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a LTQ Fourier transform ion cyclotron resonance mass spectrometer. Rapid Communications in Mass
Spectrometry, 2009, 23, 1989-1992.

0.7 47

183
Generation of multiply charged peptides and proteins by radio frequency acoustic desorption and
ionization for mass spectrometric detection. Journal of the American Society for Mass Spectrometry,
2009, 20, 597-600.

1.2 26

184 Evaluation of the ALiPHAT method for PC-IDMS and correlation of limits-of-detection with nonpolar
surface area. Journal of the American Society for Mass Spectrometry, 2009, 20, 2006-2012. 1.2 15

185
Coupling of a vented column with splitless nanoRPLC-ESI-MS for the improved separation and
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