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m Paper IF Citations

154 toldNstressNregulationNofNgeneNexpressionNinNplants]NTrendsdindPlantdScienceZN2007ZNbcZNeee[fb 13.1 1241

153 ztvbkNaNregulatorNofNcold[inducedNtranscriptomeNandNfreezingNtoleranceNinNrrabidopsis]NGenesdandd
DevelopmentZN2003ZNbhZNbaed[fe 12.6 1071

152 znNvitroNreconstitutionNofNanNabscisicNacidNsignallingNpathway]NNatureZN2009ZNegcZNgga[e 50.4 833

151 vpigeneticNregulationNofNstressNresponsesNinNplants]NCurrentdOpiniondindPlantdBiologyZN2009ZNbcZNbdd[j 9.9 811

150 MolecularNgeneticNperspectivesNonNcross[talkNandNspecificityNinNabioticNstressNsignallingNinNplants]N
JournaldofdExperimentaldBotanyZN2004ZNffZNccf[dg 7 790

149 UnderstandingNandNzmprovingNSaltNToleranceNinNPlants]NCropdScienceZN2005ZNefZNedh[eei 2.4 780

148 SmallNRNrsNasNbigNplayersNinNplantNabioticNstressNresponsesNandNnutrientNdeprivation]NTrendsdindPlantd
ScienceZN2007ZNbcZNdab[j 13.1 726

147 rNgate[latch[lockNmechanismNforNhormoneNsignallingNbyNabscisicNacidNreceptors]NNatureZN2009ZNegcZNgac[i 50.4 498

146 xenome[wideNclassificationNandNexpressionNanalysisNofNMYsNtranscriptionNfactorNfamiliesNinNriceNandN
rrabidopsis]NBMCdGenomicsZN2012ZNbdZNfee 4.5 293

145 xeneNregulationNduringNcoldNstressNacclimationNinNplants]NMethodsdindMoleculardBiologyZN2010ZNgdjZNdj[ff 1.4 257

144 xeneNregulationNduringNcoldNacclimationNinNplants]NPhysiologiadPlantarumZN2006ZNbcgZNfc[gb 4.6 237

143 rbscisicNacid[mediatedNepigeneticNprocessesNinNplantNdevelopmentNandNstressNresponses]NJournaldofd
IntegrativedPlantdBiologyZN2008ZNfaZNbbih[jf 8.3 231

142 TheNroleNofNmicroRNrsNandNotherNendogenousNsmallNRNrsNinNplantNstressNresponses]NBiochimicadEtd
BiophysicadActadtdGenedRegulatorydMechanismsZN2008ZNbhhjZNhed[i 6 211

141 tomparativeNanalysisNofNdrought[responsiveNtranscriptomeNinNzndicaNriceNgenotypesNwithN
contrastingNdroughtNtolerance]NPlantdBiotechnologydJournalZN2011ZNjZNdbf[ch 11.6 193

140 SaltNstressNsignalingNandNmechanismsNofNplantNsaltNtolerance]NGeneticdEngineeringZN2006ZNchZNbeb[hh 173

139 rbioticNstressNandNrsr[inducibleNxroupNeNLvrNfromNsrassicaNnapusNplaysNaNkeyNroleNinNsaltNandN
droughtNtolerance]NJournaldofdBiotechnologyZN2009ZNbdjZNbdh[ef 3.7 143

138 zdentificationNandNmechanismNofNrsrNreceptorNantagonism]NNaturedStructuraldanddMoleculardBiologyZN
2010ZNbhZNbbac[i 17.6 123
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137 Waterlogging[inducedNincreaseNinNsugarNmobilizationZNfermentationZNandNrelatedNgeneNexpressionNinN
theNrootsNofNmungNbeanNVVignaNradiataW]NJournaldofdPlantdPhysiologyZN2009ZNbggZNgac[bg 3.6 98

136
rrabidopsisNproline[richNproteinNimportantNforNdevelopmentNandNabioticNstressNtoleranceNisNinvolvedN
inNmicroRNrNbiogenesis]NProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
AmericaZN2012ZNbajZNbibji[cad

11.5 97

135 MolecularNgeneticNanalysisNofNcold[regulatedNgeneNtranscription]NPhilosophicaldTransactionsdofdthed
RoyaldSocietydB:dBiologicaldSciencesZN2002ZNdfhZNihh[ig 5.8 90

