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IncX4 Plasmid-Mediated mcr-1.1 in Polymyxin-Resistant Escherichia coli from Outpatients in Santa
Catarina, Southern Brazil. Microbial Drug Resistance, 2020, 26, 1326-1333.

Draft Genome Sequence of a Tetracycline-Resistant Plesiomonas shigelloides Strain Isolated from

Aquaculture-Reared Tilapia. Microbiology Resource Announcements, 2018, 7, . 0-6 5
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Genomic Analysis of Carbapenem-Resistant Pseudomonas aeruginosa Isolated From Urban Rivers
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First report of a cefepime-resistant Escherichia coli clinical isolate carrying blaCMY-33 from Brazil.
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