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n Paper IF Citations

60 TranscriptomedwideNisoformdlevelNdysregulationNinNxSDcNschizophreniacNandNbipolarNdisordereN
SciencecN2018cNjmicN 33.3 434

59 zomprehensiveNfunctionalNgenomicNresourceNandNintegrativeNmodelNforNtheNhumanNbraineNSciencecN
2018cNjmicN 33.3 319

58 IntegrativeNfunctionalNgenomicNanalysisNofNhumanNbrainNdevelopmentNandNneuropsychiatricNriskseN
SciencecN2018cNjmicN 33.3 277

57 RegulonDyNversionNnegqNtranscriptionalNregulationNofNEscherichiaNcoliNKdhiNintegratedNwithinNgeneticN
sensoryNresponseNunitsNVGensorNUnitsWeNNucleicpAcidspResearchcN2011cNjpcNDpodhgl 20.1 275

56 ReproducibleNRNxdseqNanalysisNusingNrecountieNNaturepBiotechnologycN2017cNjlcNjhpdjih 44.5 211

55 DevelopmentalNandNgeneticNregulationNofNtheNhumanNcortexNtranscriptomeNilluminateNschizophreniaN
pathogenesiseNNaturepNeurosciencecN2018cNihcNhhhndhhil 25.5 176

54 DevelopmentalNregulationNofNhumanNcortexNtranscriptionNandNitsNclinicalNrelevanceNatNsingleNbaseN
resolutioneNNaturepNeurosciencecN2015cNhocNhlkdhmh 25.5 110

53
InterspeciesNinteractionsNthatNresultNinNyacillusNsubtilisNformingNbiofilmsNareNmediatedNmainlyNbyN
membersNofNitsNownNgenuseNProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofp
AmericacN2011cNhgocNEhijmdkj

11.5 75

52 TranscriptomedscaleNspatialNgeneNexpressionNinNtheNhumanNdorsolateralNprefrontalNcortexeNNaturep
NeurosciencecN2021cNikcNkildkjm 25.5 69

51 RegionalNHeterogeneityNinNGeneNExpressioncNRegulationcNandNzoherenceNinNtheNFrontalNzortexNandN
HippocampusNacrossNDevelopmentNandNSchizophreniaeNNeuroncN2019cNhgjcNigjdihmeeo 13.9 67

50 HumanNsplicingNdiversityNandNtheNextentNofNunannotatedNspliceNjunctionsNacrossNhumanNRNxdseqN
samplesNonNtheNSequenceNReadNxrchiveeNGenomepBiologycN2016cNhncNimm 18.3 65

49 xlteredNexpressionNofNhistamineNsignalingNgenesNinNautismNspectrumNdisordereNTranslationalp
PsychiatrycN2017cNncNehhim 8.6 49

48 DivergentNneuronalNDNxNmethylationNpatternsNacrossNhumanNcorticalNdevelopmentNrevealNcriticalN
periodsNandNaNuniqueNroleNofNzpHNmethylationeNGenomepBiologycN2019cNigcNhpm 18.3 42

47 DissectingNtranscriptomicNsignaturesNofNneuronalNdifferentiationNandNmaturationNusingNiPSzseN
NaturepCommunicationscN2020cNhhcNkmi 17.4 37

46 zomprehensiveNassessmentNofNmultipleNbiasesNinNsmallNRNxNsequencingNrevealsNsignificantN
differencesNinNtheNperformanceNofNwidelyNusedNmethodseNBMCpGenomicscN2019cNigcNlhj 4.5 36

45 RaildRNxqNscalableNanalysisNofNRNxdseqNsplicingNandNcoverageeNBioinformaticscN2017cNjjcNkgjjdkgkg 7.2 33

44 FlexibleNexpressedNregionNanalysisNforNRNxdseqNwithNderfindereNNucleicpAcidspResearchcN2017cNklcNep 20.1 32
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43 ImprovingNtheNvalueNofNpublicNRNxdseqNexpressionNdataNbyNphenotypeNpredictioneNNucleicpAcidsp
ResearchcN2018cNkmcNelk 20.1 31