134 STrbZNanNrrabidopsisNpre[mRNrNprocessingNfactorNgNhomologZNisNaNnewNplayerNinvolvedNinNmiRNrN
biogenesis]NNucleicdAcidsdResearchZN2013ZNebZNbjie[jh 20.1 86

133 TheNuniqueNmodeNofNactionNofNaNdivergentNmemberNofNtheNrsr[receptorNproteinNfamilyNinNrsrNandN
stressNsignaling]NCelldResearchZN2013ZNcdZNbdia[jf 24.7 85

132 vpigeneticsNofNModifiedNuNrNsaseskNf[MethylcytosineNandNseyond]NFrontiersdindGeneticsZN2018ZNjZNgea 4.5 84

131 RrSbZNaNquantitativeNtraitNlocusNforNsaltNtoleranceNandNrsrNsensitivityNinNrrabidopsis]NProceedingsdofd
thedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaZN2010ZNbahZNfggj[he 11.5 79

130 xenome[wideNidentificationNandNanalysisNofNbioticNandNabioticNstressNregulationNofNsmallNheatNshockN
proteinNVySPcaWNfamilyNgenesNinNbreadNwheat]NJournaldofdPlantdPhysiologyZN2017ZNcbbZNbaa[bbd 3.6 76

129 RNr[directedNuNrNmethylationNandNdemethylationNinNplants]NSciencedindChinadSeriesdC:dLifedSciencesZN
2009ZNfcZNddb[ed 73

128 tRzSPR[tasjNmediatedNgenomeNeditingNofNVWNgeneNinNmegaNriceNcultivarNMTUbaba]NPhysiologydandd
MoleculardBiologydofdPlantsZN2020ZNcgZNbajj[bbba 2.8 71

127 vffectNofNwaterloggingNonNcarbohydrateNmetabolismNinNpigeonNpeaNVtajanusNcajanNL]WkNUpregulationN
ofNsucroseNsynthaseNandNalcoholNdehydrogenase]NPlantdScienceZN2008ZNbhfZNhag[hbg 5.3 69

126
vffectNofNyeatNStressNonNxrainNxrowthZNStarchNSynthesisNandNProteinNSynthesisNinNxrainsNofNWheatN
VTriticumNaestivumNL]WNVarietiesNuifferingNinNxrainNWeightNStability]NJournaldofdAgronomydanddCropd
ScienceZN2001ZNbigZNb[h

3.9 63

125 WaterloggingNinducedNoxidativeNstressNandNantioxidantNenzymeNactivitiesNinNpigeonNpea]NBiologiad
PlantarumZN2009ZNfdZNejd[fae 2.1 56

124 zdentificationNofNnovelNdrought[responsiveNmicroRNrsNandNtrans[actingNsiRNrsNfromNSorghumN
bicolorNVL]WNMoenchNbyNhigh[throughputNsequencingNanalysis]NFrontiersdindPlantdScienceZN2015ZNgZNfag 6.2 52

123 ruxinNprotectsNspikeletNfertilityNandNgrainNyieldNunderNdroughtNandNheatNstressesNinNrice]N
EnvironmentaldanddExperimentaldBotanyZN2018ZNbfaZNj[ce 5.9 50

122 TranscriptionalNRegulatoryNNetworkNrnalysisNofNMYsNTranscriptionNwactorNwamilyNxenesNinNRice]N
FrontiersdindPlantdScienceZN2015ZNgZNbbfh 6.2 48

121 PlantNsaltNtolerance]NTopicsdindCurrentdGeneticsZN2003ZNceb[cha 47

120 xenome[wideNtargetedNpredictionNofNrsrNresponsiveNgenesNinNriceNbasedNonNover[representedN
cis[motifNinNco[expressedNgenes]NPlantdMoleculardBiologyZN2009ZNgjZNcgb[hb 4.6 45

(2009-2009)
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119 vvaluationNofNheatNstressNtoleranceNinNirrigatedNenvironmentNofNT]NaestivumNandNrelatedNspecies]Nz]N
StabilityNinNyieldNandNyieldNcomponents]NEuphyticaZN1999ZNbagZNbgj[bia 2.1 43

