THZfgTHZcaXdUYd

5.4 38

83 MolecularHsubtypesHofHcolorectalHcancerHinHrelationHtoHdiseaseHsurvivalVVHJournaleofeClinicaleOncologyTH
2014THaZTHbcYUbcY 2.2

82 zynchHsyndromeUassociatedHbreastHcancersHdoHnotHoverexpressHchromosomeHYYUencodedHmucinsVH
ModernePathologyTH2013THZdTHgbbUcb 9.8 1

81 wmprovingHidentificationHofHlynchHsyndromeHpatientshHaHcomparisonHofHresearchHdataHwithHclinicalH
recordsVHInternationaleJournaleofeCancerTH2013THYaZTHZfedUfa 7.5 25

80 oreHtheHcommonHgeneticHvariantsHassociatedHwithHcolorectalHcancerHriskHforHrNoHmismatchHrepairH
geneHmutationHcarriersmVHEuropeaneJournaleofeCancerTH2013THbgTHYcefUfe 7.5 26

79 wdentificationHofHnovelHvariantsHinHcolorectalHcancerHfamiliesHbyHhighUthroughputHexomeHsequencingVH
CancereEpidemiologyeBiomarkerseandePreventionTH2013THZZTHYZagUcY 4 36

78 sxpressionHofHMUqZTHMUqcoqTHMUqcpTHandHMUqdHmucinsHinHcolorectalHcancersHandHtheirH
associationHwithHtheHqpuHislandHmethylatorHphenotypeVHModernePathologyTH2013THZdTHYdbZUcd 9.8 99

77 RisksHofHcolorectalHandHotherHcancersHafterHendometrialHcancerHforHwomenHwithHzynchHsyndromeVH
JournaleofetheeNationaleCancereInstituteTH2013THYXcTHZebUg 9.7 78
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76
oHmultifactorialHlikelihoodHmodelHforHMMRHgeneHvariantHclassificationHincorporatingHprobabilitiesH
basedHonHsequenceHbioinformaticsHandHtumorHcharacteristicshHaHreportHfromHtheHqolonHqancerHtamilyH
RegistryVHHumaneMutationTH2013THabTHZXXUg

4.7 70

75 qancerHrisksHforHMzvYHandHMSvZHmutationHcarriersVHHumaneMutationTH2013THabTHbgXUe 4.7 171

74 yRoSUmutationHstatusHinHrelationHtoHcolorectalHcancerHsurvivalhHtheHjointHimpactHofHcorrelatedH
tumourHmarkersVHBritisheJournaleofeCancerTH2013THYXfTHYeceUdb 8.7 163

73 RiskHofHmetachronousHcolonHcancerHfollowingHsurgeryHforHrectalHcancerHinHmismatchHrepairHgeneH
mutationHcarriersVHAnnalseofeSurgicaleOncologyTH2013THZXTHYfZgUad 3.1 87

72 qolorectalHcarcinomasHwithHyRoSHmutationHareHassociatedHwithHdistinctiveHmorphologicalHandH
molecularHfeaturesVHModernePathologyTH2013THZdTHfZcUab 9.8 106

71 ossociationHbetweenHhypermethylationHofHrNoHrepetitiveHelementsHinHwhiteHbloodHcellHrNoHandH
earlyUonsetHcolorectalHcancerVHEpigeneticsTH2013THfTHebfUcc 5.7 36

70 uermlineHvOXpYaHpVulyfbuluHmutationHandHriskHofHcolorectalHcancerVHCancereEpidemiologyTH2013THaeTHbZbUe2.8 21

69 TelomereHlengthHvariesHbyHrNoHextractionHmethodhHimplicationsHforHepidemiologicHresearchVHCancere
EpidemiologyeBiomarkerseandePreventionTH2013THZZTHZXbeUcb 4 81

68 retectionHofHlargeHscaleHaOHdeletionsHinHtheHPMSZHgeneHamongstHqolonUqtRHparticipantshHhaveHweH
beenHmissingHanythingmVHFamilialeCancerTH2013THYZTHcdaUd 3 13

67 tamilyHhistoryHofHcolorectalHcancerHinHpRotHpVVdXXsUmutatedHcolorectalHcancerHcasesVHCancere
EpidemiologyeBiomarkerseandePreventionTH2013THZZTHgYeUZd 4 22

