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74 δonformationalOchangeOofOproteinsOarisingOfromOnormalOmodeOcalculationsfOProteinhEngineeringvh
DesignhandhSelectiondO2001dOimdOieo 1.9 716

73 αuildingeblockOapproachOforOdeterminingOlowefrequencyOnormalOmodesOofOmacromoleculesfO
Proteins:hStructurevhFunctionhandhBioinformaticsdO2000dOmidOiep 4.2 379

72
DynamicOreorganizationOofOtheOfunctionallyOactiveOribosomeOexploredObyOnormalOmodeOanalysisOandO
cryoeelectronOmicroscopyfOProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericadO2003dOihhdOrlirekl

11.5 299

71 SymmetrydOformdOandOshapesOguidingOprinciplesOforOrobustnessOinOmacromolecularOmachinesfOAnnualh
ReviewhofhBiophysicshandhBiomolecularhStructuredO2006dOlndOiinell 228

70 StructureOofOtheOEfOcoliOproteineconductingOchannelOboundOtoOaOtranslatingOribosomefONaturedO2005dO
mlqdOliqekm 50.4 226

69 NormalOmodeObasedOflexibleOfittingOofOhigheresolutionOstructureOintoOloweresolutionOexperimentalO
dataOfromOcryoeEMfOJournalhofhStructuralhBiologydO2004dOimpdOlineko 3.4 202

68 FlexibleOmultiescaleOfittingOofOatomicOstructuresOintoOloweresolutionOelectronOdensityOmapsOwithO
elasticOnetworkOnormalOmodeOanalysisfOJournalhofhMolecularhBiologydO2004dOllpdOrqnerr 6.5 193

67 ExploringOglobalOdistortionsOofObiologicalOmacromoleculesOandOassembliesOfromOloweresolutionO
structuralOinformationOandOelasticOnetworkOtheoryfOJournalhofhMolecularhBiologydO2002dOlkidOkrpelhn 6.5 175

66 TheOmechanismOandOpathwayOofOpHOinducedOswellingOinOcowpeaOchloroticOmottleOvirusfOJournalhofh
MolecularhBiologydO2002dOliqdOpllemp 6.5 173

65 DiversityOandOidentityOofOmechanicalOpropertiesOofOicosahedralOviralOcapsidsOstudiedOwithOelasticO
networkOnormalOmodeOanalysisfOJournalhofhMolecularhBiologydO2005dOlmndOkrrelim 6.5 157

64 MegaeDaltonObiomolecularOmotionOcapturedOfromOelectronOmicroscopyOreconstructionsfOJournalhofh
MolecularhBiologydO2003dOlkodOmqnerk 6.5 98

63 ThreeedimensionalOstructureOofOtheOanthraxOtoxinOporeOinsertedOintoOlipidOnanodiscsOandOlipidO
vesiclesfOProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericadO2010dOihpdOlmnlep11.5 88

62 FlexibleOfittingOofOhigheresolutionOxerayOstructuresOintoOcryoelectronOmicroscopyOmapsOusingObiasedO
molecularOdynamicsOsimulationsfOBiophysicalhJournaldO2008dOrndOnorkephn 2.9 83

61 RemovalOofOdivalentOcationsOinducesOstructuralOtransitionsOinOredOcloverOnecroticOmosaicOvirusdO
revealingOaOpotentialOmechanismOforORNzOreleasefOJournalhofhVirologydO2006dOqhdOihlrnemho 6.6 82

60 ExcitedOstatesOofOribosomeOtranslocationOrevealedOthroughOintegrativeOmolecularOmodelingfO
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericadO2011dOihqdOiqrmleq 11.5 77

59 TheOilOangstromsOstructureOofOaOchaperoninOGroELeproteinOsubstrateOcomplexObyOcryoeelectronO
microscopyfOJournalhofhMolecularhBiologydO2005dOlmqdOkirelh 6.5 60

58 IterativeOelasticOlDetoekDOalignmentOmethodOusingOnormalOmodesOforOstudyingOstructuralOdynamicsO
ofOlargeOmacromolecularOcomplexesfOStructuredO2014dOkkdOmroenho 5.2 59
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57 δellebasedOscreenOidentifiesOaOnewOpotentOandOhighlyOselectiveOδKkOinhibitorOforOmodulationOofO
circadianOrhythmsOandOcancerOcellOgrowthfOSciencehAdvancesdO2019dOndOeaaurhoh 14.3 54

56 MacromolecularOstructuresOprobedObyOcombiningOsingleeshotOfreeeelectronOlaserOdiffractionOwithO
synchrotronOcoherentOXerayOimagingfONaturehCommunicationsdO2014dOndOlprq 17.4 52