118 tomparisonNofNvariousNmodellingNapproachesNforNwaterNdeficitNstressNmonitoringNinNriceNcropN
throughNhyperspectralNremoteNsensing]NAgriculturaldWaterdManagementZN2019ZNcbdZNcdb[cee 5.9 41

117
ROPbbNxTPaseNnegativelyNregulatesNrsrNsignalingNbyNprotectingNrszbNphosphataseNactivityNfromN
inhibitionNbyNtheNrsrNreceptorNRtrRb_PYLjNinNrrabidopsis]NJournaldofdIntegrativedPlantdBiologyZN
2012ZNfeZNbia[i

8.3 40

116 MechanismsNofNsmallNRNrNgenerationNfromNcis[NrTsNinNresponseNtoNenvironmentalNandN
developmentalNcues]NMoleculardPlantZN2013ZNgZNhae[bf 14.4 40

115 StarchNaccumulationNinNriceNgrainsNsubjectedNtoNdroughtNduringNgrainNfillingNstage]NPlantdPhysiologyd
anddBiochemistryZN2019ZNbecZNeea[efb 5.4 39

114 zsolationNandNfunctionalNcharacterizationNofNlycopeneNbeta[cyclaseNVtYt[sWNpromoterNfromNSolanumN
habrochaites]NBMCdPlantdBiologyZN2010ZNbaZNgb 5.3 39

113
QuantitativeNmonitoringNofNsucroseZNreducingNsugarNandNtotalNsugarNdynamicsNforNphenotypingNofN
water[deficitNstressNtoleranceNinNriceNthroughNspectroscopyNandNchemometrics]NSpectrochimicadActadtd
PartdA:dMoleculardanddBiomoleculardSpectroscopyZN2018ZNbjcZNeb[fb

4.4 38

112 vxpressionNofNantioxidantNdefenseNgenesNinNmungNbeanNVVignaNradiataNL]WNrootsNunderNwater[loggingN
isNassociatedNwithNhypoxiaNtolerance]NActadPhysiologiaedPlantarumZN2011ZNddZNhdf[hee 2.6 37

111 tomparisonNofNdifferentNuni[NandNmulti[variateNtechniquesNforNmonitoringNleafNwaterNstatusNasNanN
indicatorNofNwater[deficitNstressNinNwheatNthroughNspectroscopy]NBiosystemsdEngineeringZN2017ZNbgaZNgj[id4.8 35

110 vctopicNvxpressionNofNRiceNPYLdNvnhancesNtoldNandNuroughtNToleranceNinNrrabidopsisNthaliana]N
MoleculardBiotechnologyZN2018ZNgaZNdfa[dgb 3 34

109 NuclearNRNrNexportNandNitsNimportanceNinNabioticNstressNresponsesNofNplants]NCurrentdTopicsdind
MicrobiologydanddImmunologyZN2008ZNdcgZNcdf[ff 3.3 34

108 ScreeningNforNgeneNregulationNmutantsNbyNbioluminescenceNimaging]NSciencedSignalingZN2002ZNcaacZNplba 8.8 34

107
yarnessingNNextNxenerationNSequencingNinNtlimateNthangekNRNr[SeqNrnalysisNofNyeatN
Stress[ResponsiveNxenesNinNWheatNVTriticumNaestivumNL]W]NOMICSdAdJournaldofdIntegrativedBiologyZN
2015ZNbjZNgdc[eh

3.8 32

106 zdentificationNofNmiRNrsNinNsorghumNbyNusingNbioinformaticsNapproach]NPlantdSignalingdanddBehaviorZN
2012ZNhZNceg[fj 2.5 32

105 MagnetoprimingNcircumventsNtheNeffectNofNsalinityNstressNonNgerminationNinNchickpeaNseeds]NActad
PhysiologiaedPlantarumZN2013ZNdfZNdeab[debb 2.6 29

104
zdentificationNofNPutativeNRusistoNrctivaseNVTaRcabW[TheNtatalyticNthaperoneNRegulatingNtarbonN
rssimilatoryNPathwayNinNWheatNVTriticumNaestivumWNunderNtheNyeatNStress]NFrontiersdindPlantdScienceZN
2016ZNhZNjig