66 wmmunophenotypicHanalysisHofHovarianHendometrioidHadenocarcinomahHcorrelationHwithHyRoSH
mutationHandHtheHpresenceHofHendometriosisVHPathologyTH2013THbcTHccgUdd 1.6 15

65 pRotVdXXsHimmunohistochemistryHfacilitatesHuniversalHscreeningHofHcolorectalHcancersHforHzynchH
syndromeVHAmericaneJournaleofeSurgicalePathologyTH2013THaeTHYcgZUdXZ 6.7 112

64 obsenceHofHPMSZHmutationsHinHcolonUqtRHparticipantsHwhoseHcolorectalHcancersHdemonstrateH
unexplainedHlossHofHMzvYHexpressionVHClinicaleGeneticsTH2013THfaTHcgYUa 4 8

63 MultiplicityHandHmolecularHheterogeneityHofHcolorectalHcarcinomasHinHindividualsHwithHserratedH
polyposisVHAmericaneJournaleofeSurgicalePathologyTH2013THaeTHbabUbZ 6.7 35

62 PwyaqoHactivatingHmutationHinHcolorectalHcarcinomahHassociationsHwithHmolecularHfeaturesHandH
survivalVHPLoSeONETH2013THfTHedcbeg 3.7 102

61 uermlineHMutationsHinHtheHPolyposisUossociatedHuenesHpMPRYoTHSMorbTHPTsNTHMUTYvHandHuRsMYH
oreHNotHqommonHinHwndividualsHwithHSerratedHPolyposisHSyndromeVHPLoSeONETH2013THfTHeddeXc 3.7 20

60 RisksHofHprimaryHextracolonicHcancersHfollowingHcolorectalHcancerHinHlynchHsyndromeVHJournaleofethee
NationaleCancereInstituteTH2012THYXbTHYadaUeZ 9.7 158

59 yRoSHmutationsHinHovarianHlowUgradeHendometrioidHadenocarcinomahHassociationHwithHconcurrentH
endometriosisVHHumanePathologyTH2012THbaTHYYeeUfa 3.7 43

(2012-2013)
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58 wdentificationHofHzynchHsyndromeHamongHpatientsHwithHcolorectalHcancerVHJAMAeseJournaleofethee
AmericaneMedicaleAssociationTH2012THaXfTHYcccUdc 27.4 323

57 qancerHrisksHforHrelativesHofHpatientsHwithHserratedHpolyposisVHAmericaneJournaleofeGastroenterologyTH
2012THYXeTHeeXUf 0.7 69

56 qolorectalHcancerHlinkageHonHchromosomesHbqZYTHfqYaTHYZqZbTHandHYcqZZVHPLoSeONETH2012THeTHeafYec 3.7 23

55
qorrelationHofHtumourHpRotHmutationsHandHMzvYHmethylationHwithHgermlineHmismatchHrepairH
PMMRQHgeneHmutationHstatushHaHliteratureHreviewHassessingHutilityHofHtumourHfeaturesHforHMMRH
variantHclassificationVHJournaleofeMedicaleGeneticsTH2012THbgTHYcYUe

5.8 200

54 podyHsizeHandHriskHforHcolorectalHcancersHshowingHpRotHmutationsHorHmicrosatelliteHinstabilityhHaH
pooledHanalysisVHInternationaleJournaleofeEpidemiologyTH2012THbYTHYXdXUeZ 7.8 59

53 pRotHmutationHstatusHandHsurvivalHafterHcolorectalHcancerHdiagnosisHaccordingHtoHpatientHandHtumorH
characteristicsVHCancereEpidemiologyeBiomarkerseandePreventionTH2012THZYTHYegZUf 4 103

52
wmmunohistochemicalHtestingHofHconventionalHadenomasHforHlossHofHexpressionHofHmismatchHrepairH
proteinsHinHzynchHsyndromeHmutationHcarriershHaHcaseHseriesHfromHtheHoustralasianHsiteHofHtheHcolonH
cancerHfamilyHregistryVHModernePathologyTH2012THZcTHeZZUaX