55 NormalemodeOflexibleOfittingOofOhigheresolutionOstructureOofObiologicalOmoleculesOtowardO
oneedimensionalOloweresolutionOdatafOBiophysicalhJournaldO2008dOrmdOinqrerr 2.9 52

54 MolecularOmodelOofOaOsolubleOguanylylOcyclaseOfragmentOdeterminedObyOsmalleangleOXerayOscatteringO
andOchemicalOcrosselinkingfOBiochemistrydO2013dOnkdOinoqeqk 3.2 51

53 ElectrostaticOpropertiesOofOcowpeaOchloroticOmottleOvirusOandOcucumberOmosaicOvirusOcapsidsfO
BiopolymersdO2006dOqkdOihoekh 2.2 50

52
TheOrequirementOforOmechanicalOcouplingObetweenOheadOandOSkOdomainsOinOsmoothOmuscleOmyosinO
zTPaseOregulationOandOitsOimplicationsOforOdimericOmotorOfunctionfOJournalhofhMolecularhBiologydO
2005dOlmndOqlpenm

6.5 45

51 αiasedOcoarseegrainedOmolecularOdynamicsOsimulationOapproachOforOflexibleOfittingOofOXerayO
structureOintoOcryoOelectronOmicroscopyOmapsfOJournalhofhStructuralhBiologydO2010dOiordOrneihn 3.4 44

50 NormalOmodeOanalysisOwithOsimplifiedOmodelsOtoOinvestigateOtheOglobalOdynamicsOofObiologicalO
systemsfOProteinhandhPeptidehLettersdO2003dOihdOiirelk 1.9 44

49 RibosomeOmotionsOmodulateOelectrostaticOpropertiesfOBiopolymersdO2004dOpmdOmkleli 2.2 40

48 TwelveOtransmembraneOhelicesOformOtheOfunctionalOcoreOofOmammalianOMzTEiOYmultidrugOandO
toxinOextruderOiaOproteinfOJournalhofhBiologicalhChemistrydO2012dOkqpdOkprpieqk 5.4 34

47 αipartiteOanchoringOofOSδREzMOenforcesOstomatalOinitiationObyOcouplingOMzPOkinasesOtoO
SPEEδHLESSfONaturehPlantsdO2019dOndOpmkepnm 11.5 33

46 RoleOofOδomputationalOMethodsOinOGoingObeyondOXerayOδrystallographyOtoOExploreOProteinO
StructureOandODynamicsfOInternationalhJournalhofhMolecularhSciencesdO2018dOirdO 6.3 33

45 IsoformeselectiveOregulationOofOmammalianOcryptochromesfONaturehChemicalhBiologydO2020dOiodOopoeoqn 11.7 30

44 δonsensusOamongOflexibleOfittingOapproachesOimprovesOtheOinterpretationOofOcryoeEMOdatafOJournalh
ofhStructuralhBiologydO2012dOippdOnoieph 3.4 30

43 FlexibleOfittingOtoOcryoeEMOdensityOmapOusingOensembleOmolecularOdynamicsOsimulationsfOJournalhofh
ComputationalhChemistrydO2017dOlqdOimmpeimoi 3.5 29

42 ReplicaOexchangeOmolecularOdynamicsOsimulationsOprovideOinsightOintoOsubstrateOrecognitionObyO
smallOheatOshockOproteinsfOBiophysicalhJournaldO2014dOihodOkommenn 2.9 28

41 DynamicsOatOtheOserineOloopOunderlieOdifferentialOaffinityOofOcryptochromesOforOδLOδKsαMzLiOtoO
controlOcircadianOtimingfOELifedO2020dOrdO 8.9 27

40 PhosphorylatedOsmoothOmuscleOheavyOmeromyosinOshowsOanOopenOconformationOlinkedOtoO
activationfOJournalhofhMolecularhBiologydO2012dOmindOkpmeqp 6.5 24
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39 δontrollingOtheOδircadianOδlockOwithOHighOTemporalOResolutionOthroughOPhotodosingfOJournalhofhtheh
AmericanhChemicalhSocietydO2019dOimidOinpqmeinpri 16.4 23

38 ThermodynamicOpropertiesOofOwaterOmoleculesOinOtheOpresenceOofOcosoluteOdependOonODNzO
structuresOaOstudyOusingOgridOinhomogeneousOsolvationOtheoryfONucleichAcidshResearchdO2015dOmldOihiimekn20.1 22

