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A Fasciclin-Like Arabinogalactan-Protein (FLA) Mutant of Arabidopsis thaliana, flal, Shows Defects in
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Phylogenetic analysis and functional characterisation of strictosidine synthase-like genes in
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The Fasciclin-Like Arabinogalactan Proteins of Arabidopsis. A Multigene Family of Putative Cell
Adhesion Molecules. Plant Physiology, 2003, 133, 1911-1925.

Using Genomic Resources to Guide Research Directions. The Arabinogalactan Protein Gene Family as a 9.3 219
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