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CBF2/DREBLC is a negative regulator of CBF1/DREB1B and CBF3/DREB1A expression and plays a central

role in stress tolerance in Arabidopsis. Proceedings of the National Academy of Sciences of the United
States of America, 2004, 101, 3985-3990.

The Arabidopsis CBF Gene Family Is Composed of Three Genes Encoding AP2 Domain-Containing Proteins
Whose Expression Is Regulated by Low Temperature but Not by Abscisic Acid or Dehydrationl. Plant 4.8 397
Physiology, 1999, 119, 463-470.

Low Temperature Induces the Accumulation of Phenylalanine Ammonia-Lyase and Chalcone Synthase
mRNAs of Arabidopsis thaliana in a Light-Dependent Manner. Plant Physiology, 1995, 108, 39-46.

Putrescine Is Involved in Arabidopsis Freezing Tolerance and Cold Acclimation by Regulating Abscisic

Acid Levels in Response to Low Temperature. Plant Physiology, 2008, 148, 1094-1105. 48 360

<i>Arabidopsis</i>CBF1 and CBF3 have a different function than CBF2 in cold acclimation and define
different gene classes in the CBF regulon. Proceedings of the National Academy of Sciences of the
United States of America, 2007, 104, 21002-21007.

Integration of low temperature and light signaling during cold acclimation response in
<i>Arabidopsis</i>. Proceedings of the National Academy of Sciences of the United States of America, 7.1 309
2011, 108, 16475-16480.

The CBFs: Three arabidopsis transcription factors to cold acclimate. Plant Science, 2011, 180, 3-11.

Isolation and molecular characterization of theArabidopsis TPS1gene, encoding trehalosea€6a€phosphate 5.7 215
synthase. Plant Journal, 1998, 13, 685-689. :

<i>Arabidopsis</i> Synaptotagmin 1 Is Required for the Maintenance of Plasma Membrane Integrity and
Cell Viability. Plant Cell, 2009, 20, 3374-3388.

Different roles of flowering-time genes in the activation of floral initiation genes in Arabidopsis.. 6.6 181
Plant Cell, 1997, 9, 1921-1934. :

The <i>Arabidopsis</i> 14-3-3 Protein RARE COLD INDUCIBLE 1A Links Low-Temperature Response and
Ethylene Biosynthesis to Regulate Freezing Tolerance and Cold Acclimation A. Plant Cell, 2014, 26,
3326-3342.

14-3-3 proteins and the response to abiotic and biotic stress. Plant Molecular Biology, 2002, 50, 3.9 175
1031-1039. )

Mutations in the Ca2+/H+ Transporter CAX1 Increase CBF/DREB1 Expression and the Cold-Acclimation
Response in Arabidopsis. Plant Cell, 2003, 15, 2940-2951.

Sucrose availability on the aerial part of the plant promotes morphogenesis and flowering of 5.7 168
Arabidopsis in the dark. Plant Journal, 1999, 20, 581-590. :

Genetic and Molecular Analyses of Natural Variation Indicate CBF2 as a Candidate Gene for Underlying
a Freezing Tolerance Quantitative Trait Locus in Arabidopsis. Plant Physiology, 2005, 139, 1304-1312.

Compositional compartmentalization and compositional patterns in the nuclear genomes of plants. 145 140
Nucleic Acids Research, 1988, 16, 4269-4285. ’

Integration of polyamines in the cold acclimation response. Plant Science, 2011, 180, 31-38.

Stress-responsive zinc finger geneZPT2-3plays a role in drought tolerance in petunia. Plant Journal, 57 137
2003, 36, 830-841. )
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A novel cold-inducible gene from Arabidopsis , RCI3 , encodes a peroxidase that constitutes a

component for stress tolerance. Plant Journal, 2002, 32, 13-24.

Expression of Immunogenic Glycoprotein S Polypeptides from Transmissible Gastroenteritis

Coronavirus in Transgenic Plants. Virology, 1998, 249, 352-358. 2.4 116

Two related low-temperature-inducible genes of Arabidopsis encode proteins showing high homology
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Tomato Flower Abnormalities Induced by Low Temperatures Are Associated with Changes of 4s 108
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Low Temperature Induces the Accumulation of Alcohol Dehydrogenase mRNA in Arabidopsis thaliana,
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Proteins. Plant Physiology, 1997, 115, 569-576. :

LSM Proteins Provide Accurate Splicing and Decay of Selected Transcripts to Ensure
Normal<i>Arabidopsis</i>Development. Plant Cell, 2013, 24, 4930-4947.