37 ModelOofOtheOtoxicOcomplexOofOanthraxsOresponsiveOconformationalOchangesOinObothOtheOlethalOfactorO
andOtheOprotectiveOantigenOheptamerfOProteinhSciencedO2006dOindOkirhekhh 6.3 21

36 zllostericOregulationOofODNzOcleavageOandOsequenceespecificityOthroughOruneonOoligomerizationfO
StructuredO2013dOkidOiqmqenq 5.2 20

35 TopologyOrepresentingOneuralOnetworksOreconcileObiomolecularOshapedOstructuredOandOdynamicsfO
NeurocomputingdO2004dOnodOlonelpr 5.4 19

34 δonsensusOamongOmultipleOapproachesOasOaOreliabilityOmeasureOforOflexibleOfittingOintoOcryoeEMO
datafOJournalhofhStructuralhBiologydO2013dOiqkdOopepp 3.4 18

33 SimulationsOofOsubstrateOtransportOinOtheOmultidrugOtransporterOEmrDfOProteins:hStructurevhFunctionh
andhBioinformaticsdO2012dOqhdOiokhelk 4.2 18

32 HybridOElectronOMicroscopyONormalOModeOznalysisOgraphicalOinterfaceOandOprotocolfOJournalhofh
StructuralhBiologydO2014dOiqqdOilmemi 3.4 17

31 SteeredOmolecularOdynamicsOsimulationsOofOaOtypeOIVOpilusOprobeOinitialOstagesOofOaOforceeinducedO
conformationalOtransitionfOPLoShComputationalhBiologydO2013dOrdOeihhlhlk 5 17

30 StructureOmodelingOfromOsmallOangleOXerayOscatteringOdataOwithOelasticOnetworkOnormalOmodeO
analysisfOJournalhofhStructuralhBiologydO2011dOipldOmnieoh 3.4 16

29 MolecularOdynamicsOsimulationOshowsOlargeOvolumeOfluctuationsOofOproteinsfOEuropeanhBiophysicsh
JournaldO2000dOkrdOmpkeqh 1.9 15

28 HybridOapproachOforOstructuralOmodelingOofObiologicalOsystemsOfromOXerayOfreeOelectronOlaserO
diffractionOpatternsfOJournalhofhStructuralhBiologydO2016dOirmdOlknelo 3.4 14

27 SingleeparticleOXFELOlDOreconstructionOofOribosomeesizeOparticlesObasedOonOFourierOsliceOmatchingsO
requirementsOtoOreachOsubnanometerOresolutionfOJournalhofhSynchrotronhRadiationdO2018dOkndOihiheihki 2.4 13

26 lDEMOLoupesOznalysisOofOmacromolecularOdynamicsOusingOstructuresOfromOelectronOmicroscopyfO
NucleichAcidshResearchdO2013dOmidOWlolep 20.1 12

25 IntegrativegHybridOModelingOzpproachesOforOStudyingOαiomoleculesfOJournalhofhMolecularhBiologydO
2020dOmlkdOkqmoekqoh 6.5 11

24 PhotopharmacologicalOManipulationOofOMammalianOδRYiOforORegulationOofOtheOδircadianOδlockfO
JournalhofhthehAmericanhChemicalhSocietydO2021dOimldOkhpqekhqp 16.4 11

23 zccelerationOofOcryoeEMOFlexibleOFittingOforOLargeOαiomolecularOSystemsObyOEfficientOSpaceO
PartitioningfOStructuredO2019dOkpdOioieipmfel 5.2 10

22 LocalOthermodynamicsOofOtheOwaterOmoleculesOaroundOsingleeOandOdoubleestrandedODNzOstudiedObyO
gridOinhomogeneousOsolvationOtheoryfOChemicalhPhysicshLettersdO2016dOoohdOknheknn 2.5 9
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21 ThreeedimensionalOreconstructionOforOcoherentOdiffractionOpatternsOobtainedObyOXFELfOJournalhofh
SynchrotronhRadiationdO2017dOkmdOpkpeplp 2.4 9

20 ReversibleOmodulationOofOcircadianOtimeOwithOchronophotopharmacologyfONaturehCommunicationsdO
2021dOikdOliom 17.4 9

19 ReconstructionOofOloweresolutionOmolecularOstructuresOfromOsimulatedOatomicOforceOmicroscopyO
imagesfOBiochimicahEthBiophysicahActahwhGeneralhSubjectsdO2020dOiqomdOikrmkh 4 9

18 NetworkOvisualizationOofOconformationalOsamplingOduringOmolecularOdynamicsOsimulationfOJournalhofh
MolecularhGraphicshandhModellingdO2013dOmodOimher 2.8 8