42 IntegratedNDNxNmethylationNandNgeneNexpressionNprofilingNacrossNmultipleNbrainNregionsNimplicateN
novelNgenesNinNxlzheimerUsNdiseaseeNActapNeuropathologicacN2019cNhjncNllndlmp 14.3 30

41 ProfilingNgeneNexpressionNinNtheNhumanNdentateNgyrusNgranuleNcellNlayerNrevealsNinsightsNintoN
schizophreniaNandNitsNgeneticNriskeNNaturepNeurosciencecN2020cNijcNlhgdlhp 25.5 30

40 recountNworkflowqNxccessingNoverNngcgggNhumanNRNxdseqNsamplesNwithNyioconductoreN
F1000ResearchcN2017cNmcNhllo 3.6 30

39 TranscriptomedscaleNspatialNgeneNexpressionNinNtheNhumanNdorsolateralNprefrontalNcortex 16

38 IncompleteNannotationNhasNaNdisproportionateNimpactNonNourNunderstandingNofNMendelianNandN
complexNneurogeneticNdisorderseNSciencepAdvancescN2020cNmcN 14.3 15

37 SynGxPNisoformsNdifferentiallyNregulateNsynapticNplasticityNandNdendriticNdevelopmenteNELifecN2020cN
pcN 8.9 14

36 RecountingNtheNFxNTOMNzxGEdxssociatedNTranscriptomeeNGenomepResearchcN2020cNjgcNhgnjdhgoh 9.7 13

35 zharacterizingNtheNdynamicNandNfunctionalNDNxNmethylationNlandscapeNinNtheNdevelopingNhumanN
cortexeNEpigeneticscN2021cNhmcNhdhj 5.7 9

34 IntegratedNTranscriptomicNandNProteomicNxnalysisNofNPrimaryNHumanNUmbilicalNVeinNEndothelialN
zellseNProteomicscN2019cNhpcNehoggjhl 4.8 8

33 SpatialExperimentqNinfrastructureNforNspatiallyNresolvedNtranscriptomicsNdataNinNRNusingNyioconductor 8

32 SinglednucleusNtranscriptomeNanalysisNrevealsNcelldtypedspecificNmolecularNsignaturesNacrossNrewardN
circuitryNinNtheNhumanNbraineNNeuroncN2021cNhgpcNjgoodjhgjeel 13.9 8

31 RegulatoryNsitesNforNsplicingNinNhumanNbasalNgangliaNareNenrichedNforNdiseasedrelevantNinformationeN
NaturepCommunicationscN2020cNhhcNhgkh 17.4 6

30 FlexibleNexpressedNregionNanalysisNforNRNxdseqNwithNderfinder 6

29 RaildRNxqNScalableNanalysisNofNRNxdseqNsplicingNandNcoverage 5

28 recountqNxNlargedscaleNresourceNofNanalysisdreadyNRNxdseqNexpressionNdata 5

27 regionReportqNInteractiveNreportsNforNregiondbasedNanalyseseNF1000ResearchcN2015cNkcNhgl 3.6 4

26 regionReportqNInteractiveNreportsNforNregiondlevelNandNfeaturedlevelNgenomicNanalyseseN
F1000ResearchcN2015cNkcNhgl 3.6 4
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25 SinglednucleusNtranscriptomeNanalysisNrevealsNcellNtypedspecificNmolecularNsignaturesNacrossNrewardN
circuitryNinNtheNhumanNbrain 4

24 RegionalNheterogeneityNinNgeneNexpressioncNregulationNandNcoherenceNinNhippocampusNandN
dorsolateralNprefrontalNcortexNacrossNdevelopmentNandNinNschizophrenia 4

23 DevelopmentalNeffectsNofNmaternalNsmokingNduringNpregnancyNonNtheNhumanNfrontalNcortexN
transcriptomeeNMolecularpPsychiatrycN2020cNilcNjimndjinn 15.1 4