9.8 61

51 qancerHrisksHforHtheHrelativesHofHcolorectalHcancerHcasesHwithHaHmethylatedHMzvYHpromoterHregionhH
dataHfromHtheHqolorectalHqancerHtamilyHRegistryVHCancerePreventioneResearchTH2012THcTHaZfUac 3.2 9

50 qolorectalHandHotherHcancerHrisksHforHcarriersHandHnoncarriersHfromHfamiliesHwithHaHrNoHmismatchH
repairHgeneHmutationhHaHprospectiveHcohortHstudyVHJournaleofeClinicaleOncologyTH2012THaXTHgcfUdb 2.2 245

49 UsingHtumourHpathologyHtoHidentifyHpeopleHatHhighHgeneticHriskHofHbreastHandHcolorectalHcancersVH
PathologyTH2012THbbTHfgUgf 1.6 6

48 PhenotypeHandHpolypHlandscapeHinHserratedHpolyposisHsyndromehHaHseriesHofHYXXHpatientsHfromH
geneticsHclinicsVHAmericaneJournaleofeSurgicalePathologyTH2012THadTHfedUfZ 6.7 73

47 uenomeUwideHsearchHforHgeneUgeneHinteractionsHinHcolorectalHcancerVHPLoSeONETH2012THeTHecZcac 3.7 29

46
QualityHassessmentHandHcorrelationHofHmicrosatelliteHinstabilityHandHimmunohistochemicalHmarkersH
amongHpopulationUHandHclinicUbasedHcolorectalHtumorsHresultsHfromHtheHqolonHqancerHtamilyH
RegistryVHJournaleofeMoleculareDiagnosticsTH2011THYaTHZeYUfY

5.1 95

45 vyperplasticHpolypHofHtheHduodenumhHaHreportHofHgHcasesHwithHimmunohistochemicalHandHmolecularH
findingsVHHumanePathologyTH2011THbZTHYgcaUg 3.7 20

44
PromoterHmethylationHofHWntcaHisHassociatedHwithHmicrosatelliteHinstabilityHandHpRotHVdXXsH
mutationHinHtwoHlargeHpopulationsHofHcolorectalHcancerHpatientsVHBritisheJournaleofeCancerTH2011TH
YXbTHYgXdUYZ

8.7 30

43 podyHmassHindexHinHearlyHadulthoodHandHcolorectalHcancerHriskHforHcarriersHandHnonUcarriersHofH
germlineHmutationsHinHrNoHmismatchHrepairHgenesVHBritisheJournaleofeCancerTH2011THYXcTHYdZUg 8.7 40

42 zinkageHtoHchromosomeHZqaZVZUqaaVaHinHfamilialHserratedHneoplasiaHPxassHsyndromeQVHFamiliale
CancerTH2011THYXTHZbcUcb 3 17

41 MutationHdeepHwithinHanHintronHofHMSvZHcausesHzynchHsyndromeVHFamilialeCancerTH2011THYXTHZgeUaXY 3 34
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40 qancerHrisksHforHmonoallelicHMUTYvHmutationHcarriersHwithHaHfamilyHhistoryHofHcolorectalHcancerVH
InternationaleJournaleofeCancerTH2011THYZgTHZZcdUdZ 7.5 66

39 PromoterHmethylationHofHWntHantagonistsHryyYHandHStRPYHisHassociatedHwithHopposingHtumorH
subtypesHinHtwoHlargeHpopulationsHofHcolorectalHcancerHpatientsVHCarcinogenesisTH2011THaZTHebYUe 4.6 66

38 reterminingHtheHfrequencyHofHdeHnovoHgermlineHmutationsHinHrNoHmismatchHrepairHgenesVHJournale
ofeMedicaleGeneticsTH2011THbfTHcaXUb 5.8 32

37 qigaretteHpackHlabellingHinHYZHcountriesHatHdifferentHlevelsHofHeconomicHdevelopmentVHJournaleofe
PubliceHealthePolicyTH2011THaZTHYbdUdb 2.9 6

36 RiskHfactorsHforHcolorectalHcancerHinHpatientsHwithHmultipleHserratedHpolypshHaHcrossUsectionalHcaseH
seriesHfromHgeneticsHclinicsVHPLoSeONETH2010THcTHeYYdad 3.7 60