6.2 28

103 TheNRoleNofNtheNvpigenomeNinNxeneNvxpressionNtontrolNandNtheNvpimarkNthangesNinNResponseNtoN
theNvnvironment]NCriticaldReviewsdindPlantdSciencesZN2014ZNddZNge[ih 5.6 26

102 uifferentialNRegulationNofNxenesNtodingNforNOrganelleNandNtytosolicNtlprTPasesNunderNsioticNandN
rbioticNStressesNinNWheat]NFrontiersdindPlantdScienceZN2016ZNhZNjcj 6.2 26
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101 uifferentialNtranscriptNabundanceNofNsaltNoverlyNsensitiveNVSOSWNpathwayNgenesNisNaNdeterminantNofN
salinityNstressNtoleranceNofNwheat]NActadPhysiologiaedPlantarumZN2015ZNdhZNb 2.6 25

100 SpikeSegNet[aNdeepNlearningNapproachNutilizingNencoder[decoderNnetworkNwithNhourglassNforNspikeN
segmentationNandNcountingNinNwheatNplantNfromNvisualNimaging]NPlantdMethodsZN2020ZNbgZNea 5.8 25

99 OverexpressionNofNrsrNReceptorNxeneNtonfersNuroughtNandNtoldNToleranceNtoNzndicaNRice]N
FrontiersdindPlantdScienceZN2019ZNbaZNbeii 6.2 25

98 vffectNofNyeatNStressNonNxrainNStarchNtontentNinNuiploidZNTetraploidNandNyexaploidNWheatNSpecies]N
JournaldofdAgronomydanddCropdScienceZN2003ZNbijZNcec[cej 3.9 24

97
tharacterizationNofNnovelNheat[responsiveNtranscriptionNfactorNVTaySwrgeWNgeneNinvolvedNinN
regulationNofNheatNshockNproteinsNVySPsWN[NrNkeyNmemberNofNheatNstress[toleranceNnetworkNofN
wheat]NJournaldofdBiotechnologyZN2018ZNchjZNb[bc

3.7 23

96 rNSimplifiedNwloralNuipNMethodNforNTransformationNofNsrassicaNnapusNandNs]Ncarinata]NJournaldofd
PlantdBiochemistrydanddBiotechnologyZN2008ZNbhZNbjh[caa 1.6 22

95 SmallNRnaskNsigNRoleNznNrbioticNStressNToleranceNOfNPlantsN2007ZNccd[cga 21

94 zdentificationNofNconservedNdroughtNstressNresponsiveNgene[networkNacrossNtissuesNandN
developmentalNstagesNinNrice]NBioinformationZN2013ZNjZNhc[i 1.1 20

93 PhenotypingNandNcharacterizationNofNheatNstressNtoleranceNatNreproductiveNstageNinNriceNVOryzaN
sativaNL]W]NActadPhysiologiaedPlantarumZN2020ZNecZNb 2.6 19

92 vxpressionNprofileNofNgenesNcodingNforNcarotenoidNbiosyntheticNpathwayNduringNripeningNandNtheirN
associationNwithNaccumulationNofNlycopeneNinNtomatoNfruits]NJournaldofdGeneticsZN2013ZNjcZNdgd[i 1.2 19

91 siochemicalNuefenseNResponsekNtharacterizingNtheNPlasticityNofNSourceNandNSinkNinNSpringNWheatN
underNTerminalNyeatNStress]NFrontiersdindPlantdScienceZN2017ZNiZNbgad 6.2 19

90
QuantitativeNproteomicNanalysisNrevealsNnovelNstress[associatedNactiveNproteinsNVSrrPsWNandN
pathwaysNinvolvedNinNmodulatingNtoleranceNofNwheatNunderNterminalNheat]NFunctionaldandd
IntegrativedGenomicsZN2019ZNbjZNdcj[dei

3.8 19

89 vxperimentalNRNomicsNandNgenomicNcomparativeNanalysisNrevealNaNlargeNgroupNofNspecies[specificN
smallNnon[messageNRNrsNinNtheNsilkwormNsombyxNmori]NNucleicdAcidsdResearchZN2011ZNdjZNdhjc[iaf 20.1 15

88 rNNovelNStay[xreenNMutantNofNRiceNwithNuelayedNLeafNSenescenceNandNsetterNyarvestNzndexNtonfersN
uroughtNTolerance]NPlantsZN2019ZNiZN 4.5 14