Developmental and Stress Regulation of RCI2A andRCI2B, Two Cold-Inducible Genes of Arabidopsis
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Tomato plants increase their tolerance to low temperature in a chilling acclimation process entailing
comprehensive transcriptional and metabolic adjustments. Plant, Cell and Environment, 2016, 39,
2303-2318.

NPR1 mediates a novel regulatory pathway in cold acclimation by interacting with HSFA1 factors. 0.3 80
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Gene distribution and nucleotide sequence organization in the human genome. FEBS Journal, 1986, 160,
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inthe nuclear genome of plants. Nucleic Acids Research, 1989, 17, 5273-5290. 14.5 77
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Arabidopsis late-flowering fve mutants are affected in both vegetative and reproductive development. 5.7 4
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Two New Alleles of the abscisic aldehyde oxidase 3 Gene Reveal Its Role in Abscisic Acid Biosynthesis in
Seeds. Plant Physiology, 2004, 135, 325-333.

Post-translational regulation of cold acclimation response. Plant Science, 2013, 205-206, 48-54. 3.6 72

early bolting in short days: An Arabidopsis Mutation That Causes Early Flowering and Partially

Suppresses the Floral Phenotype of leafy. Plant Cell, 2001, 13, 1011-1024.

Gene distribution and nucleotide sequence organization in the mouse genome. FEBS Journal, 1986, 160,
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Prefoldins 3 and 5 Play an Essential Role in Arabidopsis Tolerance to Salt Stress. Molecular Plant,
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Phylogenetic and functional analysis of Arabidopsis RCI2 genes. Journal of Experimental Botany, 2007,
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A Homeodomain Leucine Zipper Gene from Craterostigma plantagineum Regulates Abscisic Acid
Responsive Gene Expression and Physiological Responses. Plant Molecular Biology, 2006, 61, 469-489.

High-yield expression of a viral peptide vaccine in transgenic plants. FEBS Letters, 2001, 488, 13-17. 2.8 66

Genetic analysis reveals a complex regulatory network modulating CBF gene expression and
Arabidopsis response to abiotic stress. Journal of Experimental Botany, 2012, 63, 293-304.
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The LSM1-7 Complex Differentially Regulates Arabidopsis Tolerance to Abiotic Stress Conditions by

Promoting Selective mRNA Decapping. Plant Cell, 2016, 28, 505-520. 66 60

Nitric Oxide Controls Constitutive Freezing Tolerance in Arabidopsis by Attenuating the Levels of
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<i>AtREM1<[i>, a Member of a New Family of B3 Domain-Containing Genes, Is Preferentially Expressed in
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CBFs at the Crossroads of Plant Hormone Signaling in Cold Stress Response. Molecular Plant, 2017, 10,
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The SICBL10 Calcineurin B-Like Protein Ensures Plant Growth under Salt Stress by Regulating
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Arabidopsis SME1 Regulates Plant DeveIoFment and Response to Abiotic Stress by Determining
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homeostasis during abiotic stress. Plant Cell, 2021, 33, 2431-2453.

Genomic localization of hepatitis B virus in a human hepatoma cell line. Nucleic Acids Research, 1986, 145 40
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Environment-dependent regulation of spliceosome activity by the LSM2-8 complex in Arabidopsis.
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AtGRDP1 Gene Encoding a Glycine-Rich Domain Protein Is Involved in Germination and Responds to ABA
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Nonrandom distribution of MMTV proviral sequences in the mouse genome. Nucleic Acids Research,
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56 Low temperature regulates Arabidopsis Lhcb gene expression in a light-independent manner. Plant 5.7 30
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Prefoldins Negatively Regulate Cold Acclimation in Arabidopsis thaliana by Promoting Nuclear
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Dimerization of Arabidopsis 14-3-3 proteins: structural requirements within the N-terminal domain and
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Arabidopsis mutants deregulated in RCI2A expression reveal new signaling pathways in abiotic stress
responses. Plant Journal, 2005, 42, 586-597.

Identification of SUMO Targets by a Novel Proteomic Approach in Plants<sup>F</sup>. Journal of
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Gene Regulatory Networks Mediating Cold Acclimation: The CBF Pathway. Advances in Experimental
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Esterase isozymes in rye ? characterization, genetic control and chromosomal location. Theoretical
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The Arabidopsis ethylene overproducer mutant<i>etol-3</i>displays enhanced freezing tolerance.
Plant Signaling and Behavior, 2015, 10, e989768.
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Redox feedback regulation of ANAC089 signaling alters seed germination and stress response. Cell
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