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ARTICLE IF CITATIONS

Genome-wide association study identifies five new susceptibility loci for primary angle closure
glaucoma. Nature Genetics, 2016, 48, 556-562.

Genetic association study of exfoliation syndrome identifies a protective rare variant at LOXL1 and

five new susceptibility loci. Nature Genetics, 2017, 49, 993-1004. 214 114

Three susceptible loci associated with primary open-angle glaucoma identified by genome-wide
association study in a Japanese population. Proceedings of the National Academy of Sciences of the
United States of America, 2009, 106, 12838-12842.

A common variant mapping to CACNALA is associated with susceptibility to exfoliation syndrome. 914 o7
Nature Genetics, 2015, 47, 387-392. :

Common Variants in CDKN2B-AS1 Associated with Optic-Nerve Vulnerability of Glaucoma Identified by
Genome-Wide Association Studies in Japanese. PLoS ONE, 2012, 7, e333809.

Aberrant astrocyte Ca<sup>2+</sup> signals d€ceAxCa signalsd€-exacerbate pathological alterations in an 4.9 24
Alexander disease model. Glia, 2018, 66, 1053-1067. :

Differential expression of individual transcript variants of PD-1 and PD-L2 genes on Th-1/Th-2 status is
guaranteed for prognosis prediction in PCNSL. Scientific Reports, 2019, 9, 10004.

Novel common variants and susceptible haplotype for exfoliation glaucoma specific to Asian

population. Scientific Reports, 2015, 4, 5340. 33 23

Stagea€specific reference genes significant for quantitative <scp>PCR<«/scp> during mouse retinal
development. Genes To Cells, 2015, 20, 625-635.

C/EBPI2 is a critical mediator of IFN-I+4€“induced exhaustion of chronic myeloid leukemia stem cells. Blood 5.9 17
Advances, 2019, 3, 476-488. :

Mitochondria as a Platform for Dictating the Cell Fate of Cultured Human Corneal Endothelial Cells.
, 2020, 61, 10.

Association of Rare <i>CYP39Al<[i> Variants With Exfoliation Syndrome Involving the Anterior

Chamber of the Eye. JAMA - Journal of the American Medical Association, 2021, 325, 753. 74 16

Effect of Trinucleotide Repeat Expansion on the Expression of TCFAmRNA in Fuchs' Endothelial Corneal
Dystrophy., 2019, 60, 779.

Transcriptome dataset of human corneal endothelium based on ribosomal RNA-depleted RNA-Seq data. 5.3 14
Scientific Data, 2020, 7, 407. )

High-risk follicular lymphomas harbour more somatic mutations including those in the AID-motif.
Scientific Reports, 2017, 7, 14039.

Efficient and reliable establishment of lymphoblastoid cell lines by Epstein-Barr virus transformation

from a limited amount of peripheral blood. Scientific Reports, 2017, 7, 43833. 3.3 12

Association of rs613872 and Trinucleotide Repeat Expansion in the TCF4 Gene of German Patients With

Fuchs Endothelial Corneal Dystrophy. Cornea, 2019, 38, 799-805.

Detection of novel and recurrent conjoined genes in non-Hodgkin B-cell lymphoma. Journal of

Clinical and Experimental Hematopathology: JCEH, 2021, 61, 71-77. 0-8 1
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Towards genomic database of Alexander disease to identify variations modifying disease phenotype.

Scientific Reports, 2019, 9, 14763.

Trinucleotide repeat expansion in the transcription factor 4 (TCF4) gene in Thai patients with Fuchs

20 endothelial corneal dystrophy. Eye, 2020, 34, 880-885.
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Adult-onset leukoencephalopathy with homozygous LAMB1 missense mutation. Neurology: Genetics,
2020, 6, e442.

Seasonal Variation and Trend of Intraocular Pressure Decrease Over a 20-Year Period in

22 Normal-Tension Glaucoma Patients. American Journal of Ophthalmology, 2022, 234, 235-240.
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Association of the CYP39A1 G204E Genetic Variant with Increased Risk of Glaucoma and Blindness in
Patients with Exfoliation Syndrome. Ophthalmology, 2022, 129, 406-413.

Longitudinal seasonal variations of intraocular pressure in primary opena€angle glaucoma patients as

24 revealed by reald€world data. Acta Ophthalmologica, 2020, 98, e657.
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Expression of activated B-cell gene signature is predictive of the outcome of follicular lymphoma.
Blood Advances, 2022, 6, 1932-1936.

Association studies getting broader: A commentary on A polymorphism of the POLG2 gene is
26 genetically associated with the invasiveness of urinary bladder cancer in Japanese males. Journal of 2.3 1
Human Genetics, 2011, 56, 550-551.

Downregulation of EGFR in a metastatic brain lesion of EGFR-mutated non-small cell lung cancer
using a tyrosine Rinase inhibitor: A case report. Oncology Letters, 2017, 13, 2085-2088.

28 C/EBPI2 Is a Critical Regulator of CML Stem Cell Differentiation and Exhaustion Induced By Interferon-x. 14 1
Blood, 2016, 128, 1120-1120. :

More Somatic Mutations Including Those in the Aid-Motif with High-Risk, Histologically

Non-Transformed Follicular Lymphomas. Blood, 2016, 128, 4116-4116.