35 zynchHsyndromeUassociatedHbreastHcancershHclinicopathologicHcharacteristicsHofHaHcaseHseriesHfromH
theHcolonHcancerHfamilyHregistryVHClinicaleCancereResearchTH2010THYdTHZZYbUZb 12.9 80

34 qonfirmationHofHlinkageHtoHandHlocalizationHofHfamilialHcolonHcancerHriskHhaplotypeHonHchromosomeH
gqZZVHCancereResearchTH2010THeXTHcbXgUYf 10.1 40

33 RisksHofHzynchHsyndromeHcancersHforHMSvdHmutationHcarriersVHJournaleofetheeNationaleCancere
InstituteTH2010THYXZTHYgaUZXY 9.7 279

32 zessonsHfromHzynchHsyndromehHaHtumorHbiologyUbasedHapproachHtoHfamilialHcolorectalHcancerVHFuturee
OncologyTH2010THdTHcagUbg 3.6 5

31 PhenotypicHdiversityHinHpatientsHwithHmultipleHserratedHpolypshHaHgeneticsHclinicHstudyVHInternationale
JournaleofeColorectaleDiseaseTH2010THZcTHeXaUYZ 3 42

30 qlassifyingHMzvYHandHMSvZHvariantsHusingHbioinformaticHpredictionTHsplicingHassaysTHsegregationTH
andHtumorHcharacteristicsVHHumaneMutationTH2009THaXTHeceUeX 4.7 55

29 onalysisHofHfamiliesHwithHzynchHsyndromeHcomplicatedHbyHadvancedHserratedHneoplasiahHtheH
importanceHofHpathologyHreviewHandHpedigreeHanalysisVHFamilialeCancerTH2009THfTHaYaUZa 3 19

28 ScreeningHPoRyHgenesHforHmutationsHinHearlyUonsetHParkinsonOsHdiseaseHpatientsHfromHQueenslandTH
oustraliaVHParkinsonismeandeRelatedeDisordersTH2009THYcTHYXcUg 3.6 47

27 oHperspectiveHonHbiUallelicHMUTYvHmutationsHinHpatientsHwithHhyperplasticHpolyposisHsyndromeVH
GastroenterologyTH2009THYadTHZbXeUf 13.3 14

26 sthnicityHandHriskHforHcolorectalHcancersHshowingHsomaticHpRotHVdXXsHmutationHorHqpuHislandH
methylatorHphenotypeVHCancereEpidemiologyeBiomarkerseandePreventionTH2008THYeTHYeebUfX 4 89

25 oHframeUshiftHmutationHofHPMSZHisHaHwidespreadHcauseHofHzynchHsyndromeVHJournaleofeMedicale
GeneticsTH2008THbcTHabXUc 5.8 40

24 MolecularTHpathologicTHandHclinicalHfeaturesHofHearlyUonsetHendometrialHcancerhHidentifyingH
presumptiveHzynchHsyndromeHpatientsVHClinicaleCancereResearchTH2008THYbTHYdgZUeXX 12.9 81

23 StabilityHofHpoTZdHinHzynchHsyndromeHcolorectalHtumoursVHEuropeaneJournaleofeHumaneGeneticsTH
2007THYcTHYagUbYiHauthorHreplyHYbYUZ 5.3 5

(2007-2011)
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22 ossociationHofHoPOsHwithHParkinsonHdiseaseHageUatUonsetHinHwomenVHNeuroscienceeLettersTH2007TH
bYYTHYfcUf 3.3 23

21 wdentificationHofHpRqoYHmissenseHsubstitutionsHthatHconferHpartialHfunctionalHactivityhHpotentialH
moderateHriskHvariantsmVHBreasteCancereResearchTH2007THgTHRfZ 8.3 51

20 sxtensiveHrNoHmethylationHinHnormalHcolorectalHmucosaHinHhyperplasticHpolyposisVHGutTH2006THccTHYbdeUeb19.2 120

19 vyperplasticHpolyposisHsyndromehHphenotypicHpresentationsHandHtheHroleHofHMprbHandHMYvVH
GastroenterologyTH2006THYaYTHaXUg 13.3 166