87 RusistoNactivaseâ��aNcatalyticNchaperoneNinvolvedNinNmodulatingNtheNRusistoNactivityNandNheatN
stress[toleranceNinNwheat]NJournaldofdPlantdBiochemistrydanddBiotechnologyZN2019ZNciZNgd[hf 1.6 14

86 NruPyNoxidaseNasNtheNsourceNofNROSNproducedNunderNwaterloggingNinNrootsNofNmungNbean]NBiologiad
PlantarumZN2011ZNffZN 2.1 14

85
vctopicNexpressionNofNrtztvbNandNOsztvbNtranscriptionNfactorNdelaysNstress[inducedNsenescenceNandN
improvesNtoleranceNtoNabioticNstressesNinNtobacco]NJournaldofdPlantdBiochemistrydanddBiotechnologyZN
2016ZNcfZNcif[cjd

1.6 13

84 rpplicationNofNthermalNimagingNandNhyperspectralNremoteNsensingNforNcropNwaterNdeficitNstressN
monitoring]NGeocartodInternationalZN2021ZNdgZNeib[eji 2.7 13

(2021-2015)
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83 tloningNandNheterologousNexpressionNofNectoineNbiosynthesisNgenesNfromNsacillusNhaloduransNinN
vscherichiaNcoli]NBiotechnologydLettersZN2008ZNdaZNbead[h 3 12

82 SSyNrnalysisNofNvndospermNTranscriptsNandNtharacterizationNofNyeatNStressNRegulatedNvxpressedN
SequenceNTagsNinNsreadNWheat]NFrontiersdindPlantdScienceZN2016ZNhZNbcda 6.2 12

81 NitricNoxideNtriggeredNdefenseNnetworkNinNwheatkNrugmentingNtoleranceNandNgrain[qualityNrelatedN
traitsNunderNheat[inducedNoxidativeNdamage]NEnvironmentaldanddExperimentaldBotanyZN2019ZNbfiZNbij[cae5.9 12

80 xenomeNwideNanalysisNofNNLPNtranscriptionNfactorsNrevealsNtheirNroleNinNnitrogenNstressNtoleranceNofN
rice]NScientificdReportsZN2020ZNbaZNjdgi 4.9 11

79 vxploringNtheNheat[responsiveNchaperonesNandNmicrosatelliteNmarkersNassociatedNwithNterminalNheatN
stressNtoleranceNinNdevelopingNwheat]NFunctionaldanddIntegrativedGenomicsZN2017ZNbhZNgcb[gea 3.8 10

78 xenome[wideNidentificationNandNcharacterizationNofNrsrNreceptorNPYLNgeneNfamilyNinNrice]NBMCd
GenomicsZN2020ZNcbZNghg 4.5 10

77
vvaluationNofNdifferentNwaterNabsorptionNbandsZNindicesNandNmultivariateNmodelsNforNwater[deficitN
stressNmonitoringNinNriceNusingNvisible[nearNinfraredNspectroscopy]NSpectrochimicadActadtdPartdA:d
MoleculardanddBiomoleculardSpectroscopyZN2021ZNcehZNbbjbae

4.4 10

76 vndogenousNreducedNascorbatekNanNindicatorNofNplantNwaterNdeficitNstressNinNwheat]NIndiandJournaldofd
PlantdPhysiologyZN2017ZNccZNdgf[dgi 9

75 MrPKNvnzymeskNaNROSNrctivatedNSignalingNSensorsNznvolvedNinNModulatingNyeatNStressNResponseZN
ToleranceNandNxrainNStabilityNofNWheatNunderNyeatNStress]N3dBiotechZN2020ZNbaZNdia 2.8 9

74 yost[znducedNSilencingNofNwMRwamide[LikeNPeptideNxenesZNandNZNinNRiceNzmpairsNReproductiveN
witnessNofNtheNRoot[KnotNNematode]NFrontiersdindPlantdScienceZN2020ZNbbZNije 6.2 9

73 yeterologousNexpressionNofNriceNRNr[bindingNglycine[richNVRsxWNgeneNOsRsxudNinNtransgenicN
rrabidopsisNthalianaNconfersNcoldNstressNtolerance]NFunctionaldPlantdBiologyZN2019ZNegZNeic[ejb 2.7 8

