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epithelialOdifferentiationOandOhyperactivationOofOTOcellOresponseseOScientificfReportscO2018cOocOokn 4.9 11

59 MetaboxnalystRqOanOROpackageOforOflexibleOandOreproducibleOanalysisOofOmetabolomicsOdataeO
BioinformaticscO2018cOjkcOkjhjdkjhk 7.2 274

58 –ietOxffectsOMuscleOQualityOandOGrowthOTraitsOofOGrassOzarpOWXqOxOzomparisonOyetweenOGrassOandO
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52 zomputationalOStrategiesOforOyiologicalOInterpretationOofOMetabolomicsO–ataeOAdvancesfinf
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50 yioinformaticsOToolsOforOtheOInterpretationOofOMetabolomicsO–ataeOCurrentfPharmacologyfReportscO
2017cOjcOjnkdjoj 5.5 28

49 GeneticOprofilesOofOtenO–irofilariaOimmitisOisolatesOsusceptibleOorOresistantOtoOmacrocyclicOlactoneO
heartwormOpreventiveseOParasitesfandfVectorscO2017cOhgcOlgk 4 21

48 TranscriptOanalysisOinOtwoOalfalfaOsaltOtoleranceOselectedObreedingOpopulationsOrelativeOtoOaO
nondtolerantOpopulationeOGenomecO2017cOmgcOhgkdhin 2.4 9

47 zomputationalOxpproachesOforOIntegrativeOxnalysisOofOtheOMetabolomeOandOMicrobiomeeO
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45 miRNetOdOdissectingOmiRNxdtargetOinteractionsOandOfunctionalOassociationsOthroughOnetworkdbasedO
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42 TheO ffectsOofOIvermectinOonOyrugiaOmalayiOαemalesOInOVitroqOxOTranscriptomicOxpproacheOPLoSf
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40 ProfilingOtheOmacrofilaricidalOeffectsOofOflubendazoleOonOadultOfemaleOyrugiaOmalayiOusingORNxseqeO
InternationalfJournalfforfParasitology:fDrugsfandfDrugfResistancecO2016cOmcOioodipm 4 11

39 zonditionaldreadyOmouseOembryonicOstemOcellOderivedOmacrophagesOenableOtheOstudyOofOessentialO
genesOinOmacrophageOfunctioneOScientificfReportscO2015cOlcOopgo 4.9 15

38 NetworkxnalystOforOstatisticalcOvisualOandOnetworkdbasedOmetadanalysisOofOgeneOexpressionOdataeO
NaturefProtocolscO2015cOhgcOoijdkk 18.8 459
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37 –isruptionOofOhistoneOmethylationOinOdevelopingOspermOimpairsOoffspringOhealthO
transgenerationallyeOSciencecO2015cOjlgcOaabiggm 33.3 317

36 MetaboxnalystOjegddmakingOmetabolomicsOmoreOmeaningfuleONucleicfAcidsfResearchcO2015cOkjcOWilhdn 20.1 2067
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JournalfoffProteomefResearchcO2014cOhjcOkklndmp
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PresentationeOEBioMedicinecO2014cOhcOmkdnh 8.8 84

33 IncreasedOILdoOproductionOinOhumanObronchialOepithelialOcellsOafterOexposureOtoO
azithromycindpretreatedOPseudomonasOaeruginosaOinOvitroeOFEMSfMicrobiologyfLetterscO2014cOjllcOkjdlg 2.9 2

32 NetworkxnalystddintegrativeOapproachesOforOproteindproteinOinteractionOnetworkOanalysisOandOvisualO
explorationeONucleicfAcidsfResearchcO2014cOkicOWhmndnk 20.1 254

