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seabird populations. Nature Communications, 2011, 2, 332. 12.8 76
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The Isthmus of Panama: a major physical barrier to gene flow in a highly mobile pantropical seabird.
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Molecular characterisation of beak and feather disease virus (BFDV) in New Zealand and its
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Genetic analyses reveal hybridization but no hybrid swarm in one of the worlda€™s rarest birds.
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Polymorphisms to Inform Conservation Management. Genes, 2019, 10, 9.

A comparison of pedigree, genetic and genomic estimates of relatedness for informing pairing
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seabirds. Journal of Avian Biology, 2003, 34, 217-223.
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Centring Indigenous knowledge systems to red€tmagine conservation translocations. People and
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Expanding the conservation genomics toolbox: Incorporating structural variants to enhance
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genomics case study. New Zealand Journal of Ecology, 2019, 43, . L1 24



20

22

24

26

28

30

32

34

36

TAMMY E STEEVES

ARTICLE IF CITATIONS
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Conservation genetic management of a critically endangered New Zealand endemic bird: minimizing
inbreeding in the Black Stilt Himantopus novaezelandiae. lbis, 2011, 153, 556-561.
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conservation. Journal of Ornithology, 2017, 158, 333-337.

Designing monitoring protocols to measure population trends of threatened insects: A case study of
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Informing the design of a long-term population density monitoring protocol for a Nationally

Endangered grasshopper: removal sampling as a basis for estimating individual detection probabilities.
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