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Application of RNA subcellular fraction estimation method to explore RNA localization regulation.
G3: Genes, Genomes, Genetics, 2022, 12, .

Induction of senescence-associated secretory phenotype underlies the therapeutic efficacy of PRC2

inhibition in cancer. Cell Death and Disease, 2022, 13, 155. 63 14

Inhibition of the FACT Complex Targets Aberrant Hedgehog Signaling and Overcomes Resistance to
Smoothened Antagonists. Cancer Research, 2021, 81, 3105-3120.

CTS tag-based methods for investigating mitochondrial RNA modification factors in Trypanosoma 10 1
brucei. Methods in Enzymology, 2021, 658, 83-109. )

Lexis and Grammar of Mitochondrial RNA Processing in Trypanosomes. Trends in Parasitology, 2020,
36, 337-355.

Poly(A) binding KPAF4/5 complex stabilizes kinetoplast mRNAs in Trypanosoma brucei. Nucleic Acids

Research, 2020, 48, 8645-8662. 14.5 7

Protein tyrosine phosphatase receptor type R (PTPRR) antagonizes the Wnt signaling pathway in
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