17 δonformationalOdynamicsOofOhumanOproteinOkinaseOδKk˛–OandOitsOeffectOonOfunctionOandOinhibitionfO
Proteins:hStructurevhFunctionhandhBioinformaticsdO2018dOqodOlmmelnl 4.2 8

16 MacromolecularODynamicsObyOHybridOElectronOMicroscopyONormalOModeOznalysisfOMicroscopyhandh
MicroanalysisdO2014dOkhdOikiqeikir 0.5 7

15 GaussianOmixtureOmodelOforOcoarseegrainedOmodelingOfromOXFELfOOpticshExpressdO2018dOkodOkoplmekopmr 3.3 7

14 StructuresOofOhumanOpannexineiOinOnanodiscsOrevealOgatingOmediatedObyOdynamicOmovementOofOtheO
NOterminusOandOphospholipidsffOSciencehSignalingdO2022dOindOeabgormi 8.8 6

13 HybridOMethodsOforOMacromolecularOModelingObyOMolecularOMechanicsOSimulationsOwithO
ExperimentalODatafOAdvanceshinhExperimentalhMedicinehandhBiologydO2018dOiihndOirrekip 3.6 5

12 δomputationalOinvestigationOofOtheOconformationalOdynamicsOinOTomkhemitochondrialOpresequenceO
tetheredOcomplexesfOProteins:hStructurevhFunctionhandhBioinformaticsdO2019dOqpdOqierh 4.2 4

11
δonformationalOensembleOofOanOintrinsicallyOflexibleOloopOinOmitochondrialOimportOproteinOTimkiO
studiedObyOmodelingOandOmolecularOdynamicsOsimulationsfOBiochimicahEthBiophysicahActahwhGeneralh
SubjectsdO2020dOiqomdOikrmip

4 4

10
StructuralOdifferencesOinOtheOFzDebindingOpocketsOandOlidOloopsOofOmammalianOδRYiOandOδRYkOforO
isoformeselectiveOregulationfOProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericadO2021dOiiqdO

11.5 3

9 PoissonOimageOdenoisingObyOpiecewiseOprincipalOcomponentOanalysisOandOitsOapplicationOinO
singleeparticleOXerayOdiffractionOimagingfOIEThImagehProcessingdO2018dOikdOkkomekkpm 1.7 3

8 SearchingOforOlDOstructuralOmodelsOfromOaOlibraryOofObiologicalOshapesOusingOaOfewOkDOexperimentalO
imagesfOBMChBioinformaticsdO2018dOirdOlkh 3.6 3

7 δryoeδoolingOEffectOonODHFROδrystalOStudiedObyOReplicaeExchangeOMolecularODynamicsOSimulationsfO
BiophysicalhJournaldO2019dOiiodOlrnemhn 2.9 2

6 ReconstructionOofOThreeeDimensionalOδonformationsOofOαacterialOδlpαOfromOHigheSpeedO
ztomiceForceeMicroscopyOImagesfOFrontiershinhMolecularhBiosciencesdO2021dOqdOphmkpm 5.6 2

5 ParameterOoptimizationOforOlDereconstructionOfromOXFELOdiffractionOpatternsObasedOonOFourierO
sliceOmatchingfOBiophysicshandhPhysicobiologydO2019dOiodOlopelpo 1.4 1

4 δrystalOcontactefreeOconformationOofOanOintrinsicallyOflexibleOloopOinOproteinOcrystalsOTimkiOasOtheO
caseOstudyfOBiochimicahEthBiophysicahActahwhGeneralhSubjectsdO2020dOiqomdOikrmiq 4 1
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3
δomputationalOProtocolOforOzssessingOtheOOptimalOPixelOSizeOtoOImproveOtheOzccuracyOofO
SingleeparticleOδryoeelectronOMicroscopyOMapsfOJournalhofhChemicalhInformationhandhModelingdO2020dO
ohdOknpheknqh

6.1 0

2 ProtocolOforORetrievingOThreeeDimensionalOαiologicalOShapesOforOaOFewOXFELOSingleeParticleO
DiffractionOPatternsfOJournalhofhChemicalhInformationhandhModelingdO2021dOoidOmihqemiir 6.1 0

1 LighteδontrolOoverOδaseinOKinaseOi˛·OzctivityOwithOPhotopharmacologysOzOδlearOδaseOforO
zrylazopyrazoleeαasedOInhibitorsfOInternationalhJournalhofhMolecularhSciencesdO2022dOkldOnlko 6.3 0
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