31 PathwaysOofOToxicityeOALTEX:fAlternativesfTofAnimalfExperimentationcO2014cOjhcOljdmh 4.3 59

30 TranslationalObiomarkerOdiscoveryOinOclinicalOmetabolomicsqOanOintroductoryOtutorialeOMetabolomicscO
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25 INV XddaOwebdbasedOtoolOforOintegrativeOvisualizationOofOexpressionOdataeOBioinformaticscO2013cOipcOjijidk7.2 42
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23 MetabolomicOanalysisOofOcoldOacclimationOofOxrcticOMesorhizobiumOspeOstrainONjjeOPLoSfONEcO2013cO
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22 MetaboxnalystOiegddaOcomprehensiveOserverOforOmetabolomicOdataOanalysiseONucleicfAcidsfResearchcO
2012cOkgcOWhindjj 20.1 935

21 M TxG NassistqOaOcomprehensiveOwebOserverOforOcomparativeOmetagenomicseONucleicfAcidsf
ResearchcO2012cOkgcOWoodpl 20.1 267

20 MetabolomicsOandOfirstdtrimesterOpredictionOofOearlydonsetOpreeclampsiaeOJournalfoffMaternaluFetalf
andfNeonatalfMedicinecO2012cOilcOhokgdn 2 85
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metaboliteseOMetabolomicscO2011cOncOildjk 4.7 38

14 MetxTTqOaOwebdbasedOmetabolomicsOtoolOforOanalyzingOtimedseriesOandOtwodfactorOdatasetseO
BioinformaticscO2011cOincOiklldm 7.2 52

13 MS xqOaOwebdbasedOtoolOtoOidentifyObiologicallyOmeaningfulOpatternsOinOquantitativeOmetabolomicO
dataeONucleicfAcidsfResearchcO2010cOjocOWnhdn 20.1 412

12 MetPxqOaOwebdbasedOmetabolomicsOtoolOforOpathwayOanalysisOandOvisualizationeOBioinformaticscO2010
cOimcOijkidk 7.2 447

11 SMP–yqOTheOSmallOMoleculeOPathwayO–atabaseeONucleicfAcidsfResearchcO2010cOjocO–kogdn 20.1 213

10 MetabolomicsOrevealsOunhealthyOalterationsOinOrumenOmetabolismOwithOincreasedOproportionOofO
cerealOgrainOinOtheOdietOofOdairyOcowseOMetabolomicscO2010cOmcOlojdlpk 4.7 125

9 SpatiotemporalOintegrationOofOmolecularOandOanatomicalOdataOinOvirtualOrealityOusingOsemanticO
mappingeOInternationalfJournalfoffNanomedicinecO2009cOkcOnpdop 7.3 2

8 HM–yqOaOknowledgebaseOforOtheOhumanOmetabolomeeONucleicfAcidsfResearchcO2009cOjncO–mgjdhg 20.1 1431

7 MetaboxnalystqOaOwebOserverOforOmetabolomicOdataOanalysisOandOinterpretationeONucleicfAcidsf
ResearchcO2009cOjncOWmlidmg 20.1 1202

6 MetaboMinerddsemidautomatedOidentificationOofOmetabolitesOfromOi–ONMROspectraOofOcomplexO
biofluidseOBMCfBioinformaticscO2008cOpcOlgn 3.6 150

5 TheOduckOtollOlikeOreceptorOnqOgenomicOorganizationcOexpressionOandOfunctioneOMolecularfImmunology
cO2008cOklcOiglldmh 4.3 61

4 –endriticOcellOinhibitoryOandOactivatingOimmunoreceptorsOW–zIROandO–zxRXOinOduckqOGenomicO
organizationOandOexpressioneOMolecularfImmunologycO2008cOklcOjpkidm 4.3 7

3 GenomicsOofOantiviralOdefensesOinOtheOduckcOaOnaturalOhostOofOinfluenzaOandOhepatitisOyOviruseseO
CytogeneticfandfGenomefResearchcO2007cOhhncOhpldigm 1.9 14

2 ImmuneOgeneOdiscoveryObyOexpressedOsequenceOtagOanalysisOofOspleenOinOtheOduckOWxnasO
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