18 odvancedHcolorectalHpolypsHwithHtheHmolecularHandHmorphologicalHfeaturesHofHserratedHpolypsHandH
adenomashHconceptHofHaHOfusionOHpathwayHtoHcolorectalHcancerVHHistopathologyTH2006THbgTHYZYUaY 7.3 214

17 qpuHislandHmethylatorHphenotypeHunderliesHsporadicHmicrosatelliteHinstabilityHandHisHtightlyH
associatedHwithHpRotHmutationHinHcolorectalHcancerVHNatureeGeneticsTH2006THafTHefeUga 36.3 1514

16 svidenceHforHpRotHmutationHandHvariableHlevelsHofHmicrosatelliteHinstabilityHinHaHsyndromeHofH
familialHcolorectalHcancerVHClinicaleGastroenterologyeandeHepatologyTH2005THaTHZcbUda 6.9 113

15 uSyapHpolymorphismsHalterHtranscriptionHandHsplicingHinHParkinsonOsHdiseaseVHAnnalseofeNeurologyTH
2005THcfTHfZgUag 9.4 172

14 SequenceHvariationHinHtheHproximityHofHwrsHmayHimpactHageHatHonsetHofHbothHParkinsonHdiseaseHandH
olzheimerHdiseaseVHNeurogeneticsTH2004THcTHYYcUg 3 28

13 TauHhaplotypesHregulateHtranscriptionHandHareHassociatedHwithHParkinsonOsHdiseaseVHAnnalseofe
NeurologyTH2004THccTHaZgUab 9.4 147

12 zackHofHassociationHbetweenHqYPYoYHpolymorphismHandHParkinsonOsHdiseaseHinHaHqhineseH
populationVHJournaleofeNeuraleTransmissionTH2002THYXgTHacUg 4.3 14

11 TheHqysZfZTyrHpolymorphismHinHtheHvtsHgeneHinHoustralianHParkinsonOsHdiseaseHpatientsVH
NeuroscienceeLettersTH2002THaZeTHgYUb 3.3 48

10 TheHparkinHgeneHSWNYdeHpolymorphismHinHoustralianHParkinsonOsHdiseaseHpatientsHandHcontrolsVH
ParkinsonismeandeRelatedeDisordersTH2001THeTHfgUgY 3.6 15

9 TheHoqsHdeletionHpolymorphismHisHnotHassociatedHwithHParkinsonOsHdiseaseVHEuropeaneNeurologyTH
1999THbYTHYXaUd 2.1 19

8 VariationsHinHtheHmonoamineHoxidaseHpHPMoOpQHgeneHareHassociatedHwithHParkinsonOsHdiseaseVH
MovementeDisordersTH1999THYbTHZYgUZb 7 73

7 VariationsHinHtheHmonoamineHoxidaseHpHlpariMoOpQHgeneHareHassociatedHwithHParkinsonOsHdiseaseH
1999THYbTHZYg 3

6 MutationalHSignatureHonalysisHRevealsHNTvzYHreficiencyHtoHqauseHaHMultiUTumorHPhenotypeH
wncludingHaHPredispositionHtoHqolonHandHpreastHqancerVHSSRNeElectroniceJournalT 1 1

5 svaluatingHtheHutilityHofHtumourHmutationalHsignaturesHforHidentifyingHhereditaryHcolorectalHcancerH
andHpolyposisHsyndromeHcarriers 1
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4 odiposityTHmetabolitesTHandHcolorectalHcancerHriskhHMendelianHrandomizationHstudy 2

3 piologicalHagingHmeasuresHbasedHonHbloodHrNoHmethylationHandHriskHofHcancerhHaHprospectiveHstudy 1

2 oHcombinedHproteomicsHandHMendelianHrandomizationHapproachHtoHinvestigateHtheHeffectsHofH
aspirinUtargetedHproteinsHonHcolorectalHcancer 1

1 uermlineHlossUofUfunctionHvariantsHinHtheHbaseUexcisionHrepairHgeneHMprbHcauseHaHMendelianH
recessiveHsyndromeHofHadenomatousHcolorectalHpolyposisHandHacuteHmyeloidHleukaemia 3
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