72 vpigeneticNregulationNofNabioticNstressNresponsesNinNplantsN2014ZNcad[ccj 8

71 TheNOmicsNofNtoldNStressNResponsesNinNPlantsN2015ZNbed[bje 8

70 LeafNmassNareaNdeterminesNwaterNuseNefficiencyNthroughNitsNinfluenceNonNcarbonNgainNinNriceN
mutants]NPhysiologiadPlantarumZN2020ZNbgjZNbje[cbd 4.6 8

69 tONvlevationNrcceleratesNPhenologyNandNrltersNtarbon_NitrogenNMetabolismNROSNrbundanceNinN
sreadNWheat]NFrontiersdindPlantdScienceZN2020ZNbbZNbagb 6.2 8

68 OverexpressionNofNrrabidopsisNenhancesNyieldNandNmultipleNabioticNstressNtoleranceNinNindicaNrice]N
PlantdSignalingdanddBehaviorZN2020ZNbfZNbibefeh 2.5 8

67 rllele[specificNanalysisNofNsingleNparentNbackcrossNpopulationNidentifiesNyOXbaNtranscriptionNfactorN
asNaNcandidateNgeneNregulatingNriceNrootNgrowth]NPhysiologiadPlantarumZN2019ZNbggZNfjg[gbb 4.6 8

66 xeneticNengineeringNofNindicaNriceNwithNrtuRvsbrNgeneNforNenhancedNabioticNstressNtolerance]NPlantd
CellsdTissuedanddOrgandCultureZN2019ZNbdgZNbhd[bii 2.7 8
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65
TransmembraneNSTrRTNdomainNproteinskNinNsilicoNidentificationZNcharacterizationNandNexpressionN
analysisNunderNstressNconditionsNinNchickpeaNVticerNarietinumNL]W]NPlantdSignalingdanddBehaviorZN2016ZN
bbZNejjcgji

2.5 7

64 xenome[WideNzdentificationNandNrnalysisNofNsioticNandNrbioticNStressNRegulationNofNtN
PhotosyntheticNPathwayNxenesNinNRice]NApplieddBiochemistrydanddBiotechnologyZN2019ZNbihZNccb[cdi 3.2 7

63 xeneNnetworkNmodulesNassociatedNwithNabioticNstressNresponseNinNtolerantNriceNgenotypesNidentifiedN
byNtranscriptomeNmeta[analysis]NFunctionaldanddIntegrativedGenomicsZN2020ZNcaZNcj[ej 3.8 7

62 ueepNtonvolutionalNNeuralNNetworksNsasedNwrameworkNforNvstimationNofNStomataNuensityNandN
StructureNfromNMicroscopicNzmages]NLecturedNotesdindComputerdScienceZN2019ZNebc[ecd 0.9 6

61
xammaNirradiationNprotectNtheNdevelopingNwheatNendospermNfromNoxidativeNdamageNbyNbalancingN
theNtrade[offNbetweenNtheNdefenceNnetworkNandNgrainsNquality]NEcotoxicologydanddEnvironmentald
SafetyZN2019ZNbheZNgdh[gei

7 6

60
RegulationNofNexpressionNofNgenesNassociatedNwithNnitrateNresponseNbyNosmoticNstressNandN
combinedNosmoticNandNnitrogenNdeficiencyNstressNinNbreadNwheatNVTriticumNaestivumNL]W]NPlantd
PhysiologydReportsZN2020ZNcfZNcaa[cbf

1.4 6

59 TheNMolecularNNetworksNofNrbioticNStressNSignalingN2018ZNdii[ebg 6

58 tomparativeNrnalysisNofNwruitNTranscriptomeNinNTomatoNVSolanumNlycopersicumWNxenotypesNwithN
tontrastingNLycopeneNtontents]NPlantdMoleculardBiologydReporterZN2013ZNdbZNbdie[bdjg 1.7 6

57 xenomeNwideNin[silicoNmiRNrNandNtargetNnetworkNpredictionNfromNstressNresponsiveNyorsegramN
VMacrotylomaNuniflorumWNaccessions]NScientificdReportsZN2020ZNbaZNbhcad 4.9 6