22 recountjqNsummariesNandNqueriesNforNlargedscaleNRNxdseqNexpressionNandNsplicingeNGenomepBiologycN
2021cNiicNjij 18.3 3

21 DissectingNtranscriptomicNsignaturesNofNneuronalNdifferentiationNandNmaturationNusingNiPSzs 3

20 recountdbrainqNaNcuratedNrepositoryNofNhumanNbrainNRNxdseqNdatasetsNmetadata 3

19 MegadepthqNefficientNcoverageNquantificationNforNyigWigsNandNyxMseNBioinformaticscN2021cN 7.2 3

18 SPExQeasyqNaNscalableNpipelineNforNexpressionNanalysisNandNquantificationNforN
RfbioconductordpoweredNRNxdseqNanalyseseNBMCpBioinformaticscN2021cNiicNiik 3.6 3

17 DevelopmentalNProfileNofNPsychiatricNRiskNxssociatedNWithNVoltagedGatedNzationNzhannelNxctivityeN
BiologicalpPsychiatrycN2021cNpgcNjppdkgo 7.9 3

16 GenomedwideNsequencingdbasedNidentificationNofNmethylationNquantitativeNtraitNlociNandNtheirNroleN
inNschizophreniaNriskeNNaturepCommunicationscN2021cNhicNlilh 17.4 3

15 xuthorNresponseqNSynGxPNisoformsNdifferentiallyNregulateNsynapticNplasticityNandNdendriticN
developmentN2020cN 2

14 ImprovingNtheNvalueNofNpublicNRNxdseqNexpressionNdataNbyNphenotypeNprediction 2

13 RNxdseqNtranscriptNquantificationNfromNreduceddrepresentationNdataNinNrecounti 2

12 spatialLIyDqNanNRfyioconductorNpackageNtoNvisualizeNspatiallydresolvedNtranscriptomicsNdata 2

11 NondcodingNzlassNSwitchNRecombinationdRelatedNTranscriptionNinNHumanNNormalNandNPathologicalN
ImmuneNResponseseNFrontierspinpImmunologycN2018cNpcNimnp 8.4 2

10 xmygdalaNandNanteriorNcingulateNtranscriptomesNfromNindividualsNwithNbipolarNdisorderNrevealN
downregulatedNneuroimmuneNandNsynapticNpathwayseeNNaturepNeurosciencecN2022cNilcNjohdjop 25.5 2

9 SpatialExperimentqNinfrastructureNforNspatiallyNresolvedNtranscriptomicsNdataNinNRNusingN
yioconductoreeNBioinformaticscN2022cN 7.2 2

8 spatialLIyDqNanNRfyioconductorNpackageNtoNvisualizeNspatiallydresolvedNtranscriptomicsNdataeNBMCp
GenomicscN2022cNijcN 4.5 2
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7 WidespreadNmethylationNquantitativeNtraitNlociNandNtheirNroleNinNschizophreniaNrisk 1

6 MegadepthqNefficientNcoverageNquantificationNforNyigWigsNandNyxMs 1

5 DivergentNneuronalNDNxNmethylationNpatternsNacrossNhumanNcorticalNdevelopmentqNzriticalNperiodsN
andNaNuniqueNroleNofNzpHNmethylation 1

4 zomprehensiveNassessmentNofNmultipleNbiasesNinNsmallNRNxNsequencingNrevealsNsignificantN
differencesNinNtheNperformanceNofNwidelyNusedNmethods 1

3 zharacterizingNtheNdynamicNandNfunctionalNDNxNmethylationNlandscapeNinNtheNdevelopingNhumanNcortex 1

2 ProgrammaticNaccessNtoNbacterialNregulatoryNnetworksNwithNregutoolseNBioinformaticscN2020cNjmcNkljidkljk7.2 0

1 GeneticsNandNyrainNTranscriptomicsNofNzompletedNSuicideeeNAmericanpJournalpofpPsychiatrycN2022cN
hnpcNiimdikh 11.9 0
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