4

papers

4

all docs

1937685

55 4
citations h-index
4 4
docs citations times ranked

2272923

g-index

74

citing authors



A AD A

ARTICLE IF CITATIONS

3D-QSAR modeling and molecular docking studies on a series of 2,5 disubstituted 1,3,4-oxadiazoles.

Journal of Molecular Structure, 2017, 1145, 278-284.

In Silico Exploration of Aryl Halides Analogues as CheckpointKinase 1 Inhibitors by Using 3D QSAR, 1.4 17
Molecular Docking Study,and ADMET Screening. Advanced Pharmaceutical Bulletin, 2019, 9, 84-92. .

Integrated 3D-QSAR, molecular docking, and molecular dynamics simulation studies on 1,2,3-triazole
based derivatives for designing new acetylcholinesterase inhibitors. Turkish Journal of Chemistry,

2021, 45, 647-660.

Rational design of novel potential EGFR inhibitors by 3D-QSAR, molecular docking, molecular 9.3 6
dynamics simulation, and pharmacokinetics studies. Chemical Data Collections, 2022, 39, 100851. ’



