24

papers

29

all docs

516710

1,339 16
citations h-index
29 29
docs citations times ranked

713466
21

g-index

1861

citing authors



10

12

14

16

18

i NN ALAC A DD

ARTICLE IF CITATIONS
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Anaerobic bacterial degradation of protein and lipid macromolecules in subarctic marine sediment.
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The life sulfuric: microbial ecology of sulfur cycling in marine sediments. Environmental 04 260
Microbiology Reports, 2017, 9, 323-344. :
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<i>Dehalococcoidia</i> (Phylum <i>Chloroflexi</i> ) in Sulfur Cycling. MBio, 2016, 7, .
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Defining the tipping point. A complex cellular life/death balance in corals in response to stress.
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