56 uiscriminationNofNriceNgenotypesNusingNfieldNspectroradiometry]NGeocartodInternationalZN2020ZNdfZNge[hh 2.7 6

55 miRedakNtheNnovelNheat[responsiveNmicroRNrNidentifiedNfromNmiRNomeNanalysisNinNwheatNVTriticumN
aestivumNL]W]NIndiandJournaldofdPlantdPhysiologyZN2017ZNccZNfgg[fhg 5

54 StandardizationNandNValidationNofNaNLt[MethodNforNQuantificationNofNzndole[d[rceticNrcidNinNRiceN
xenotypes]NPesticidedResearchdJournalZN2018ZNdaZNbg 0.6 5

53
tomparativeNanalysisNofNindexNandNchemometricNtechniques[basedNassessmentNofNleafNareaNindexN
VLrzWNinNwheatNthroughNfieldNspectroradiometerZNLandsat[iZNSentinel[cNandNyyperionNbands]NGeocartod
InternationalZN2020ZNdfZNbebf[bedc

2.7 5

52 TheNabscisicNacidNreceptorNOsPYLgNconfersNdroughtNtoleranceNtoNindicaNriceNthroughNdehydrationN
avoidanceNandNtoleranceNmechanisms]NJournaldofdExperimentaldBotanyZN2021ZNhcZNbebb[bedb 7 5

51 UnfoldedNproteinNresponseNVUPRWNmediatedNunderNheatNstressNinNplants]NPlantdPhysiologydReportsZN
2020ZNcfZNfgj[fic 1.4 4

50
yeterologousNexpressionNandNcharacterizationNofNnovelNmanganeseNsuperoxideNdismutaseN
VMn[SOuWN[NrNpotentialNbiochemicalNmarkerNforNheatNstress[toleranceNinNwheatNVTriticumNaestivumW]N
InternationaldJournaldofdBiologicaldMacromoleculesZN2020ZNbgbZNbacj[badj

7.9 4

49 TheNroleNofNnon[symbioticNhaemoglobinNandNnitricNoxideNhomeostasisNinNwaterloggingNtoleranceNinN
VignaNspecies]NBiologiadPlantarumZN2012ZNfgZNfci[fdg 2.1 4

48 tharacterizationNandNphylogeneticNanalysisNofNectoineNbiosynthesisNgenesNfromNsacillusNhalodurans]N
ArchivesdofdMicrobiologyZN2008ZNbjaZNeib[h 3 4

(2008-2016)
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47 tloningNandNcharacterizationNofNaNgeneNencodingNMzZbZNaNdomainNofNunknownNfunctionNproteinNandN
itsNroleNinNsaltNandNdroughtNstressNinNrice]NProtoplasmaZN2020ZNcfhZNehf[eih 3.4 4

46 xeneNvxpressionNuynamicsNinNRiceNPedunclesNatNtheNyeadingNStage]NFrontiersdindGeneticsZN2020ZNbbZNfieghi4.5 4

45
tharacterizingNtheNputativeNmitogen[activatedNproteinNkinaseNVWNandNtheirNprotectiveNroleNinN
oxidativeNstressNtoleranceNandNcarbonNassimilationNinNwheatNunderNterminalNheatNstress]N
BiotechnologydReportsdnAmsterdamsdNetherlandsoZN2021ZNcjZNeaafjh

5.3 4

44 ]NIEEEdAccessZN2021ZNb[b 3.5 4

43 xeneticallyNvngineeringNtoldNStress[TolerantNtropskNrpproachesNandNthallengesN2018ZNbhj[bjf 4
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21 KineticNpropertiesNofNrecombinantNphosphomimicNmutantNofNZeaNmaysNphosphoenolpyruvateN
carboxylaseNVZmPvPtSbfuW]NPlantdPhysiologydReportsZN2020ZNcfZNb[i 1.4 1

20 vpigeneticsNtonnectsNtheNxenomeNtoNztsNvnvironmentN2014ZNgj[bec 1

19 wunctionalNxenomicsNandNtomputationalNsiologyNToolsNforNxeneNuiscoveryNforNrbioticNStressN
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RoleNinNLeafNRustNResistanceNinNWheatNVNL]W]]NFrontiersdindGeneticsZN2022ZNbdZNidgada 4.5 0
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